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Xylose — -
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Galactose + —
Mannose + +
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Cellobiose + —
Lactose + —
Maltose + +
Melibiose + —
Sucrose + +
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Salicin + —
Trehalose — +
Mannitol + +
Sorbitol — +
Starch + +
a-Me-D-glucose + +
Inulin — +
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Alicyclobacillus acidoterrestris

DSM2498 — (&)
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Alicyclobacillus acidoterrestris
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Alicyclobacillus acidoterrestris
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Bacillus brevis
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Bacillus cereus
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Bacillus circulans

JCcM25047 -

Bacillus coagulans
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Bacillus licheniformis
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Bacillus polymyxa

JCM2507° —

Bacillus pumilus

1F0120927 -

Bacillus sphaericus

JCM25027 —

Bacillus stearotherophilus

JCM2501" —

Bacillus subtilis

JCM1465" —

Bacillus macerans

JCM2500" -

Bacillus megaterium

JCM2506" —
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