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SEQUENCE LISTING

(110} Director-General of Nationmal Institute of Advamced Industrial Scie
nce and Technology ; InfoGenes ; Kazusa DNA Research Institute

(120} Application of KIAAQ172 gene functioms for therapeutics, diagmosis
, and pharmaceuticals

(130} 332-01760

(140
(141}

(150 JP 2001/101401
(161} 2001-03-30

{160; 49

{170; PatentIn Ver. 2.1
{2107 1

(211 1194

{212} PRT
{213) Homo sapiens

{400y 1
Met Glu Thr Arg Arg Arg Leu Glu Gln Glu Arg Ala Thr Met Gln Met
1 5 10 15

Thr Pro Gly Glu Phe Arg Arg Pro Arg Leu Ala Ser Phe Gly Gly Met
20 25 30
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Gly Thr Thr Ser Ser Leu Pro Ser Phe Val Gly Ser Gly Asn His Asn
35 40 45

Pro Ala Lys His Gln Leu Gln Asn Gly Tyr Gln Gly Asn Gly Asp Tyr
50 hh 60

Gly Ser Tyr Ala Pro Ala Ala Pro Thr Thr Ser Ser Met Gly Ser Ser
65 70 75 80

Ile Arg His Ser Pro Leu Ser Ser Gly Ile Ser Thr Pro Val Thr Asn
85 a0 95

Val Ser Pro Met His Leu Gln His Ile Arg Glu Gln Met Ala Ile Ala
100 105 110

Leu Lys Arg Leu Lys Glu Leu Glu Glu Gln Val Arg Thr Ile Pro Val
115 120 125

Leu GIn Val Lys Ile Ser Val Leu GIn Glu Glu Lys Arg Gln Leu Val
130 135 140

Ser Gln Leu Lys Asn Gln Arg Ala Ala Ser Gln Ile Asn Val Cys Gly
145 150 155 160

Val Arg Lys Arg Ser Tyr Ser Ala Gly Asn Ala Ser Gln Leu Glu Gln
165 170 175

Leu Ser Arg Ala Arg Arg Ser Gly Gly Glu Leu Tyr Ile Asp Tyr Glu
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180 185 190

Glu Glu Glu Met Glu Thr Val Glu Glo Ser Thr Glm Arg Ile Lys Glu
195 200 205

Phe Arg GIn Leu Thr Ala Asp Met Gln Ala Leu Glu GIn Lys Ile Gln
210 215 220

Asp Ser Ser Cys Glu Ala Ser Ser Glu Leu Arg Glu Asn Gly Glu Cys
225 230 235 240

Arg Ser Val Ala Val Gly Ala Glu Glu Asn Met Asn Asp Ile Val Val
245 250 255

Tyr His Arg Gly Ser Arg Ser Cys Lys Asp Ala Ala Val Gly Thr Leu
260 265 270

Val Glu Met Arg Asn Cys Gly Val Ser Val Thr Glu Ala Met Leu Gly
275 280 285

Val Met Thr Glu Ala Asp Lys Glu Ile Glu Leu Gln Gln Gln Thr Ile
290 295 300

Glu Ala Leu Lys Glu Lys [le Tyr Arg Leu Glu Val Gln Leu Arg Glu
305 310 315 320

Thr Thr His Asp Arg Glu Met Thr Lys Leu Lys Gln Glu Leu Gln Ala
325 330 335
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Ala Gly Ser Arg Lys Lys Val Asp Lys Ala Thr Met Ala Gln Pro Leu
340 345 350

Val Phe Ser Lys Val Val Glu Ala Val Val Gln Thr Arg Asp Gln Met
355 360 365

Val Gly Ser His Met Asp Leu Val Asp Thr Cys Val Gly Thr Ser Val
370 37h 380

Glu Thr Asn Ser Val Gly I[le Ser Cys Gln Pro Glu Cys Lys Asn Lys
385 390 395 400

Val Val Gly Pro Glu Leu Pro Met Asn Trp Trp Ile Val Lys Glu Arg
405 410 415

Val Glu Met His Asp Arg Cys Ala Gly Arg Ser Val Glu Met Cys Asp
420 425 430

Lys Ser Val Ser Val Glu Val Ser Val Cys Glu Thr Gly Ser Asn Thr
435 44() 445

Glu Glu Ser Val Asn Asp Leu Thr Leu Leu Lys Thr Asn Leu Asn Leu
450 455 480

Lys Glu Val Arg Ser Ile Gly Cys Gly Asp Cys Ser Val Asp Val Thr
465 470 475 480

Val Cys Ser Pro Lys Glu Cys Ala Ser Arg Gly Val Asn Thr Glu Ala
485 490 495
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Val Ser Gln Val Glu Ala Ala Val Met Ala Val Pro Arg Thr Ala Asp
500 505 510

