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GenkBank

BE T4

M14758

P-plycoprotein (PGY 1) mRNA (MDR1)

M25647

vasopressin mRNA; Arginine vasopressin

NM_000707

arginine vasopressin receptor 1B

Z11687

antidiuretic hormone receptor

NM 001402

eukaryotic translation elongation factor 1 alpha 1

U33981

Homo sapiens apoptosis associated protein (GADD34)

NM_00658
2

glucocorticoid modulatory element binding protein 1

ABO03498¢9

KIAAQ023 gene product

M69177

Human monoamine oxidase B

J04027

ATPase, Cat+ transporting, plasma membrane 1

NM_00241
5

macrophage migration inhibitory factor

NM_00026
1

Homo sapiens myocilin

M14584

Human interleukin 6 mRNA

NM_00107
8

Homo sapiens vascular cell adhesion molecule |

NM_00534
5

heat shock 70kD protein 1

M58603

Human nuclear factor kappa-B DNA binding subunit p105

M34664

Heat shock 60kD protein 1

AF028832

Heat shock 90kD protein 1, alpha
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oooao

(

[ #2

[ GenkBank BinF4

[ AF022224 Bcl-2-binding protein

[ NM_004244 CD163 antigen

[ uB2812 scavenger receptor cysteine rich Sp alpha

[ U47741 CREB-binding protein

[ X58022 corticotropin-releasing factor binding protein

‘ NM_001402 eukaryotic translation elongation factor 1 alpha 1
NM_000862 hydroxy-delta-5-steroid  dchydrogenase, 3 beta- and  steroid

L delta-isomerase |

[ NM 002228 | v-jun avian sarcoma virus 17 oncogene homolog {JUN) mRNA

[ M14584 Human interleukin 6 mRNA

[ X79483 ERK6 mRNA for extracellular signal regulated kinase

[ NM 000529 | melanccortin 2 receptor {adrenocorticotropic hormene)
NM 001043 | solute carrier family 6 member 2 (SLC6A2)

. M59979 prostaglandin G/H synthase 1 precursor

[ X54079 Heat shock 27kD protein 1

[ D906224 glycoprotein 34 (gp34)

[ NM 005345 | heat shock 70kD protein |

0 AF028832 Heat shock 90kD protein 1, alpha
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#3

M14758

Homo sapiens P—glycoprotein (PGY1) mRNA (MDR1)

M14752

V—ahl Abelson murine leukemia viral oncogene homolog |

NM_000789

Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin 1 converting
enzyme) (ACE)

X00351

cytoplasmic beta—actin (ACTB}

L17075

Human TGF-b superfamily receptor type | mRNA activin receptor—like
kinase 1 (ACVRL1; ALK1)

L92649

Homo sapiens snake venom-like protease (cSVP) mRNA, A disintegrin and
metalloproteinase domain 17 (tumor necrosis factor, alpha, converting

ehzyme)

L5500

Homo sapiens adenylate cyclase 1 (ADCY1), Human fetal brain adenylyl
cyclase mRNA, 3 end

AF070583

Homo sapiens clone 24648 adenylyl cyclase mRNA, partial cds

NM_004036

Homo sapiens adenylate cyclase 3 (ADCY3)

AF250226

Homo sapiens adenylyl cyclase type VI mRNA

NM_001114

Homo sapiens adenylate cyclase 7 (ADCY7)

235309

H.sapiens mRNA for adenylyl cyclase

NM_001116

Homo sapiens adenylate cyclase 3 (ADCY9)

NM_Qo1117

Homo sapiens adenylate cyclase activating polypeptide 1 {pituitary)
(ADCYAPI1}

NM 001118

Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor
type | (ADCYAPIR1)

M18112

Human poly(ADP-ribose) polymerase mRNA (ADPRT), PARP

MB7290

Human angiotensin 1l type 1 receptor mRNA

X65699

H.sapiens mRNA, for angiotensin Il receptor

NM_000686

Homo sapiens angiotensin receptor 2 (AGTR2)

NM_005161

Homo sapiens angiotensin receptor-like 1 (AGTRLI1)

NM_005162

Homo sapiens angiotensin receptor-like 2 (AGTRLZ)

NM_003488

Homo sapiens A kinase (PRKA) anchor protein 1 (AKAPT)

NM_007202

Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10)

ABO1452%

A kinase (PRKA) anchor protein 11 {(AKAP11); Homo sapiens mRNA for
KIAAQG629 protein, partial cds

NM_005100

Homo sapiens A kinase (PRKA) anchor pratein (gravin) 12 (AKAP12)

NM_007203

Homo sapiens A kinase (PRKA) anchor protein 2 (AKAP2)

NM_006422

Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3)

NM_003886

Hemo sapiens A kinase (PRKA) anchor protein 4 (AKAP4)

NM_004857

Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5)
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# 4
NM_004274 | Homo sapiens A kinase {PRKA) anchar protein 6 (AKAPR)
NM_016377 | Homo sapiens A kinase {PRKA) anchor protein 7 (AKAPT)
NM_005858 | Homo sapiens A kinase (PRKA) anchor protein 8 (AKAPS)
NM 005751 | Homo sapiens A kinase (PRKA) anchor protein {yotiac) 9 (AKAP9)
ME3167 | Hurman rac protein kinase alpha mRNA (akt1), complete cds
NM_001283 Homo sapiens AP1Sladaptor-related protein complex 1, sigma | subunit
(AP1ST)
NM 003916 | Homo sapiens adaptor—related protein complex 1, sigrma 2 subunit (AP152)
H i i ivating f: 1 — NA
AFD13263 omo sapiens apoptotic protease activating facter (Apaf—-1) mRNA,
complete cds .
M74088 | adenomatous polyposis coli protein (APGC protein); DF2.5
AB023421 Heomo saplerls mRNA for heat shock protein apg-1; Heat shock protein
{hsp110 family)
U4587% Human inhibitor of apoptosis protein 2 mRNA,; Apoptosis inhibitor 1
U45878 Human inhibitor of apoptosis protein 1 mRNA; Apoptosis inhibitor 2
X06820 H.sapiens rhoB gene mRNA; Ras homolog gene family, member B
Homo sapiens GTPase (rhoC) mRNA, complete cds; Ras homolog gene
L2508 )
family, member C
X95282 H.sapiens mRNA for Rho8 protein; Ras homolog gene family, member E
H.sapiens rhoG mRNA for GTPase; Ras homolog gene family, member G (rho
X61587 @
u02570 Human CDC42 GTPase—activating protein mRNA, partial cds
X78817 H.sapiens partial C1 mRNA; Rho GTPase activating protein 4
U17032 Human p190-B (p190-B) mRNA, complete cds; Rhe GTPase activating
- | protein &
Heomo sapiens GTPase-activating protein 6 isoform 4 (ARHGAPS) mRNA,
AF177663 . . . .
alternatively spliced, complete cds; Rho GTPase activating protein 6
NM 015366 | Homo sapiens Rho GTPase activating protein 8 (ARHGAPS), mRNA
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[
[ X698550 H.sapiens mRNA for rho GDP-dissociation Inhibitor 1
[ L20688 Human GDP-dissociation inhibitor protein {Ly—GDI) mRNA, D4-GDI
[ 82532 Homo sapiens GDI-dissociation inhibitor RhoGDlgamma mRNA, complete
c - cds; Rho GDP dissociation inhibitor {(GDI) gamma
. U64105 Human guanine nucleotide exchange factor pl115-RhoGEEF mRNA, partial
cds; Rho guanine nucleotide exchange factor (GEF) t
[ 735227 H.sapiens TTF mRNA for small G protein; Ras homolog gene family,
[ member H
[ Homo sapiens putative tumor supressor NOEY2 mRNA; Ras homolog gene
Ug6750 . :
[ family, member |
[ NM_005171 | Homo sapiens activating transcription factor 1 (ATF1)
[ Human cyclic AMP response element-binding protein (HB16) mRNA, 3
M31630
[ end .
. 19871 Human activating transcription factor 3 {ATF3) mRNA
[ NM_001675 Homo sapiens activating transcription factor 4 (tax-responsive enhancer
element B67) (ATF4)
[ NM_012068 | Homo sapiens activating transcription factor 5 (ATF5)
[ NM_007348 | Homo sapiens activating transcription factor 6 (ATF6)
L NM_006856 | Homo sapieng activating transcription factor 7 (ATF7)
[ U33841 Human ataxia telangiectasia (ATM) mRNA .
[ Human vasopressin mRNA; Arginine vasopressin (neurophysin I,
M25647 Cre . .
[ antidiuretic hormone, diabetes ingipidus, neurchypophyseal)
[ L25615° | Human arginine vasopressin receptor 1 (AVPR1) mRNA, complets cds
C NM_000707 | Homao sapiens arginine vasopressin receptor 1B (AVPR1B), mRNA
H.sapiens mRNA for antidiuretic hormone receptor; Arginine vasopressin
[ 211687 . . .
receptor 2 (nephrogenic diabetes insipidus)
[ AF009674 | Homo sapiens axin (AXIN1) partial cds
L NM_004655 | Homo sapiens axin 2 (conductin, axil) (AXIN2}, mRNA .
[ 1166879 Human Bel-2 binding component 6 (bbcB) mRNA; BAD protein
[ AF022224 | Homo sapiens Bel~2-binding protein (BAG-1) mRNA
[ AF111116 Homo sapiens silencer of death domains {SODD) mRNA;
[ BCL2-associated athanogene 4
i All— i i , trai i { .
[ NM_017450 Homo sapiens B associated protein 2 (BAIAP2), transcript variant 1
' mRNA
U23765 Human bel2 homologous antagonist/killer {(BAK)
: L22474 Hurnan Bax beta mRNA, apoptosis regulator bax
L U29680 Human A1 protein; BCL-2-related protein A1 {BCL2A1); BFL1 protein
[
[
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[
[ #6
: 223115 H.sapiens bel-xL mRNA; BCL2-like 1
: usge747 Human apoptosis regulator belw; KIAAD271; BCL2L2
[ Human Bel-2 interacting killer (BIK) ; NBK apoptotic inducer protein; BP4;
[ U34584 BIP1
[ 14680 Human breast and ovarian cancer susceptibility (BRCAT)
[ X58957 H.sapiens atk mRNA for agammaglobulinaemia tyrosine kinase
[ Y14153 Homo sapiens mRNA for beta—transducin repeat containing protein
[ (beta=TrGP)
[ X83703 H.sapiens mRNA for cytokine inducible nuclear protein; Cardiac ankyrin
‘ repaat protein
Human interleukin 1-beta converting enzyme isoform delta (IL1BCE)
[ 13699
mRNA '
[ U60519 Human apoptotic cysteine protease Mchd (Mch4) mRNA, complete cds
[ Human positive regulator of programmed cell death ICH-1L (lch-i)
Ui3021 -
L mRNA, complete cds
[ U13737 Human cysteine protease CPP32 isoform alpha mRNA, complete cds
[ uz2s014 Human cysteine pratease (ICErel-I[} mRNA, complete cds
[ U28015 Human cysteine protease (ICErel-lll) mRNA, complete cds
[ 20536 Human cysteine protease Mch2 isoform alpha (Mch2) mRNA, complete
[ cds
u3z44s8 Human Mch3 isoform alpha (Mchd) mRNA, complete cds
: Human apoptotic cysteine protease Mch5 isoform alpha (Mch5) mRNA,
[ U60520
complete cds
[ U60521 Human protease proMch6 (Mch6) mRNA, complete cds.
L u66838 Human cyclin A1 mRNA, complete cds
[ X51688 Human mRNA for cyclin A; Cyclin A2
[ M25753 Human cyclin B mRNA, 3' end,; Cyclin Bt
[ - | AF002822 | Human cyclin B2 mRNA, complete cds
[ M74091 Human cyclin mRNA .
[ M54349 Human G1/S-specific cyclin D1 (CCNDT); cyclin PRAD1; bel-1 chpogene
[
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[

