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imitochondrial ribosomal Mitochondrial ribosomsl
48 MRPL43 p e e 84545  NM_178792.1 protaln yas -+ as
50 PED1 progresalve aiismal 56652 NM_0218303  Mitochondral helicase yes o+ %
ophthalmoplegia 1 =
BUB3 budding uninhibited
37 RP11-162423 1062612 51 BUS3 by benzimidazoles 3 9184 NM_004725.2 Spindle checkpoint function yes + R > EREN
homaolog
52 HMXT homao box (HE family) 2 IBT  NM_DOS519.1 Transcription factar yes * v
38 RP11-88812 10262 53 FLMEBI1  homalog of mouse Foxi2 398823 NM_207426.1 Transcription factor yes + 38
54 CLRNZ clavin 3 118467  NM_152311.1 Unknown no
protein tyrosine
55 PTPRE phosohatase recaplor type 5791 NM_008504.3 Protein tyrosine phasphatase yos * 39
E
38 RP11-80P0 1pis4 56 TRIMER :':”“"m"w’”“"""‘"’ 55128 NM_0180T3S Unknown yes
cytochmome P450. family
40 RP11-5115 Mpls52 57 CYP2R1 2 subfamiy R, 120227 NM_024514.4 mm;ww yes = 40
polypeptide 1
58 CALCA cucioninkeiclonin- 796 NM_001T41.2 Hotmaone yes -

related polypaptide. afpha
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®1—6 BAMCAZEALTRIREhIBACIO—LRUTAICEFLIBRETFOVARE)
BAC AET B
ESCCHBTORET
ESCCEBTD 3
. - c Smal 2 RRMI RO
§ eaconws REEE Nl mmrs RETOVLI-LGER EGSP sxemons ae o e SToRmAs— Mol mEFmme Qotvo lils
ol DAMAFLEONR
41 RP11-43019 119123 59 ZB7BS 4ing fagev and 510 T9B4Z  MM_024TB4 2 T o actor + a
e domain containing 3 ol g s
polymerase (RNA) I (DNA
60 POLR2G dacted iide G 5436 NM_002696.1 Subunit of RNA polymerase |l yes -
TAFe-like RNA
polymevasa i, p300CEP- 10629 s
81 TAF6L ted faclor (PCAF)- NM_008473.2 Transcription iniiaton yes -
associated factor, 65kDa
82 NXF1 nuclear RNA export actor 10482 NM_006362.3 Nuclear RINA export factor yes -
Mamntenance of the Golgi
63 STX5 syntaxin 5 8811 NM_003184.3 i yes
684 WOR74 WD rapeat domain 74 54863  NM_D18083.1 Unknown ne
solute camier family 3
(achvators of dibasic and : i
B85 SLCaAz o] it BE20  NM_D023%4 4 Integrin-cependant signaling yos +  fEiElE - EwEk
fransport), mambar 2
chalinargic recepior
65 CHRMT i1 1128 NM_D00T38.2 G prolein-coupied recaplor no
42 RP11-97N16 1291313 67 KRTZ Fevatin 2 3848 NM_0004232 Keratin no
B8 KRT?1 kavatin 1 348 NM_008121.3 Heratin noe
spastic paraplegia 20, Endosomal trafficking and
43 RP11.91K18 13q133 83 SPG20 5 23111 NM_015087.3 microtubule dynamics o
70 CCNAT cychn AT 8500  NM_003914.2 Cell cycle yes + 4z
44 RP11-105F 149131 71 EGLNS egl ning homolog 3 112392 NM_022073.2 Onidereductase yes + 43
8|17 BAMCAREALTRIRZNIBACYO—LRUTHIZAFhIAEFOUART
BAC AET RBEL
ESCCMMTORAET
ESCCEBTOH
| § REKE Mo’ BEFOIAR—L(ER  Entrez D CpG  Smal e Mot BRNSHEHSNT:
5 eacoo-ug REEE N0 ams = an | MEEMOES an istnd g BTORBSI—zt B0 BEFRRO g ncos icland
DRAMAFLEOHR
45 RP11-458A21 149133 72 TTF1 'fm“"mm’ facior TOB0  NM_001079658.1  Transcription factor yes s
NK2 transcription factor -
73 NKx2-8 rolatod p 26257  NM_014360.2 Transcription factor yes + 4
74 PAXS paired box gene § 5083 NM_006184.1 Transcription factor yes -
45 RP11-262M8 14221 76 FTGOR postaglandhn D2 receplor 5729  NM_0009S3.2 Membrane receplor ¥ES * 45
prostaglandin £ receptor 2
76 PTGERZ2 {sublype EP2), S3k0e 5732 NM_000856.2 Mambrane receptor yes + 45
47 RP11-200K10 15q21.2 77 ONECUTI "“""“""";""‘"'" ol 375 NM_004498.1 Transcription factor yes * 47
48 RP11-85E15 15023 78 QCH 13 motif cantaining H 64709 MM_0010317151  Kinase yes + 48
49 RP11-207J8 15q23 79 LBXCOR!  LEXCOR? homolog 390598 MM_DD1031807.1  Transcriptional corepressor yes -
slectron-transfer- ) ;
50 RP11-78J21 15q24 @0 ETFA flavoprotein, afpha 2108 NM_000126.2 :ﬂmd"" fatyscidbete- ., 4
polypeptide
1SL2 transcription factor,
81 (sL2 LiMhomeodomain, (isfel- 64843 NM_145805.1 Transcription factor yes + s0
2
Drnad (Hsp40) homolog, ;
51 RP11-10K12 15924 82 DNAJAd subfariy A, momber 4 55466  NM_D18802.2 Protein folding yes + 51
83 WDRS! WO repeat domain 61 80349 NM_025234.1 Transcriptional regulation no
fron-responsive efement ’ )
84 [REB2 inding protein 2 3658 MM _004136.1 Iron ion homeosiasis yes -