Glo Asp Thr Ser Thr Asp Leu Glu Gln Val His Gln Phe Thr Asn Thr
515 520 525

Glu Thr Ala Thr Leu Ile Glu Ser Cys Thr Asn Thr Cys Leu Ser Thr
530 535 540

Leu Asp Lys Gln Thr Ser Thr Gln Thr Val Glu Thr Arg Thr Val Ala
545 550 hab 560

Val Gly Glu Gly Arg Val Lys Asp Ile Asn Ser Ser Thr Lys Thr Arg
565 570 h75

Ser Ile Gly Val Gly Thr Leu Leu Ser Gly His Ser Gly Phe Asp Arg
580 o8h 590

Pro Ser Ala Val Lys Thr Lys Glu Ser Gly Val Gly Gln Ile Asn Ile
595 600 605

Asn Asp Asn Tyr Leu Val Gly Leu Lys Met Arg Thr Ile Ala Cys Gly
610 615 620

Pro Pro Gln Leu Thr Val Gly Leu Thr Ala Ser Arg Arg Ser Val Gly
625 630 635 640

Val Gly Asp Asp Pro Val Gly Glu Ser Leu Glu Asn Pro Gln Pro Gln
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645 650 6ab

Ala Pro Leu Gly Met Met Thr Gly Leu Asp His Tyr Ile Glu Arg Ile
660 665 670

Gln Lys Leu Leu Ala Glu Gln Gln Thr Leu Leu Ala Glu Asn Tyr Ser
675 680 685

Glu Leu Ala Glu Ala Phe Gly Glu Pro His Ser Gln Met Gly Ser Leu
690 695 700

Asn Ser Gln Leu Ile Ser Thr Leu Ser Ser I[le Asn Ser Val Met Lys
705 710 715 720

Ser Ala Ser Thr Glu Glu Leu Arg Asn Pro Asp Phe Gln Lys Thr Ser
725 730 735

Leu Gly Lys Ile Thr Gly Asn Tyr Leu Gly Tyr Thr Cys Lys Cys Gly
740 745 750

Gly Leu Gln Ser Gly Ser Pro Leu Ser Ser Glmn Thr Ser Gln Pro Glu
755 760 765

Gln Glu Val Gly Thr Ser Glu Gly Lys Pro Ile Ser Ser Leu Asp Ala
770 715 780

Phe Pro Thr Glo Glu Gly Thr Leu Ser Pro Val Asn Leu Thr Asp Asp
785 790 795 800
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Gln Ile Ala Ala Gly Leu Tyr Ala Cys Thr Asn Asm Glu Ser Thr Leu
805 810 815