[ M90813 Human D-type cyclin (CCND2) mRNA, complete cds; cyclin D2

L M92287 Homeo sapiens cyclin D3 (CCND3) mRNA, complete cds

[ M73812 Human c¢yclin E mRNA sequence

[ 47413 Human cyclin G1 mRNA, 'complete cds

[ u47414 Human cyclin GZ mRNA, complete cds

[ U11791 Human cyclin H mRNA, complete cds

[ p50310 Human mRNA for cyclin I, complete cds

[ U28694 Human eosinophil CC chemok.ine receptor 3 mRNA, complete cds
Us54994 Human GG chemokine receptor 5 (CCR5) mRNA, complete cds

[ NM_004244 | Homo sapiens CD163 antigen (CD163)

[ M14362 Human T~cell surface antigen CD2 (T11)} mRNA, complets cds

L Human T-cell-specific homodimer surface protein CDZ8 mRNA,
J02988

[ complete cds

[ NM_000732 Homo sapiens CD3D antigen, defta polypeptide (TiTS complex) (CD3D),

C mRNA

[ X03364 Human mBNA for T3 epsilon chain (20K) of T-cell receptor (from

‘ peripheral blood lymphocytes).

[ X04145 Human mRNA for T—cell receptor T3 gamma polypeptide, RON alpha
Jo4132 Human T cell receptor zeta—chain mRNA, complete cds

[ M12807 Human T—cell surface glycoprotein T4 mRNA, complete cds

[ M59040 CD44 antigen (homing function and Indian blood group system)

( us28i2 Human scavenger receptor cysteine rich Sp alpha mRNA

t M80462 Human MB—~1 mRNA; CD79A antigen (immunoglobulin—associated alpha)

[ M39957 Human immunoglobulin superfamily member B cell receptor complex cell

[ surface glycoprotein (IGB) mRNA, CD79B

[ M27533 CDB0 antigen {GD28 antigen ligand 1, B7-1 antigen)

[ u04343 Human CD86 antigen mRNA, complste cds
M12828 Homo sapiens T—cell surface protein T8 mRNA

: Human T lymphocyte surface glycoprotein (CD8-beta) mRNA complete

[ M36712 ods

[ 572008 hCDC10=CDC10 homolog [human, fetal lung, mRNA, 2314 nt).

[ u18291 Human CDG16Hs mRNA, complete cds

[ X05360 Human CDG2 gene involved in Cell Cycle control; CDK1

[ M81933 Human cdc29A mRNA, complete cds

[ MB81934 Human ¢dc258 mRNA, complete eds.