10

20

30

40

50



(14) JP 2008-283947 A 2008.11.27

#£1—8 BAMCARZRULTRREA-BACYO—VRUTHAIZEFAIBAETOYARE)
BAC BEF EHER
ESCCRETO ESCCEMTORET
L3 - REKE No' BEFOILA—L{ERX EntreziD CpG  Smal e Mot REESMEHLRE
5 BacyO-LE ey MEFE 2 55  ABENOES o fsland gy EOORRAE— IE:;!_!W AEF DCRG island
DAMAFLALDH N
52 RP11-215M5 16q12.1 85 NETOZ e “2' - fokoid-The 51831  NM_018092.3 Unkneown yes + EBEBE>ERER
53 RP11-300114 16p121 B8 JMJIDS ‘:"""“""’m"" CORSNY  7og31  WM_D24773.4 Unknown yos o+ 52
54 RP11-424K7 1©q121 87 SALLT sak-ihe 1 6209  NM_D02968.2 Transcription factor yes + 53
chemokine-iks factor .
85 RP11-3A9 16921 88 CMTM3 Famy 3 123620 NM_181583.1 Chemakine-iike factor yes B 54 10
56 RP11-8105 17q12 B89 LHX1 LIM homeobax 1 3975  NM_D05568.2 Transcriptional regulator yes + 55
apoplosis antagonizing
o0 AATF i oot 26574  NM_D12138.3 Transcription factor yes
57 RP11-23C11 17q21.2 81 KRT3ZA koratin 334 3883 NM_D04138.2 Keratin no
92 KRT3IB keratin 338 3884 NM_D022793 Keratin o
83 KRT34 keratin 34 3885 NM_021013.3 Keratin no
84 KRT3T heratin 31 3881 NM_D02277.2 Keratin no
85 HRTI7 heratin 37 8688 NM_D03770.4 Keratin ne 20
56 KRTI8 keratin 38 8687 NM_DOSTT1.3 Keratin o
87 KRTI2 keratin 32 3882  NM_002278.3 Keratin o
HE1-9 BAMCAEERVTRRENBACYO—VRUTAIZEFAOBEFOUANE)
BAC REF ERER
EscomTo ESCCHMBTORET
& — REHE Not REFOILE—L(ER EntrezID CpG  Smal .« No? RRALHEDHSN:
§ BACYO—I& ey AEFE ) 8 HREHDER o island oy ETORBI— o, l&;‘:_ﬂﬂ AETF DCG island
DAMAFLEOH A
a8 KRT3S keratin 35 3885 NM_0022304 Keratin e
85 KRTI6 keratin 36 8688 NM_0037T14 Keratin ne
100 KRT13 Keratin 13 3880 NM_153450.1 Keratin no
58 RP11-70L5 18g21.31 101 ONECUTZ ﬁx{“g‘“‘" L Fandy @480 NM_D048522 Transcagtion factor yes o+ 5
53 RP11-124D1 20q13.13
60 RP11-246G22 Xgq21.1 102 POUSFE POU domain, class 3, 5456  NM_DD0307 2 Transcrption factor yes + 57
transcrption factor 4 =
&1 RP11-89E24 Xg221 103 PCDHIS protocadherin 19 57526 NM_020766.1 Cell-call adhesion yes . 58

' BAMCAZE AL THEL 1AM RETOIDER

b & A QREFOETMEEER DL ROSmalMBMRHTARES LSy —RE (). BESWELS —RE I TRFL

FZRHDBEFRET - SA-AHLRTOELDBRETORRNIOT 7 LESIALT: (Mip it lsb hitd and hitp Achi nih, ]
TEMF LT = A=A EMAT 103 AOEE LV BRLSEHMOAEFOIDES
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