Lys Ser Ile Met Lys Lys Lys Asp Gly Asn Lys Asp Ser Asn Gly Ala
820 825 830

Lys Lys Asn Leu Gln Phe Val Gly Ile Asn Gly Gly Tyr Glu Thr Thr
835 840 Bdb

Ser Ser Asp Asp Ser Ser Ser Asp Glu Ser Ser Ser Ser Glu Ser Asp
850 855 860

Asp Glu Cys Asp Val Ile Glu Tyr Pro Leu Glu Glu Glu Glu Glu Glu
B65 870 87H 880

Glu Asp Glu Asp Thr Arg Gly Met Ala Glu Gly His His Ala Val Asn
885 890 895

Ile Glu Gly Leu Lys Ser Ala Arg Val Glu Asp Glu Met Gln Val Gla
900 005 810

Glu Cys Glu Pro Glu Lys Val Glu Ile Arg Glu Arg Tyr Glu Leu Ser
915 920 925

Glu Lys Met Leu Ser Ala Cys Asn Leu Leu Lys Asn Thr Ile Asn Asp
a30 035 940

Pro Lys Ala Leu Thr Ser Lys Asp Met Arg Phe Cys Leu Asn Thr Leu
945 850 955 960

10

20

30

40



(29) JP 4297209 B2 2009.7.15

Gln His Glu Trp Phe Arg Val Ser Ser Gln Lys Ser Ala Ile Pro Ala
965 970 075

Met Val Gly Asp Tyr Ile Ala Ala Phe Glu Ala Ile Ser Pro Asp Val
980 085 890

Leu Arg Tyr Val Ile Asn Leu Ala Asp Gly Asn Gly Asn Thr Ala Leu
095 1000 1005

His Tyr Ser Val Ser His Ser Asn Phe Glu [le Val Lys Leu Leu Leu
1010 1015 1020

Asp Ala Asp Val Cys Asn Val Asp His Gln Asn Lys Ala Gly Tyr Thr
1025 1030 1035 1040

Pro Ile Met Leu Ala Ala Leu Ala Ala Val Glu Ala Glu Lys Asp Met
1045 1050 1055

Arg Ile Val Glu Glu Leu Phe Gly Cys Gly Asp Val Asn Ala Lys Ala
1060 1065 1070

Ser Gln Ala Gly Gln Thr Ala Leu Met Leu Ala Val Ser His Gly Arg
1075 1080 1085

Ile Asp Met Val Lys Gly Leu Leu Ala Cys Gly Ala Asp Val Asn [le
1090 1095 1100

Gln Asp Asp Glu Gly Ser Thr Ala Leu Met Cys Ala Ser Glu His Gly
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1105 1110 1115 1120

His Val Glu Ile Val Lys Leu Leu Leu Ala Gln Pro Gly Cys Asn Gly
1125 1130 1135

His Leu Glu Asp Asn Asp Gly Ser Thr Ala Leu Ser Ile Ala Leu Glu
1140 1145 1150

Ala Gly His Lys Asp [le Ala Val Leu Leu Tyr Ala His Val Asn Phe
1155 1160 1165

Ala Lys Ala Gln Ser Pro Gly Thr Pro Arg Leu Gly Arg Lys Thr Ser
1170 1175 1180

Pro Gly Pro Thr His Arg Gly Ser Phe Asp
1185 1190

(210; 2

(211; 20

(212) DNA

(213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400y 2
tactttgtgg agacceccta 20
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(210; 3

211y 21

(212) DNA

(213; Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400} 3
gettgicgtg cecatgecte c

(210; 4

(211 20

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400y 4
cactggggte gagatecctg

(210; 5

(211> 20

(212) DNA

(213} Artificial Sequence

21

20
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{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400y 5
attatggtag ctatgecceca 20

(210 6

(211, 22

(212) DNA

{213) Artificial Sequence

{220}
{223; Description of Artificial Sequence:Synthetic DNA

{400, 6
{gcagcacat ccgcgageag at 22

210} 7

(211 18

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

(4003 7
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tccggcaact tacagcag

(210; &

(211 20

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400; 8
cagcetgigag gectectcag

(210; 9

211y 22

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400) 9

geetctgtgg tacacgacga tg

(210} 10
(211) 23

18
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22

10

20

30

40



(34) JP 4297209 B2 2009.7.15

(212) DNA
{213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

{(400; 10
aggcatctee tgecagectg aat 23

(210; 11

(211, 22

(212 DNA

{213) Artificial Sequence

{220}
(223 Description of Artificial Sequence:Synthetic DNA

400y 11
tecacagace tcccageaca tc 22

(210 12

(211 29

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA
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(400) 12
tctgtgttee tgcctgttte geagacget 28

(210 13

(211 23

(212) DNA

(213} Artificial Sequence

(220}
(223> Description of Artificial Sequence:Synthetic DNA

{400; 13
agacaagigt tggigcagga ctc 23

(210 14

(211 17

(212) DNA

(213; Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400 14
geacagtage tgtagea 17
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(210} 15

(211) 22

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400; 15
cagetgatgg cetgteaaac ce

(210; 16

(211) 22

(212) DNA

(213) Artificial Sequence

(220}
{223; Description of Artificial Sequence:Synthetic DNA

{400 16
gegtteetea getetteagt ge

(2103 17

(211, 22

(212) DNA

(213) Artificial Sequence

22

22
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{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400y 17
tcctcattce caggtccica g2

(210, 18

(211 23

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400; 18
cagtcctage atcacacact ctg