[ M34065 Human cdc25Hs mRNA, complete cds

[

[
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[
: %8
[ Human homologue of S. pombe nuc2+ and A. nidulans bimA; Cell division
[ Uo00o1
cycie 27
[ AFO67524 Homo sapiens PITSLRE protein kinase beta SV1Z isoform {CDC2L2)
[ mRNA, complete cds
[ MB0629 Human cdcZ-related protein kinase (CHED) mRNA: .\Gell division cycle
[ 2-like 5 (cholinesterase-related cell division controller)
[ L22005 Human ubiquitin conjugating enzyme mRNA, partial cds; Cell division
[ cycle 34
U63131 Human CDC37 homolog mRNA, complete cds
: M35543 Human GTP-binding protein ((G25K) mRNA, complete cds
[ AF022109 | Homo sapiens HsCdc18p {(HsCdc18) mRNA, complete ds
[ (33264 Home sapiens CDCZ-related protein kinase (PISSLRE) mRNA;
L Cyclin—dependent kinase (CDC2-like) 10
[ M&8520 Human ede2-related protein kinase mRNA, complete cds
[ X66357 H.sapiens mRNA cdk3 for serine/threonine protein kinase
[ M14505 Human (clone PSK-J3} cyclin—dependent protein kinase mRNA;
[ cyclin—dependent kinase 4 (CDK4)
[ X66364 H.sapiens mRNA PSSALRE for serine/threcnine protein kinase,
[ X80343 H.sapiens p35 mRNA for regulatory subunit of cdk5 kinase
Human cyclin-dependent kinase 5 activator isoform p3% mRNA,
[ U34051
complete cds. .
[ X66365 H.sapiens mRNA PLSTIRE for serine/threonine protein kinase
( X77743 H.sapiens CDK activating kinase mRNA
[ X85753 Homo sapiens mRNA for CDK8 protein kinase.
[ L25676 Homo sapiens CDC2-related kinase (PITALRE) mRNA, complete cds
[ Homo sapiens cyclin—dependent kinase inhibitor mRNA: melanoma
[ L25610 differentiation-associated protein 6 (MDAB);, CDK-interacting protein 1
[ {CIP1); WAF1; p21
[
[
[
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*9
Homo sapiens cyclin—dependent kinase inhibitor 1B (p27, Kipi)
NM.004054 (GDKN1B) mRNA
U22398 Human Cdk-inhibitor p57KIP2 (KIP2} mRNA, complete ¢ds
L27211 Human CDKé4-inhibitor (p16-INK4) mRNA; cyclin—dependent kinase 4
inhibitor (CDK4l, CDKN2); multiple tumor suppressor T (MTS1), p16
u1707s Human p14-CDK inhibitor mRNA, compiete cds.; p15
AF041248 Homo sapiens cyclin—dependent kinase inhibitor (COKN2C) mRNA,
complete cds.; pl18
40343 Human CDK inhibitor p19INK4d mRNA, complete cds; p19
Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta
NM_005194 (CEBPB) mRNA; NF-IL6 )
AF01D127 Homo sapiens Casper mRNA; CASP8 and FADD-like apoptosis
regulator; I-FLICE
AF016582 | checkpoint kinase 1 {CHK1)
AF009225 Homo sapiens kB kinase alpha subunit (IKK alpha) mRNA, complete
cds; IKK1
L28222 Homo sapiens clkl mRNA; CDC-like kinase 1
L29216 Homo sapiens clk2 mRNA; CDC-like kinase 2
129220 Homo sapiens clk3 mRNA; CDG-like kinase 3
M58525 Homo sapiens catechol-O-methyltransferase {COMT) mRNA
NM 001873 | Homao sapiens carboxypeptidase E (CPE)
Complement component (3b/4b} receptor 1, including Knops blood
Y0O0816 :
group systenr; CD35
M26004 Complement component (3d/Epstein Barr virus) receptor 2; CD21
U8B4388 Human death domain containing protein CRADD mRNA; CASP2 and
RIPK1 domain containing adaptor with death domain
NM_004379 | Homo sapiens cAMP responsive element binding protein 1 {CREB1)
U47741 Human CREB-binding protein {(CBP) mRNA, complete cds
u47741 Human CREB-binding protein {CBP) mRNA, complete cds
NM_000756 | Homo sapiens corticotropin releasing hormone (CRH), mRNA.
X58022 Human mRNA for corticotropin-releasing factor binding protein
(CRF-BP).
123332 Human corticotropin releasing factor receptor mRNA
34587 Human corticotropin—releasing factor receptor 2 mRNA
Human chromosome segregation gene homolog CAS mRNA,
U33286 Chromosome segregation 1 (yeast homolog)-like
goooao
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#10
H - i —stimulati fac F—1
M37435 uman  macrophage-specific  colony—stimulating  factor (CSF-1)
mRNA complete cds
M10663 Human T-cell granulocyte—macrophage colony stimulating factor
{GM-CSF) mRNA
M73832 Hurman GM-CSF receptor (GM-GSF receptor) mRNA. complete cds
M59941 Human GM-CSF receptor beta chain mRNA; IL3R—beta
X03438 Human mRNA for granulocyte colony=—stimulating factor (G-CSF).
Human granulocyte colony-stimulating factor receptor (G-CSFR-1)}
M59818
mRNA, complete cds :
Hemo sapiens chorionic somatomammotropin hormone 1 (placental
NM_0013
M. 17 lactogen) (CSH1) mRNA
V00573 Human mRNA encoding placental lactogen hormone
L37042 Homo sapiens casein kinase 1 alpha isoform (CSNK1A1) mRNA
Mb5265 Human casein kinase Il alpha subunit mRNA, complete cds.
ME55268 Human casein kinase Il alpha' subunit mRNA, complete cds
x16312 Human mRNA for phosvitin/casein kinase !l beta subunit
M92834 Human connective tissue growth factor (CTGF)
X87838 H.sapiens mRNA for beta—catenin
U96136 Homo sapiens delta~catenin mRNA, complete cds, Arm
L06797 Human (clone L5) orphan G protein—coupled receptor mRNA, complete
cds; Chemckine {C—-X—C motif), receptor 4 (fusin)
NM_000497 Homo  sapiens cytochrome. pP450, subfamily XIB  (steroid
11-beta~hydroxylase), polypeptide 1 (CYP11B1), mRNA.
NM_000498 Homo  sapiens cytochrompj P450, subfamily XIB  (steroid
1 1-beta—hydroxylase), polypeptida 2 (CYPT11B2) mRNA.
Human cytochrome P450c17 (steroid 17-alpha-hydraxylase/17.20
M14564
lyase) mRNA, complete cds.
M17252 Human cytochrome P450c21 mRNA, 3' end
Human ionizing radiation resistance conferring protein mRNA; Death
utgaz21 . .
associated protein 3
X76104 H.sapiens DAP—kinase mRNA
AF015956 | Homo sapiens Fas—binding protein Daxx mRNA, complete cds
NM_000787 | Dopamine beta—hydroxylase {dopamine beta-moncoxygenase)
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[ #F11
[
[ M76180 | Dopa decarboxylase (aromatic L—amino acid decarboxylase)
[ AB029497 Homo sapiens gadd153 mRNA for CHOP alternatively spliced isoform
[ (CASIS)
[ U91985 Human DNA fragmentation factor-45 mRNA, DFF
[ AF241254 | Homo sapiens angiotensin converting enzyme—iike protein mRNA
[ M60278 Human heparin—binding EGF-like growth factor mRNA (HBEGF); diphtheria
[ toxin receptor (DTR)
H.sapiens CL 100 mRNA for protein tyrosine phosphatase, Dual specificity
[ xX68277
phosphatase 1, MKP1 ‘
[ U46461 Human dishevelled homolog (DVL) mRNA, complete cds
[ | NM_0D4422 | Homo sapiens dishevelled 2 (homologous to Drosophila dsh) (DVL2), mRNA
[ U49262 Human dishevelled (DVL) mRNA, complete cds
[ M9E577 Homo sapiens (E2F-1) pRB-binding protein mRNA; retinoblastoma-binding
[ protein 3 (RBBP3),
[ NM_D01402 | Homo sapiens eukaryotic translation elongation factor 1 alpha 1 {(EEF1AT}
[ X04571 Human mRNA for kidney epidermal growth factor (EGF) precursor;
: urogastrone
: uota77 Human p300 protein mRNA, complete cds
L X02157 Human mRNA for fetal erythropoietin
[ M60459 Human erythropoietin receptor mRNA, complete cds
[ uz24231 Human Fas—associating death domain—containing protein mRNA
[ AJ271408 | Homo sapiens mRNA for Fas~associated factor, FAF1
[ X06948 Human mRNA for high affinity IgE receptor alpha-subunit (FcERI); Fc
[ fragment of IgE, high affinity I, receptor for; alpha pelypeptide
[ M33195 Human Fc—epsilon-receptor gamma-chain mRNA; F¢ fragment of IgE, high
affinity I, receptor for; gamima polypeptide
: M28696 | Fc fragment of [gG, low affinity 1lb, receptor for (CD32)
L acidic fibroblast growth fictor {(AFGF) + heparin—hinding growth factor 1
[ X51943 ey
‘ precursor (HBGF-1);
[ U67918 Human keratinocyte growth factor 2 mRNA, complete cds
[ UBE199 Human fibroblast growth factor homologous factor 3 (FHF-3) mRNA,
[ complete cds
[ UB6197 Human fibroblast growth factor homologous factor 1 (FHF-1} mRNA,
[ complete cds
Human fibroblast growth factor homologous factor 2 (FHF-2) mRNA,
E 166198 complete cds
[
[
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#12
U66200 Human fibroblast growth factor homologous factor 4 (FHF-4) mRNA,
complete cds
M27968 | Human basic fibroblast growth factor (FGF) mRNA (BFGF; FGFB; FGF2)
M17446 Human Kaposi's sarcoma oncogene fibroblast growth factor mRNA,complete
cds
M37825 Human fibroblast growth factor-5 (FGF-5) mRNA, complets cds
X63454 Human fibroblast growth factor 6 precursor (FGF6); HBGF§; HST2
M60828 Human keratinocyte growth factor mRNA,; fibroblast growth factor 7 (FGF-T7}
U36223 Human fibroblast growth factor 8 (FGF8); androgen—induced growth factor
precursor (AIGF); HBGF8
D14B38 Human mRNA for FGF-9
M34641 Human fibroblast growth factor (FGF) receptor—-1 mRNA
M80634 Human keratinocyte growth factor receptor mRNA; fibroblast grewth factor
receptor 2 (FGFR2)
M58051 Human fibroblast growth factor receptor (FGFR3) mRNA
L0O3840 Human fibroblast growth factor receptor 4 (FGFR4) mRNA, complete cds,
Y12863 Homro sapiens mRNA for growth factor FIGF; C-fos induced growth factor
(VEGF D)
Uot134 Human soluble vascular endothelial cell growth factor receptor (sflit} mRNA;
vascular endothelial growth factor receptor 1 {VEGFR1);
u02687 Human growth factor receptor tyrosine kinase (STK-1) mRNA; FLK2
X69878 H.sapiens Fltdf mRNA for transmembrane tyrosine kinase; vascular endothelial
growth factor receptor 3 precursor (VEGFR3}
X16707 Human fra—1 mRNA; FOS-like antigen—1
NM_005479 Homo sapiens frequently rearranged in advanced T~cell lymphomas (FRATI)
mRNA
NM_000510 | Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB)
M65085 Human follicle stimulating hormone receptor mRNA
AB017363 | Homo sapiens mRNA for frizzled-1, complete eds
X02492 Human interferon—inducible mRNA fragment {(cONA 6-16).
M32865 Human Ku protein subunit mRNA; Thyroid autoantigen 70kD (Ku antigen)
U83981 Homo sapiens apoptosis associated protein (GADD34) mRNA
MB0974 | Human growth arrest and DNA—damage~inducible protein (gadd45)} mRNA
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[
Homo sapiens growth arrest and DNA-damage—inducible, beta
E NM_015675 (GADD45B)
Homo sapiens growth arrest and DNA-damage-inducible, gamma
: NM_006705 (GADD45G)
[ X01677 liver glyceraldehyde 3-phosphate dehydrogenase (GAPDH)
[ NM_000805 | Homo sapiens gastrin {GAS)
[ J04040 Human glucagon mRNA, complete cds
( L20316 Human glucagon receptor mRNA
[ NM_000515 | Homo sapiens growth hormane 1 (GH1)
[ M38451 Human placenta-specific growth hormone mRNA
[ NM_000163 | Homo sapiens growth hormone receptor (GHR)
[ NM_000823 | Homo sapiens growth hormone releasing hormene receptor (GHRHR)
NM_004122 | Homo sapiens growth hormone secretagogue receptor {(GHSR)
E NM.006582 Homo sapiens glucocorticoid modulatory element binding protein 1
{(GMEB1)
[ Homo sapiens glucocorticoid modulatory element binding protein 2
[ NM_012384 (GMEB2)
[ Human guanine nuclectide-binding regulatory protein {G-y-alpha}
[ M69013 mRNA: Guanine nucleotide binding protein (G protein), alpha 11 (Gq
[ class)
Human guanine nucleotide regulatory protein (G13) mRNA; Guanine
[ L22075 . g . X
nucleotide binding protein (G protein}, alpha 13
: NM_004297 | Homo sapiens guanine nucleotide—binding protein 14 (GNA14) mRNA
[ M63904 Human G-alpha 16 protein mRNA, complete cds; Guanine nucleotide
[ binding protein (G protein), alpha 15 (Gq class)
[ Human liver mRNA for beta—subunit signal transducing proteins Gs/Gi
[ X04526 (beta—G); Guanine nucleotide binding protein (G protein), beta
[ polypeptide 1 _ S
[ Human signal-transducing guanine nucleotide—binding r'egulatory (@)
M16538 protein beta subunit mRNA; Guanine nuclectide binding protein (G
[ protein), beta polypeptide 2
( Human MHC protein homologous to chicken B complex protein mRNA;
L M24194 Guanine nucleotide binding protein (G protein), beta polypeptide 2-like
[ 1
[ Human guanine nucleotide~binding protein beta-3 subunit mRNA;
[ M31328 Guanine nucleotide binding protein (G protein), beta polypeptide 3
[
[

10

20

30



L T e T e T e T e T e T e T e T e B e B R s T e T e TR e T e, T e TR e T e, T e T e T e T e T e T e T e T e TR e T e Y s B e I e T e T e T e T e B e

(33) JP 3694674 B2 2005.9.14

#14
AFO17656 Hlom.o saplen's G prote'm beta 5 subunit mRNA:; Guanine nucleotide
binding protein (G protein), beta §
Human G protein gamma—10 subunit mRNA; Guanine nucleatide binding
U31383 .
- protein 10
U31384 Human G protein gamma—11 subunit mRNA; Guanine nucleotide binding
protein 11
Homo sapiens guanine nucleotide binding protein (G protein), gamma 3
NM_D12202
- (GNG3}, mRNA
Homo sapiens clone 24733 mRNA sequence; Guanine nucleotide binding
AF052149 , . .
pretein (G protein), gamma 3, linked
Human G protein gamma~4 subunit mRNA; Guanine nuclectide binding
u31382 . : :
protein 4
AF038955 H'om‘o sapien-s G proteirn gamma 5 subunit mRNA; Guanine nucleotide
binding protein (G protein), gamma 5
ABO10414 Hiomlo sapler?s mRNA 'for G-protein gamma 7, Guanine nuclectide
binding protein (G protein}, gamma 7
$62027 transducin gamma subunit; Guanine nucleotide binding protein (G
prutein), gamma transducing activity polypeptide 1
Human placenta mRNA for luteinizing hormone releasing hormone
X01059
precursor (LHRH).
NM_005311 | Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA
M96995 Homo sapiens epidermal growth factor receptor-binding protein GRB2
(EGFRBP-GRB2) mRNA sequence
M73077 Human glucocorticoid receptor repression factor 1 (GRF-1) mRNA _
X12510 Human mRNA for melanoma growth stimulatory activity (MGSA),
groucho '
Human mRNA for macrophage inflammatory protein—2alpha (MIP2alpha,;
X5379%
GROZ2 oncogene
Human protein kinase mRNA; glycogen synthase kinase 3 beta (GSK3
L33801 , . ‘
beta); tau kinase subunit; factor A ‘
X 17644 Human GST1-Hs mRNA for GTP-binding protein; Gi to S phase
transition 1
Protein kinase H11:Homo sapiens small stress protein-like protein
AF250138 HSPZ2 mRNA
D49742 ;uman mRNA for HGF activator like protein (hyaluronan—binding protein
D50405 Human mRNA for RPD3 protein, Histone deacetylase 1
016431 Human mRNA for hepatoma—derived growth factor, complete cds

oboooad

10

20

30

40



(34) JP 3694674 B2 2005.9.14

[
[
#15
[
[ ME0718 Human hepatocyte growth factor mRNA (HGF); scatter factor {(SF};
[ hepatopoeitin A
[ D14012 Human mRNA for hepatocyte growth factor (HGF) activater precursor
[ Homeo sapiens protein kinase C inhibitor (PKCI-1) mRNA, Histidine triad
U51004 \ . .
[ nuclectide—hinding protein
[ X58536 Hurnan mRNA for HLA class [ locus C heavy chain
[ KO1171 Human HLA-DR alpha—chain mRNA,; Class II MHC aipha
X02902 Human mRNA for HLA class H DR-beta 1 (Dw14); Class Il MHC beta
[ M11867 Hurnan MHC class Il HLA DR5 DR-beta—chain mRNA, complete cds
[ Hemo sapiens heat shock protein hsp40 homolog mRNA, complete cds;
[ U40992 DnaJ-like heat shock pretein 40
[
[
[
[
[
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#z16