(210; 19

(211 18

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400; 19
tcctgccaat gactetga

22

23

18
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(2107 20

(211 26

(212) DNA

{213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

(400) 20
gggtgtgagt tttcattttt attgee

(210; 21

(211; 24

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400; 21
actgacagea ttagecteta gaac

(210; 22
(211} 23
(212) DNA

28

24
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{213} Artificial Sequence

(220}
(223> Description of Artificial Sequence:Synthetic DNA

{400; 22
tgagcacacc ttgcatctec tga 23

210y 23

211 21

(212) DNA

(213} Artificial Sequence

(220}
(223> Description of Artificial Sequence:Synthetic DNA

{(400; 23
cattaaatgl gggageggca a 21

(210; 24
(211) 24
(212) DNA
(213} Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA
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{400; 24
tettctigtg accaategta actit

(210; 25

(211 23

(212) DNA

{213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400; 25
tacacactgg ggategigit tge

(210 26

(211 25

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400; 26
aatagaagaa ctaacgacca ctigg

(210; 27

24

23

25
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{211 23
{212} DNA
{213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400} 27
ttagagaaga gaggglggaa gee

(210 28

(211 23

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400) 28
agaaggggct gettcctaag aga

(210 29

(211 22

(212) DNA

(213} Artificial Sequence

(220)

23

23

10

20

30

40



(42) JP 4297209 B2 2009.7.15

{223} Description of Artificial Sequence:Synthetic DNA

(400; 29
gegtgcatte ctgagcacag ga

(210; 30

(211) 24

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400; 30
cagtacgtac ttctgaagte ctig

(210; 31

211; 21

(212) DNA

(213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400; 31
teccagaget cecgtecaga £
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(210, 32

(211 24

(212) DNA

(213; Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400; 32
gagaaaccca acatggctig tict

(210 33

211; 21

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400) 33
geggtecace agtctegteg a

(210) 34
(211 24
(212) DNA
(213} Artificial Sequence
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{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400; 34
tgaggicact tattaaccee cagt 24

(210 35

(211 23

(212) DNA

{213) Artificial Sequence

{220}
{223; Description of Artificial Sequence:Synthetic DNA

{400; 35
gtatctgica ceccaacagg aac 23

(210 36

(211; 20

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

(400 36
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cagatgtegt ccigegitet

(210 37

(211 25

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

{400y 37
tcagtcaagg tcacagicat attaa

(210 38

(211, 22

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400, 38
ttgtgetgte tgtcageata g

(210; 39
(211) 24
(212) DNA
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{213} Artificial Sequence

(220}
(223> Description of Artificial Sequence:Synthetic DNA

{400; 39
aagtaaatgt gacaggtaaa aaegg

(210; 40

(211 25

(212) DNA

(213} Artificial Sequence

(220}
(223> Description of Artificial Sequence:Synthetic DNA

(400) 40
cttgacacag tattttcage ttttg

(210 41

(211} 20

(212) DNA

(213} Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA
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{400; 41
gaattcette ctecectgte

(210; 42

(211; 20

(212) DNA

{213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400; 42
aaaccaggca caatcaaacc

(210 43

(211 29

(212) DNA

{213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400, 43
gtgzagacea ggacaaggaa cagaaagac

(210) 44

20

20
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{211 21
{212} DNA
{213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400) 44
tccagagegee gaggigecit t

(210 45

211; 21

(212) DNA

(213} Artificial Sequence

{220;
{223) Description of Artificial Sequence:Synthetic DNA

(400) 45
geagctgiga ggccteetea g

(210; 46

(211 22

(212) DNA

(213} Artificial Sequence

(220)

21

21
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{223} Description of Artificial Sequence:Synthetic DNA

(400; 46
tecacagace teccageaca te

(210; 47

211 21

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence:Synthetic DNA

{400 47
aagaagagaa aaggtagtig g

(210; 48

211; 21

(212) DNA

(213) Artificial Sequence

(220}
(223 Description of Artificial Sequence:Synthetic DNA

{400 48
ctattaaaac tcaatttett t
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21
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(210} 49
(211) 24

(212) DNA

(50)

(213) Artificial Sequence

(220)

{223) Description of Artificial Sequence:Synthetic DNA

{400) 49
cctaaaacct ctataataca caac
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