Human  hypoxanthine—guanine  phosphoribosyltransferase  {(HPRT)

V00530 IMP:pyrophosphate phosphoribosyltransferase
U76376 Homo sapiens activator of apoptosis Hrk (HRK) mRNA; Harakiri,
BCL2-interacting protein (contains only BH3 domain)
AFO68754 Homo sapienslhelat shock. factor binding protein 1 HSBFP1 mRNA; Heat
shock factor binding protein 1
AFU88982 ?gmo sapiens heat shock protein hsp40-3 mRNA,; Heat shock cognate
NM_ 000196 | Homo sapiens hydroxysterocid (11-beta) dehydrogenase 2 (HSD11B2)
Homo sapiens hydroxy—delta~5-steroid dehydrogenase, 3 beta— and
NM.000862 steroid delta—isomerase 1 {(HSD3B1)
M64673 Human heat shock factor 1 (TGF5) mRNA, comglete cds; Heat shock
transcription factor 1
ME5217 Human heat shock factor 2 (HSF2} mRNA, complete cds; Heat shock
transcription factor 2
AB007131 H.om.o sapien-s mRNA for HSF2BP; Heat shock transcription factor 2
binding protein
Homo sapiens mRNA for heat shock transcription factor 4; Heat shock
D87673 . '
transcription factor 4
X63368 H.sapiens HSJ1 mRNA; Heat shack protein, neuronal DNAJ-like 1
L08069 Human heat shock protein, E. coli DnaJ homologue mRNA, complete cds;
Heat shock protein, DNAJ-like 2
AB003333 Molecular clloning, expression and localization of human 105 kDa heat
shock protein, hsp105D
NM_006597 | Homo sapiens heat shock 70kD protein 10 (MSC71) (HSPAT10), mRNA
NM.005345 Homo sapit?ns heat shock 70kD protein 1 (HSPA1A), mRNA; Heat shack
70kD protein 1
NM 005346 | Homo sapiens heat shock 70kD protein 1 (HSPA1B), mRNA |
D85730 Homo sapiens HSPATL mRNA for Heat shock protein 70 testis variant,
complete cds; Heat shack 70kD protein—like 1
US6725 Huma.n heat shock protein mRNA, complete cds; Heat shock 70kD
protein 2
L12723 Human heat shock protein 70 (hsp70) mRNA; Heat shock 70kD protein 4
X87949 H.sapiens mRNA for BiP protein, Heat shock 70kD protein 5
(glucose—regulated protein, 78kD)
X51758 Human mRNA for heat shock protein HSP70B', Heat shock T0kD protein
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L15189 Homa sapiens mitochondrial HSP75 mRNA; Heat shock 70kD protein 98
{mortalin—2)
X54079 Human mRNA for heat shock protein HSP27; Heat shock 27kD protein 1
DgaG17 Homo sapiens mRNA for MKBP; Heat shock 274D protein 2
15690 Homa sapiens heat shack 17kD protein 3 (HSPB3) mRNA, complete cds;
Heat shock 27kD protein 3
AJ243191 Homo sapiens mRNA for cardiovascular heat shock protein; Heat shock
27kD protein family, member 7 (cardiovascular)
AF028832 Homo sapiens HspB89-alpha—-defta-N mRNA; Heat shock 90kD protein 1,
alpha
Human 90-kDa heat—-shock protein gene, cDNA; Heat shock 90kD protein
M16660
1, beta
M34664 | Heat shock 60kD protein 1 (chaperonin)
u07550 Human chaperonin 10 mRNA; Heat shock 10kD protein |
049547 Human mRNA for heat-shock protein 40; Heat shock 40kD protein 1
AFO12106 Homo sapi?ns DnaJ protein (HSPF2) mRNA, complete cds; Heat shock
40kD protein 2
J03132 Human intercellular adhesion molecule~1 (ICAM-1} mRNA, CD54
Homo sapiens DNA-binding protein mRNA (Interferon consensus
M91196 - .
sequence binding protein 1)
NM 005531 | Homn sapiens interferon, gamma—-inducible protein 16 (IF116) mRNA
X67325 H.sapiens p27 mRNA (interferon, alpha-inducible protein 27)
J03909 Human gamma-interferon—inducible protein (IP-30) mRNA, complete cds
X03557 Human mRNA for 56-KDa protein induced by interferon
AF083470 Homo sapiens interferon induced tetratricopeptide protein IFIG0 (IFIT4)
mRNA, complete cds
Jo4164 Human interferon—inducible protein 9-27 mRNA, complete cds
X57351 Human 1-8D gene from interferon—inducible gene family
X57352 Human 1-8U gene from interferon—inducible gene family
V00551 Messenger RNA for human leukocyte (alpha) interferon
V00538 Messenger RNA for human leukocyte (alpha) interferon
V00542 Messenger RNA for human leukocyte (alpha) interferon
M28585 Human [eukocyte interferon—alpha mRNA, complete cds, clone pIFN105
Mb4886 Human interferon-alpha mRNA, complete cds
V00540 Messenger RNA for human leukocyte (alpha) interferon
V00541 Messenger RNA for human leukocyte interferon (one of eight).
VDD550 | Messenger RNA for human leukocyte {alpha) interferon
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JO3171 Human interferon-alpha receptor (HulFN-alpha—Rec) mRNA, complete
cds
X77722 | H.sapiens mRNA for interferon alpha/beta receptor
V00547 | Human messenger RNA for fibroblast (beta) interferon
X13274 | Human mRNA for interferon IFN-gamma
J03143 | Human interferon—gamma receptor mRNA, complete cds
U05875 Human clone pSKl interferon gamma receptor accesscry factor—1
{AF—1) mRNA, complete cds
X0266% i Human mRNA for type 1 interferon-omega 1.
Y08915 | Immunoglobulin (CD79A) binding protein 1
X57025 | Human IGF-1 mRNA for insulin-like growth factor |
X04434 | Human mRNA for insufin—like growth factor I receptor
J03242 1 Human insulin—lke growth factor Il mRNA, complete cds
Human cation—independent mannose 6-phosphate receptor mRNA;
J03k28 |,
insulin—like growth factor Il receptor
M31145 | Human insulin—like growth factor binding protein mRNA, complete cds
M35410 | Human insulin-like growth factor binding protein 2 (IGFBP2) mRNA
Human growth hormone—dependent insulin-like growth factor—hinding
M31159 .
protein mRNA, complete cds
ME2403 Human insulin-like growth factor binding protein 4 (IGFBP4) mRNA,
complete cds
AF05503 | Homo sapiens clone 24645 insulin—like growth factor binding protein 5
3 (IGFBPS) mRNA, complete cds
MB2402 Human insulin-like growth factor binding protein § {IGFBPS) mRNA,
complete cds
S75725 prostacyclin—stimulating factor [human, cultured dipioid fibroblastcells,
mRNA, 1124 nt].
AF04418 | Homo sapiens lkappaB kinase complex associated protein (IKAP) mRNA,
5 complete cds; IKKAP2
AFO:015 Homo sapiens kB kinase-b (IKK-beta) mRNA, IKK2/beta; IKK2
AFU;438 Homo sapiens kB kinase gamma subunit (IKK—gamma) mRNA, NLK
M57627 | Human interleukin 10 (IL10) mRNA, complete cds
U00672 | Human interleukin=10 receptor mRNA, complete cds
717227 | Homo sapiens mRNA for transmebrane receptor protein
M57765 | Human interleukin 11 mRNA, complete cds
O0oao
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[ 738102 | H.sapiens mRNA for interleukin-11 receptor
L Human natural killer cell stimulatory factor (NKSF) mRNA, complete cds,
M65291
[ clone p35
[ M65290 Human natural killer cell stimulatory factor (NKSF) mRNA, complete cds,
[ clone p40
[ U03187 | Human IL12 receptor component mRNA, complete cds
[ U64198 | Human [I-12 receptor beta? mRNA, complete cds
L06801 | Homo sapiens interleukin 13 mRNA, complete cds
[ Y¥09328 | H.sapiens mRNA for IL13 receptor alpha—1 chain
[ U70981 | Human interleukin—13 receptor mRNA, complete cds
[ | AFO7054
[ 5 Homo sapiens clone 24607 mRNA sequence
AFO0311 ,
[ FO_:: 6 Homo sapiens interleukin 15 precursor {(IL-15) mRNA, complete cds.
[ :
[ U31628 Human interleukin—15 receptor alpha chain precursor (IL15RA) mRNA,
c complete cds
M90391 | Homo sapiens putative IL-16 protein precursor, mRNA, complete cds
© [nmotaa . .
[ ;3 Homo sapiens interleukin 178 (IL17B), mRNA
[
[ NM‘;: 32 Hemo sapiens interleukin 17C {IL17C), mRNA
[ U58917 | Homo sapiens IL—17 receptor mRNA, complete cds
[ 049950 Homo sapiens mRNA for interferon—-gamma inducing factor{IGIF),
[ complete cds
[ ABO; 850 Homo sapiens mRNA for interleukin—18 binding protein, complete cds
[ U43672 | Human putative transmembrane receptor IL—1Rrp mRNA, complete cds
[ | NMo0133
[ ;] Homo sapiens interleukin 19 (IL19}, mRNA
[ %02531 | Human mRNA for interleukin 1-alpha
[ M15330 | Human interleukin 1-beta (IL1B) mRNA, complete cds
[ MZ27492 | Human interleukin 1 receptor mRNA, complete cds
[ X59770 H.sapiens IL-1R2 mRNA for type Il interleukin—1 receptor, (cell line
[ CB23). ‘
: D12763 | Homo sapiens mRNA for ST2 protein
[
[
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U49065 Human interleukin—1 receptor-related protein mRNA, corrplete cds
X53296 H.sapiens mRNA for IRAP
V00564 Human mRNA encoding interleukin-2 {IL-2) a lymphozyte regulatory
muolecule
X01057 Human mRNA for interleukin—2 receptor
M26062 | Human interleukin 2 receptor beta chain (p70~75) mRNA, complete cds
D11086 Human mRNA for interleukin 2 receptor gamma chain
M17115 | Human multilineage—colony—stimulating factor mRNA, complete cds
M74782 | Human interleukin 3 receptor (hIL—3Ra) mRNA, complete cds
M13982 { Human interleukin 4 (IL-4) mRNA, complete cds
X52425 | Human IL-4-R mRNA for the interleukin 4 receptor
X04688 Human mRNA for T—cell replacing factor (interleukin—5).
M75914 [ Human interleukin 5 receptor alpha mRNA, complete cds
M14584 | Human interleukin 6 mRNA, completa cds
X12830 | Human mRNA for interleukin—6 {IL—6) receptor
Human membrane glycoprotein gp130 mRNA, Interleukin 6§ signal
M57230 .
transducer (oncostatin M receptor)
J04156 Human interfeukin 7 (IL-7) mRNA, complete cds
M29696 | Human interleukin—7 receptor (IL-7) mRNA, complete cds
Mi17017 Human beta—thromboglobulin-like protein mRNA, completa cds
19591 Homo sapiens interleukin 8 receptor alpha (IL8HRA) mRNA, complete cds
L19593 Homo sapiens interleukin 8 receptor beta (ILBRB) mRNA, complete cds
M30134 | Human P40 protein mBNA, complete cds
M84747 | Human interleukin 9 receptor mRNA, complete cds.
58198 | Human interleukin enhancer binding factor 3 mRNA
X60787 Human mRNA for transcription factor ILF
u10323 Human nuclear factor NF45 mRNA, complete cds
U10324 | Human nuclear factor NF90 mRNA, complete cds :
AF001954 | Homo sapiens growth inhibitor p33ING1 (ING1) mRNA, comp[ete cds
NM_001564 | Homo sapiens inhibitor of growth family, member 1-like (ING1L} mRNA
NM_000207 | Homo sapiens insulin {INS), mRNA
NM_005542 | Homo sapiens insulin induced gene 1 (INSIGT)
NM_000208 | Homo sapiens insulin receptor (INSR), mRNA.
M10051 Human insulin receptor mRNA, complete cds
JO5046 Human insulin receptor—related receptor (IRR) mRNA, 3 ' end
NM_000209 ;I;r::a) sapiens insulin promoter factor 1, homecdomain transcription factor
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[ #21

[ .

[ L76191 Homo sapiens interleukin-1 receptor-associated kinase (IRAK) mRNA,
complete cds

E AF026273 Homo sapiens interleukin—1 receptor—associated kinase=2 mRNA, complete
cds

[ X14454 Human mRNA for interferon regulatory factor 1

[ X15949 | Human mRNA for interferon regulatory factor—2 (IRF-2).

[ Z56281 H.sapiens mRNA for interferon regulatory factor 3

[ U52682 Human [lymphocyte specific interferon regulatory factor/ [nterferon

[ regulatory factor 4 (LSIRF/IRF4) mRNA, complete cds

[ U51127 | Human interferon regulatory factor 5 (Humirf5) mRNA, complete cds

c AF027292 [ Homo sapiens interferon regulatory factor 6 {IRF6) mRNA, complete cds

U53830 | Homo sapiens interferon regulatory factor 7A mRNA, complete cds

: S62539 insulin receptor substrate—1 [human, skeletal muscle, mRNA, 5828 nt].

L S62539 insulin receptor substrate—1 [human, skeletal muscle, mRNA, 5828 nt).

[ NM_003749 | Homeo sapiens insulin receptor substrate 2 (IRS2)

[ NM_003604 | Homo sapiens insulin receptor substrate 4 (IRS4)

[ M13755 Human interferon—induced 17-kDa/15-kDa protein mRNA

[ (interferon—stimulated protein, 15 kDa)

[ U88964 Human HEM45 mRNA, complete cds

[ M87503 Human IFN-responsive  transcription  factor  subunit  mRNA;

[ Interferon—-stimulated transcription factor 3, gamma (48kD): p48

[

[
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L12002 Human integrin alpha 4 subunit mRNA, complete cds; Integrin, alpha 4
(antigen CD439D, alpha 4 subunit. of VLA—4 receptor)
YOO?QG Human mRNA for [eukccyte-associated molecule—!1 alpha subunit
(LFA-1 alpha subunit}, CD11a
J03925 Integrin, alpha M {complement companent receptor 3, alpha; also known
as CD11b (p170), macrophage antigen alpha polypeptide)
X07979 Integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29
includes MDF2, MSK12),
M15395 Human leukocyte adhesion protein (LFA-1/Mac—1/p150,95 family} beta
subunit mRNA, CD18
AF049893 § Homo sapiens insulin upstream factor 1 (IUF1) mRNA
MB4174 | Human protein—tyrosine kinase (JAK1) mRNA, Janus kinase 1
AF005216 H‘omo sapiens receptor—associated tyrosine kinase (JAKEI).mRNA, Janus
kinase 2
uo9s07 Human JAK family protein tyrosine kinase (JAK3) mRNA, complete cds
NM.002228 Homo sapiens v—jun avian sarcoma virus 17 oncogene homolog (JUN)
mRNA
K00558 hurnan alpha—tubulin mRNA, complete cds
AF039597 | KuB6 autoantigen related protein 1
H.sapiens mRNA for growth factor receptor tyresine kinase; Kinase
X61656 . . . .
insert domain receptor {a type Il receptor tyrosine kinase)
AB034989 KIAADQZ25 gt'ene product; MMS—inducible gene; Homo sapiens mRNA for
stress protein Herp
D23673 Human mRNA, clone HH109 (screened by the monoclonal antibody of
insulin receptor substrate—1 (IRS-1)).
M59964 Human stem cell factor mRNA; (SCF); mast cell growth factor (MGF);
c—kit ligand (KITLG)
AF036905 { Homa sapiens linker for activation of T cells (LAT) mRNA
M36881 Human lymphocyte—specific protein tyrosine kinase {lck) mRNA
NM_000894 | Homo sapiens Iuteinizing hormone beta polypeptide {LHB)
M73746 | Homo sapiens lutropin/choriogonadotropin receptor (LHCGR) mRNA
M13451 Human lamin C mRNA, complete cds, Lamin A
M34458 | Human lamin B mRNA, complete cds,
M94362 Human lamin B2 (LAMB2) mRNA, partial cds
NM_ 016103 | Homo sapiens GTP-binding protein Sara (LOC51128), mRNA
AF125392 | Hamo sapiens insulin induced protein 2 mRNA, complete cds
AF1109666 | Homo sapiens insulin receptor tyrosine kinase substrate mBNA
oooo
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#23
Di12614 Human mRNA for lymphotoxin {TNF-beta), complete cds
Homo sapiens MAP kinase—activating death domain protein (MADD)
u77352
mRNA
LIBBO18 Human mad protein homolog (hMAD-2) mRNA; JV18-1MADR2 OR
SMADZ
u68019 Homo sapiens mad protein homolog (hWMAD-3) mRNA, complete cds
U44378 Human homozygous deletion target in pancreatic carcinoma (DPC4);
mothers against dpp homolog 4 (SMAD4)
AF035528 | Homo sapiens Smadf mRNA; complete cds
AF010193 | Homo sapiens MAD-related gene SMAD7 (SMAD7) mRNA, complete cds
NM.000240 H(.)mo sapit'ans mor?oarnine oxidase A (MAOA), nuclear gene encoding
mitcchondrial protein, mRNA
M69177 Human monoamine oxidase B (MAOB) mRNA, complete cds
L11284 | Homosapiens ERK activator kinase (MEK1) mRNA
L.11285 Homosapiens ERK activator kinase (MEKZ2) mRNA
D87116 Human mRNA for MAP kinase kinase 3b .complete cds, MEK3
u17743 Human JNK activating kinase (JNKK1) mRNA, complete cds; SEK1
U39064 Human MAP kinase kinase 6 mRNA, complete cds; MEKG
AFO13588 Homo sapiens mitogen—activated protein kinase kinase 7 (MKK7) mRNA,
complete cds
AF0342838 | Homo sapiens MEK kinase 1 (MEKK1) mRNA, partial cds
¥10256 H.sapiens mRNA for serine/threonine protein kinase, NIK
Homo sapiens mitogen—activated protein kinase kinase kinase 7
NM.003188 (MAP3K?), mRNA, TAKI
AF096300 | Homo sapiens HPK/GCK-like kinase HGK mRNA, complete cr.5
MB448% | Human extracellular signal-regulated kinase 2 mRNA; ERKZ
U92768 Homo sapiens mitogen activated protein kinase p38-Z r:HNA, complete
cds
X79483 H.sapiens ERKG mRNA for extracellular signal regulated kinase
X79483 H.sapiens ERKGE mRNA for extracellular signal regulated kinase
AF004709 Homo sapiens stress—activated protein kinase 4 (SAPK4) mRNA,
complete cds
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: Human p38 mitogen activated protein (MAP) kinase mRNA; cytokine
[ L35253 | suppressive anti-inflammatory drug binding protein (CSAID binding protein;
[ | GSBP); MAX-interacting protein 2 (MX12)
[ Human p38 mitogen activated protein (MAP) kinase mRNA: cytokine
[ L35253 | suppressive anti—inflammatory drug binding protein {(CSAID binding protein;
[ CSBP); MAX—interacting protein 2 (MXI2}
[ X60188 | Human ERK! mRNA for protein serine/threonine kinase
‘ L26318 | Human protein kinase (JNK1) mRNA; SAPK
[ X60287 | H.sapiens max mRNA
NM_00052 . . . .

[ 9 Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone)
[ M82424 | Human homolog of mouse—double-minute 2; pb3-associated mdm2 protein
[ AFQ07111 | MDM2-like p53-binding protein (MDMX)
[ NM_00241 | Home sapiens macrophage migration inhibitory factor {(glycosylation—inhibiting
[ 5 factor) {MIF),
[ X72755 | H.sapiens Humig mRNA
[ AB014888 | Homo sapiens mRNA for MRJ

H.sapiens RON mRNA for tyrosine kinase: Macrophage stimulating 1 receptor
[ X70040 . .

(c—-met—related tyrosine kinase}
[ M30817 | Human interferon—induced cellular resistance mediator protein (MxA)mRNA
[ M30818 | Human interferan—induced cellular resistance mediator protein (MxB) mRNA
[ U70451 Human myleoid differentiation primary response protein MyD88 mRNA,
[ complete cds
[ NM_00026 | Homo sapiens myaocilin, trabecular meshwork inducible glucocorticoid
[ 1 response (MYOC)
[ AF058696 | Nijmegen breakage syndrome 1 (nibrin)

U08015 | Human NF-ATc mRNA, complete cds
: U43341 | Human transcription facter NFAT1 isoform B (NFATT) mRNA, complete cds
: L41067 | Homo sapiens NF-AT4c mRNA, complete cds
[ L41066 Homo sapiens NF-AT3 mRNA, complete cds
[ U26173 | Human bZIP protein NF-IL3A (IL3BP1) mRNA, complete cds
[ Human nuclear factor kappa-B DNA binding subunit (NF-kappa—B) mRNA,
M58603

[ pl105
[ X61498 | H.sapiens mRNA for NF-%B subunit (p49/p100)
[ ME3043 Homo sapiens MAD-3 mRNA encoding lkB—Iilke activity, complete ecds,
C IkBalpha 4
: L4Q407 Homo sapiens thyroid receptor interactor (TRIP3) gene, complete cds
[
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U81616 | Human I kappa B epsilon (IkBe) mRNA, complete cds
X77909 | H.sapiens IKBL mRNA
U16258 | Human | kappa BR mRNA, complete cds
U08191 | Human R kappa B mRNA, complete cds
¥52599 | Human mRNA for beta nerve growth factor
M14764 | Human nerve growth factor receptor mRNA
D50420 | Non—histone chromosome protein 2 (S. cerevisiae)-like 1
U17327 | Human neuronal nitric oxide synthase (NOS1) mRNA
u2e141 | Human inducible nitric oxide synthase mRNA
M93718 | Human nitric oxide synthase mRNA (endothelial)
M10901 | Human glucocarticoid receptor alpha mRNA, complete cds
Human recombinant glial growth factor 2 mRNA, complete cds and flanking
L12260 , .
regions (neuregulin 1)
Human neurotrophin—4 (NT-4) gene; neurotrophin 5 (neurotrephin 4/5)
M86528
(NTFD)
46752 Oxidative stress induced like; Human phosphotyrosine independent ligand
p628 B-cell isoform for the Lek SH2 domain mRNA, partial cds
M25850 Human oxytocin mRNA
X64878 H.sapiens mRNA for oxytocin receptor
AF000546 | Homo sapiens purinergic receptor P2Y5 mRNA
U24152 | Human p21-activated protein kinase (PAK-alpha; PAK1)
U24153 Human p21-activated protein kinase (PAK-gamma; PAK2): PAKG6S; S6/H4
kinase
U41745 | Human PDGF associated protein mRNA (PAP)
NM'020259 Homo sapiens proliferating cell nuclear antigen (PCNA) mENA
Homo sapiens apoptosis—inducing factor AIF mRNA, nuclear gene encoding
AF100928 | | . .
mitochondrial protein; Programmed cell death 8
X06374 | Human platelet—derived growth factor A subunit precursor {PDGFA; PDGF-1)
Hurnan platelet—derived growth factor receptor alpha (PDGFRA) mRNA;
M21574 .
CD140A antigen
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[
[ M21618 Human platelet~derived growth factor receptor mRNA [PDGFRB); CD140B
[ antigen
[ M28526 Platelet/endothelial cell adhesion molecule (CD31 antiger), neutrophil; CD31
[ NM_006211 | Homo sapiens proenkephalin (PENK), mRNA
[ *54936 H.sapiens mRNA for placenta growth factor (PIGF).
AF010310 | p53 induced protein (Proline oxidase homelog)
[ H.sapiens mRNA for phosphoingsitide 3—kinase; Phosphioinositide—3-kinase,
[ Y13367 .
clase 2, alpha polypeptide
L H.sapiens mRNA for phosphoinositide 3-kinase, Phosphoinositide—3-kinase,
Y11312 .
[ class 2, beta polypeptide
[ AJOC0008 Homo .sap‘iejns r'r]RNA for G2 domain ‘t:ontaining Pl3-kinase,
[ phosphoinositide-3-kinase, class 2, gamma polypeptide
H.sapi h idylinosi —ki \
C 746973 aplen‘s N mRN'A for phosphatidylinositol 3-kinase
Phosphoinasitide~3-kinase, class 3
L Human phosphoinositide 3'-hydroxykinase pl10-alpha subunit mRNA,
[ U79143 e e , .
Phosphoinositide—3-kinase, catalytic, alpha polypeptide
[ phosphatidylinositol 3-kinase p110 beta isoform=110 kda catalytic subunit
[ 567334 [human, mRNA Partial, 3213 ntl. Phosphoinositide-3-kinase, catalytic, beta
[ polypeptide
[ U86453 Human  phosphatidylinositol  3-kinase  catalytic  subunit  p110delta
[ mENAPhosphoinositide—3-kinase, catalytic, delta polypeptide
H.sapiens mRNA for phosphatidylinositol 3 kinase gamma,
[ X83368 C . . .
Phosphoinositide—3-kinase, catalytic, gamma polypeptide
[ Human P13-kinase associated p85, Phosphoinositide—~3—kinase, regulatory
M61906 . .
[ subunit, polypeptide 1 (p85 alpha)}
[ X80907 H.sapiens mRNA for p85 beta subunit of phosphatidyl-inositol~3-kinase,
[ Phosphoinesitide—3-kinase, regulatory subunit, polypeptide 2 (p85 beta)
[ Homo sapiens mRNA for pdbpik, Phosphoinositide-3-kinase, regulatory
D88532 , .
C subunit, polypeptide 3 (p55, gamma)
H.sapiens mRNA for adaptor protein p150, Phosphoinositide-3-kinase,
[ Y08991 .
regulatory subunit 4
[ M72393 Human calcium—dependent phospholipid-binding protein (PLA2) mRNA;
[ Phospholipase A2, group IVA (cytosolic)
[ Homo sapiens phospholipase A2, group VI (cytosolic, calcium-independent)
NM_003560
[ - (PLA2GB)
[ AFD19770 H.orﬁo s:.apifans macrophage inhibitory cytokine—t (MIC—1) mRNA (prostate
[ differentiation factor)
[
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M85678 Homo sapiens phosphalipase C—beta—2 mRNA; Phospholipase C, beta 2
716411 H.sapiens mRNA encoding phospholipase ¢; Phospholipase C, beta 3
(phosphatidylinosital-specific)
L 41340 l:omo sapiens phospholipase C beta 4 (PLCB4) mRNA; Phaspholipase C, beta
M34667 Human phospholipase C—gamma mRNA, complete cds
X05199 Hurman mRNA for plasminogen
J03727 Human phenylethanolamine N-methyltransferase mRNA, complete cds
Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/
NM_000939 | alpha-melanoccyte stimulating hormone/  beta-melanacyte stimulating
hormone/ beta—endorphin) (POMC)
Homo sapiens POU domain, class 1, transcription factor 1 (Pit1, growth
NM.000306 hormane factor 1) (POUTF1)
L14778 Human calmodulin—dependent protein phosphatase catalytic subunit
(PPP3CA) mRNA, complete cds and alternative exon .
M28551 Human calcineurin A2 mRNA;
calcineurin A catalytic subunit [human, testis, mRNA, 2134 nt); Protein
546622 | phosphatase 3 (formerly 2B), catalytic subunit, gamma isoform (calcineurin A
gamma) ’
M28393 Human perforin mRNA, complete cds
X52479 Human PKC alpha mRNA for protein kinase C alpha; Protein kinase G, alpha
ALOADE54 N.OW::}| human' mRNA similar to mouse gene PICK1;Protein kinase C, alpha
binding protein .
Huran mRNA for protein kinase C {PKC) type beta [; Protein kinase C, beta
X06318 4
Homao sapiens protein kinase C-binding protein RACKY mRNA, partial cds;
U4s251 L - .
Protein kinase C binding protein 1
Human protein kinase C-binding protein RAGK17 mRNA, partial cds; Protein
U48250 . . .
kinase C binding protein 2
D10495 Homao sapiens mRNA for protein kinase G delta—type; Protein.kinass C, delta
X65293 H.sapiens mRNA for protein kinase G—Epsilon; Protein kinase G, epsilon
715114 H.sapiens mRNA for protein kinase C gamma (partial); Protein kinase G,
gamima _
M55284 | Human protein kinase C-L (PRKCL) mRNA; Protein kinase G, eta
L18964 Human protein kinase C iota isoform (PRKCD mRNA; Protein kinase C, iota
D26181 Human mRNA for novel protein kinase PKN; Protein kinase G—like 1
U33052 Human lipid—activated, protein kinase PRK2 mRNA, Protein kinase C-like 2
X75756 H.sapiens mRNA for protein kinase C mu; Protein kinase C, mu
AB015982 | Homo sapiens EPK2 mRNA for serine/threonine kinase: Protein kinase G, nu
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#28

.07032 Human protein kinase G theta (PKC} mRNA,; Protein kinase C, theta

Human 80K-H protein (kinase C substrate) mRNA; Protein kinase G
J03075

substrate 80K-H
Z15108 H.sapiens mRNA for protein kinase C zeta; Protein kinase C, zeta

Homa sapiens DNA—dependent protein kinase catalytic subunit (DNA-PKes)
u47077 mRNA
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M59379 prostaglandin G/H synthase 1 precursor (PGH synthase 1; PGHSI;
PTGS1); cyclooxygenase 1 (COX1)
M30100 prostaglandin G/H synthase 2 precursor (PGH synthase 2, PGHSZ;
PTGS2); cyclooxygenase 2 (COX2)
Homo sapiens SH-PTP3 mRNA for protein—tyrosine phosphatase; Protein
D13540 ]
tyrosine phosphatase, non—receptor type 11; Shp2
Human mRNA for protein tyrosine phosphatase (PTP-BAS, type 2); Protein
D21210 |tyrosine  phosphatase, non-receptor type 13 (APO-1/CD8S5
(Fas)-associated phosphatase); FAP
X62055 H.sapiens PTPIC mRNA for protein—tyrosine phosphatase 1G. Protein
tyrosine phosphatase, non—receptor type 6; SHP-1
D11327 Human mRNA  for protein—tyrosine phosphatase: Frotein tyrosine
phosphatase, non—receptor type 7, HePTP
Y00062 | Human mRNA for T200 leukocyte common antigen (CD45, LC—A).
AF060231 Homo sapiens herpesvirus entry protein C (HVEC) mRNA; Poliovirus
receptor-related 1 (herpesvirus entry mediator C; nectin)
M29870 Human ras—related C3 botulinum toxin substrate (rac) mRNA ras—related
C3 botulinum toxin substrate 1; p21-ract; ras—like protein TC25
Human ras-related C3 botulinum toxin substrate (rac) mRNA; p21-rac?;
M29871 )
small G protein
Z75311 | RADS0 (S. cerevisiae) homolog
AF029670 | RAD5S1 (S. cerevisiae) homolog C
AF(086904 | Protein kinase Chk2
M23378 | Human GTPase—activating protein ras p21 (RASA) mRNA; GAP
M15400 | Human retinoblastoma susceptibility mRNA, complete cds (RB1)
NM_020289 Homo sapiens retinocblastoma-binding protein 1 {(RBBP [} mRNA
66431 RBP2zretinohlastama binding protein 2 [human, Nalm=€ pre-B cell
leukemia, mRANA, 6455 nt].
Human chromatin assembly factor 1 pd48 subunit (CAF1 p48 subunit);
. X74262 \ i .
. retinoblastoma-binding protein 4
X85134 | H.sapiens RBG—3 mRNA
X85133 | H.sapiens RBQ-1 mRNA
U35143 | Human retinoblastoma-binding protein (RbAp46) mRNA, complete cds
Homo sapiens retinoblastoma—interacting protein (RBBP8) mRNA,
AF043431 | complete cds
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AF039664 Homo sapiens retinoblastoma binding protein (RBBPY) mRNA, complete
cds.
14812 | Human retincblastoma related protein (p107) mRNA; Retinoblastoma-like 1
Human  retinchlastoma-like protein 2 (RBL2; RB2), 130-kDa
X74594 \ . .
retinoblastoma—asscciated protein (p130)
L19067 | Human NF—kappa—B transcription factor p65 subunit mRNA, complete cds.
M83221 | Homo sapiens [-Rel mRNA, complete cds.
NM_00053
M‘_} Homo sapiens renin (REN)
AF037195 | Homo sapiens regulator of G protein signaling RGS14 mRNA, complete cds.
U50062 Homo sapiens RIP protein kinase mRNA, Receptor (TNFRSF)-interacting
serine—-threonine kinase 1
AF027706 | Homo sapiens serine/threonine kinase RIGK (RICK) mRNA; RIP2
M63488 | Replication protein A1 (70kD)
X56932 | H.sapiens mRNA for 23 kD highly basic protein
ut4971 Human ribosomal protein S9 mRNA, complete cds
AF020044 Homo sapiens lymphocyte secreted C-type lectin precursor, mRNA,
| complete cds
Human secrsted protein (1-309) mRNA; Small inducible cytokine A1 (I-309,
M57502
homologous to mouse Tca-3)
Human mRNA for eotaxin; Small inducible cytokine subfamily A (Cys—Cys),
D49372 .
member 11 (eotaxin)
U59808 Human monocyte chemotactic protein—4 precursor (MCP-4} mRNA; Small
inducible cytokine subfamily A {Cys—Cys), member 13
H.sapiens mRNA for chemokine HCC—1; Small inducible cytokine subfamily
249270 ,
A (Cys—Cys), member 14
AF031587 Homo sapiens MIP-1 delta mRNA; Small inducible cytokine subfamily A
(Cys—Cys), member 15
lAF039955 .Hamc. sap:ens.lwer CC f:hemokme—l precursor (SCY{MG) mRNA; Small
inducible eytokine subfamily A, member 16 :
Human mRNA for chemckine; Small inducible cytokine subfamily A
D43767
(Cys—Cys), member 17
Homo sapiens mRNA for alternative activated macrophage specific CC
Y13710 | chemokine 1; Small inducible cytokine subfamily A (Cys—-Cys), member 18,
pulmonary and activation—regulated
U77180 Human macrophage inflammatory protein 3 beta (MIP-3beta). Small
inducible cytokine subfamily A {Cys~Cys), member 19
$71513 monocyte chemoattractant protein—1 [human, mRNA 734 nt], MCP~1

—m —m —m ™~ @ @ @ @ @ @ ™@ o ™@P o™@ @ & s&a & /& /& /s /& /&, /&, /&, /s, M/, /e /e /e /e /e /e /e /e /e e /e e e

O

ogoad

10

20

30

40



(50) JP 3694674

[

oboooad

[
[
[
#31
[
l 77035 Human macrophage inflammatory protein 3 alpha (MIF-3a}) mRNA; Small
[ inducible cytokine subfamily A (Cys—Cys), member 20
[ Homo sapiens beta chemokine mRNA; Small inducible cytokine subfamily A
AF001379

[ {Cys~Cys), member 21 ‘
[ U317 Human macrophage-derived chemokine precursor (MDC) mRNA: Small
[ inducible cytokine subfamily A (Cys—Cys), member 22

Human chemokine (hmrp—2a} mRNA; small inducible cytokine subfamily A
[ U58913

(Cys—Cys), member 23
( U85768 | Human myeloid progenitor inhibitory factor—1 MPIF-2 mRNA,
[
[
[
[
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Human chemokine (TECK} mRNA; Small inducible cytokine subfamily A
U86358
{Cys-Cys), member 25
AB010447 Homo sapiens mRNA for GC chemokine eotaxind;Small inducible cytokine
subfamily A (Cys—Cys), member 26
Homo sapiens mRNA for GCL27 chemokine, small inducible cytokine
AJ243542 subfamily A (Cys~Cys), member 27
M23452 Human macrophage inflammatory protein (G0S19-1) mRNA, Small inducible
cytokine subfamily A (Cys—Cys), member 3; Mip~1a
J04130 Human activation (Act—2) mRNA, complete cds
M21121 Human T cell-specific protein (RANTES) mRNA, Small inducible cytokine
AB
X72308 Homo sapiens mRNA for monocyte chemotactic protei‘n'-(] {MCP-3), Small
inducible cytokine A7 (monocyte chemotactic protein 3}
Y10802 H.sapiens mRNA for monocyte chemotactic protein 2
Human mRNA for gamma-—interferon inducible early response gene (with
X02530 .
homology to platelet proteins).
AF03051 4 Homo sapiens interferon stimulated T-cell alpha chemoattractant
precursor, mRNA, complete cds
AFO73957 Homo 'sapiens CXC chemokine BRAK mRNA Smail inducible cytokine
subfamily B (Cys~X~Cys), member 14 .
H.sapiens ENA-78 mRNA; Small inducible cytokine subfamily B
X78686 (Cys—X-Cys), member 5 {epithelial~derived neutrophil-activating peptide
78)
UB1234 Human chemokine alpha 3 {(CKA-3) mRNA; small inducible cytokine
subfamily B (Cys—X—Cys), member 6 (granulocyte chemotactic protein 2)
D43768 numan mRNA for SCM-1 (single cysteine motif—1); Small inducible cytokine
subfamily G, member 1 {lymphotactin)
NM_003175 Homo sapiens small inducible cytokine subfamily G, rner!nber 2 (3CYC2),
. mRNA,
U84487 Human CX3C chemokine precursor, mRNA, alternatively spliced,
complete cds
U10147 Human endothelial-monocyte activating polypeptide I mRNA; small
inducible eytokine subfamily E, member 1 (endothelial monocyte—activating)
Human pre~B cell stimulating factor homologue (SDF1b) mRNA, complete
L36033 .
cds; Stromal cell—derived factor 1
M30640 | selectin E (endothelial adhesion molecule 1)
M25280 selectin L (lymphocyte adhesion molecule 1}
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M25322 selectin P {(granule membrane protein 140kD, antigen CD82)
ugz2297 selectin P ligand
X68148 H.sapiens SHC mRNA, Src homology 2 domain—containing transforming
protein 1
Human insulin-responsive glucose transporter (GLUT4) mRNA; Solute
M20747 \ . ey
carrier family 2 (facilitated glucose transporter), member 4
NM_001043 Homeo sap.iens solute carrier family 6 (neurotransmitter transporter,
noradrenalin), member 2 (SLCGAZ)
Homo sapiens superoxide dismutase 1, soluble {amyotrophic lateral
NM_000454 | sclerosis 1 (adult)) (SOD1); Supercoxide dismutase 1, soluble (amyotrophic
lateral sclerosis 1 {adult)}
Human mRNA for manganese superoxide dismutase; Superoxide dismutase
X07834 . \
2. mitochondrial
102947 Human extracellular—superoxide dismutase (SOD3) mRNA; Superoxide
dismutase 3, extracellular
Human guanine nuclectide exchange factor mRNA, complete cds, S0S1,
L13858
Sons of Sevenless
M60518 Human nuclear autoantigen (SP-100) mRNA
NM_000582 Homo sapiens secreted. ph?sphoproteln 1 (osteopontin, bone sialoprotein [,
early T-lymphoeyte activation 1) (SPP1)
1183867 Human alpha Il spectrin mRNA, Fodrin
103161 Human serum response factor {SRF) mRNA; Serum response factor (c—fos
serum response element—binding transcription factor)
Homo sapiens mRNA for stac, {src homology three (SH3) and cysteine rich
D86640 \
domain)
M97935 Homo sapiens transcription factor ISGF—3 mRNA, complete cds
Homo sapiens interferon alpha induced transcriptional activator (ISGF-3)
M97934
mRNA sequence
129277 Homo sapiens DNA-binding protein (APRF) mRNA, complete ¢ds
1.78440 Homo sapiens STAT4 mRNA, complete cds -
Homo sapiens signal transducer and activator of transcription (STATS)
L41142 .
mRNA
U16031 Human transcription factor [L-4 Stat mRNA, complete cds
Human microsomal stress 70 protein ATPase core (stch) mRNA; Stress 70
ud4735 , . .
protein chaperone, microsome—associated, 60kD
Human Ste20-like kinase {MST2) mRNA; Serine/threonine kinase 3 (Ste20,
U26424
yeast homolog)
Human stress responsive serine/threonine protein kinase Krs—2 mRNA,
u60207 . , .
Serine/threonine kinase 4
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L28824 Homo sapiens protein tyrosine kinase (Syk) mRNA; Spleen tyrosine kinase
U49928 | Homo sapiens TAK1 binding protein (TAB1) mRNA, complete cds

Human TRAF family member—associated NF-kB activator TANK mRNA,
U63830

I-TRAF
M57732 Human hepatic nuclear factor 1 (TGF1} mRNA
M83233 Homo sapiens transcription factor (HTF4) mRNA, complete cds
u08336 Human basic helix-logp—helix transcription factor mRNA, complete cds
D89928 Homo sapiens HKL.1 mRNA, complete cds
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NM_007109 | Homo sapiens transcription factor 19 (SC1) (TCF19}, mRNA
X58840 Human mRNA for varfant hepatic nuclear factor 1 (VHNF1), TCF2
u19345 Homo sapiens AR1 (TCF20) mRNA, partial cds
AF047419 Homo sapiens epicardin mRNA, complete cds.
M31523 Human transcription factor (E2ZA) mRNA, complete cds
NM_003189 | Homo sapiens transcription factor 4 (TCF4)
M62810 Human mitochondrial transcription factor 1 mRNA
NM_003202 Homo sapiens transcription factor 7 (T—cell specific, HMG-box} (TCF7)
mRNA.
¥11306 Homo sapiens mRNA for hTCF—4
Human mRNA for transcription factor AREBG; Transcription factor 8
D15050 \ . .
(represses interleukin 2 expression)
Human YL—1 mRNA for YL~1 protein (nuclear protein with DNA-binding
D43642 y s
ability), complete cds
ABO12124 Homo sapiens TCGFLS mRNA for transcription factor-like 5, complete
cds
NM_003212 | Homo sapiens teratocarcinoma—derived growth factor 1 (TDGF1) mRNA
{23959 Homo sapiens E2F-related transcription factor (DP--1) mRNA, complete

cds.

NM_003227 | Homo sapiens transferrin receptor 2 (TFR2), mRNA
X01060 Human mRNA for transferrin receptor
X70340 H.sapiens mRNA for transforming growth factor alpha
X02812 Human transforming growth factor-beta (TGF-beta; TGFB)
Human transfarming growth factor-beta—2 mRNA: glioblastoma —derived
M19154 T-cell suppressor factor (G-TSF); bsc—1 cell growth inhibitor; polyergin;
cetermin
J03241 Human transforming growth factor-beta 3 (TGF—-betaS) mRNA,
complete cds. s
Li1695 Human activin receptor-like kinase (ALK—2) mRNA, complete cds
D56683 Homo sapiens mRNA for TGF-betallR alpha, complete cds
L07594 Human transforming growth factor-beta type Il receptor (TGF-beta)
mRNA, complete cds
NM_000380 | Homo sapiens tyrosine hydroxylase (TH), mRNA
L33410 Human ¢—mpl ligand (ML) mRNA, complete cds
NM_006288 | Homo sapiens Thy-1 cell surface antigen {THY 1}, mRNA
U02571 Human tissue inhibitor of metalloproteinase-3 precursor (TIMP-3)

mRNA, complete cds
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[
[ 1gg540 Homo sapiens Toll-like receptor 1 (TLR1) mRNA, complete cds
[ 188878 Homeo sapiens Toll-like receptor 2 (TLR2) mRNA, complete cds
[ 188879 Homo sapiens Tolli-like receptor 3 (TLR3) mRNA, complete cds
C 1sgasg Homo sapiens Toli-like receptor 4 (TLR4) mRNA, complete cds
Us8881 Homo sapiens Toli~like receptor 5 (TLRD} mRNA, partial cds.
: M10988 Human tumer necrosis factor {TNF) mRNA
[ Human tumor necrosis factor alpha inducible protein A20 mRNA
[ Mb59465 lote od
complete cds
L M31165 Tumor necrosis factor, alpha—induced protein 6
[ Homo sapiens death receptor 5 (DR5) mRNA, Tumor necrosis factor
AF016268 . ’
[ receptor superfamily, member 10b
[ AF016267 Homo sapiens TRAIL receptor 3 mRNA, complete cds
[ AF018253 Homo sapiens receptor activator of nuclear factor-kappa B (RANK)
[ mRNA, complete cds
194332 Human osteoprotegerin (OPG) mRNA, complete cds
E ' U74611 Human Apo-3 mRNA; Tumor necrosis factor receptor superfamily,
member 12 (translocating chain—association membrane protein)
l NM.001192 Homo sapiens tumor necrosis factor receptor superfamily, member 17
[ {TNFRSF17), mRNA
[ X55313 H.sapiens TNF-R mRNA for tumor necrosis factor receptor type 1.
[ M32315 Human tumor necrosis factor receptor mRNA, TNF R2
[ X75962 H.sapiens mRNA for OX40 homologue
Human ©CDw40 mRNA for nerve growth factor receptor-related
[ X60592 ..
B-lymphocyte activation molecule; CD40
: X63717 H.sapiens mRNA for APO-1 cell surface antigen, FAS
[ M83554 H.sapiens lymphocyte activation antigen CD30 mRNA, cemplete cds
[ L.12964 Human activation dependent T cell mRNA, complete cds )
L U37518 Human TNF-related apoptosis inducing ligand TRAIL mRNA, complete
[ cds .
[ AF053712 | Homo sapiens osteoprotegerin ligand mRNA, complete cds
[
[
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AF039390 Homo sapiens vascular endothelial cell growth inhibitor (VEGI) mRNA, partiai
cds
D90224 Hurnan mRNA for glycoprotein 34 (gp34).
Lo7414 Hurnan CD40-ligand mRNA (Tumor necrosis factor {lizand) superfamily,
member 5); CD40L
D38122 Hurnan mRNA for Fas ligand, complete eds; FaslL
L09753 Homo sapiens CD30 iigand mRNA, complete cds.
03398 Hurman receptor 4-1BB ligand mRNA, complete cds
M14695 Hurnan p53 cellular tumor antigen mRNA, complete cds
158334 Huran Bcl2, p53 binding protein Bbp/53BP2 (BBP/538F2) mRNA
NM_005427 Homo sapiens tumeor protein.p73 (TP73) mRNA: Human p73 {monoallelically
expressed pSl-related protein) _
X02592 Hurnan mRNA for T—celf receptor alpha chain (TCR-alpha).
L41690 Homo sapiens TNF receptor—1 associated protein (TRADD) mRNA, 3" end of
cds
NM_005658 | Homo sapiens TNF receptor—assaciated factor 1 (TRAF1) mRNA.
Human tumor necrosis factor type 2 receptor associated protein (TRAP3J)
u12597 :
mRNA, complete cds
NM_0D3300 | Homo sapiens TNF receptor-associated factor 3 (TRAF3) mRNA.
X80200¢ H.sapiens MLNG62 mRNA (TNF receptor-associated factor 4)
ABO00503 | Homo sapiens mRNA for TRAFS, complete cds
78798 Human TNF receptor associated factor 6 (TRAFG) mRNA, complete cds
Homo sapiens heat shock protein 75 (hsp75) mRNA, partial cds (tumor
AF043254 , \ .
necrosis factor type | receptor associated protein )
M12886 Human T—cell receptor active beta—chain mRNA, complete cds
Human putative regulatory protein TGF-beta-stimulated clone 22 homolog
35048
(TSC22)
NM_000549 | Homo sapiens thyroid stimulating hormone, beta (TSHB)
NM_000369 | Homo sapiens thyroid stimulating hormone receptor (TSHR)
X54637 Human tyk2 mRNA for non-receptor protein tyrosine kinase;, Tyrosine
kinase 2
M26880 Human ubiquitin mRNA, complete cds
AF016371 Homo sapiens U-snRNP-associated cyclophilin (USA-CyP) mRNA, complete
cds
NM_001078 | Homo sapiens vascular cell adhesion molecule 1 (VCAM1)
M32977 Human heparin—binding vascular endothelial growth factor (VEGF) mRNA
1J48801 Human vascular endothelial growth factor B precursar (VEGFB)
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%38
U43142 Human vascular endotheiial growth factor related protein VRP mRNA
vascular endothelial growth factor C precursor (VEGF-C); FLT4 ligand
U10564 Human CDK tyrosine 15-kinase WEE1Hu (WeelHu) mRNA, complete cds.
AF100779 Homo sapiens connective tissue growth factor related protein WISP-1
(WISP1) mRNA, complete cds
AF100780 Homo sapiens connective tissue growth factor related protein WISP-2
(WISP2) mRNA, complete cds.
AF100781 Homo sapiens connective tissue growth factor related protein WISP-3
(WiSP3) mRNA, complete cds. :
us1787 Human Wnt10B mRNA, complete cds
Y12692 Homo sapiens mRNA for WNT11 gene
Human mRNA for irp protein (int~1 related protein) Wingless—type MMTY
X07876 \ . . .
integration site family member 2
21621 H.sapiens Wnt—13 mRNA
Ub3476 Human proto—oncogene Wnt7a mRNA, complete cds.
Y11094 H.sapiens mRNA for WNT—-8B protein
120422 Human 14-3-3n protein mRNA; Tyrosine 3-monooxygenase/tryptophan
5—monooxygenase activation protein, eta polypeptide
MB6400 Human phaspholipase A2 mRNA, complete cds
Lo5148 Human protein tyrosine kinase related mRNA sequence; Zeta—chain (TCR)

associated protein kinase {70 kD)
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