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Tpll

v-ets erythroblastosis
virus E26 oncogene
homolog 1 (avian)

2113

23871

24356

FAM33A

225684 at

1110001A07Rik,
C78640,
EG625534,
FLJ12758,
MGC109093,
MGC110975,
MGC151378,
RGD1307084

family with sequence
similarity 33, member A

348235

6614062
5534

287598

FGFR1

210973 s at,
211535 s at

AW?208770,
BFGFR, C-FGR,
CD331, CEK,
FGF1
RECEPTOR,
FGFBR, FGFR1-
TIC, Fgfrlc,
FLG, FI2, FLT2,
H5, HBGFR,
KAL2, N-SAM

fibroblast growth factor
receptor 1 (fims-related
tyrosine kinase 2, Pfeiffer
syndrome)

2260

14182

79114

FOXOl1A

202723 s at

Afxh, AI876417,
FKHI, FKHR,
FKHRI,
Forkhead,
FOXO1

forkhead box O1A
(rhabdomyosarcoma)

2308

56458

84482

FOXP1

223936 s at

12CC4,
3110052D19Rik,
4932443N09Rik,
Al461938,
AW494214,
FLI23741,
hFKH]1B,
HSPC215,
MGC116362,
MGC12942,
MGC88572,
MGC99551,
QRF1

forkhead box P1

27086

108655

297480

FRAT2

209864 _at

MGC10562,
MGC37615

frequently rearranged in
advanced T-cell
lymphomas 2

23401

212398
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GCLM

203925 _at

Gamma gclm,
Gamma
glutamylcysteine
synthase
(regulatory),
GAMMA
GLUTAMYLCY
STEINE
SYNTHETASE,
Ges Ls, Ges,
Regulatory, GCS-
L, GCS1, Geslc,
GLCLR,
glutamat-cystein
ligase, regulatory
subunit

glutamate-cysteine ligase,
modifier subunit

2730

14630

29739

GGA3

209411 s_at

C230037M19Rik,
KIAA0154,
mKIAA0154

golgi associated, gamma
adaptin ear containing,
ARF binding protein 3

23163

260302

360658

GLUL

200648_s_at

GLNS,
Glutamine
Synthase,
GLUTAMINE
SYNTHETASE,
GS,
MGC128403,
PIG43

glutamate-ammonia
ligase (glutamine
synthetase)

2752

14645

GPR161

214104 _at

FLJ33952, G-
protein coupled
receptor
af091890,
Gm208,
Gm208Gpr, RE2,
RGD1563245

G protein-coupled
receptor 161

23432

240888

289180

HEY2

219743 at

CHFI, GRL,
HERP1, HESR2,
HRT2,
MGC10720

hairy/enhancer-of-split
related with YRPW motif
2

23493

15214

155430

HIST2H2AA3

214290 s at

Al448581, H2A,
H2a-615, H2A.2,
H2A/O, H2A/q,
H2AFO, Hist2,
HIST2H2AA,
Hist2h2aal

histone cluster 2, H2aa3

8337

15267

365877

ID1

208937 s at

AI323524,
D2Wsul40e, ID,
ID-1H, ID125A,
Idbl,
MGC156482

inhibitor of DNA binding
1, dominant negative
helix-loop-helix protein

3397

15901

25261
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KALRN 227750_at 2210407G14Rik, | kalirin, RhoGEF kinase 8997 545156 84009
AV?235988,
DUET, Duo,
E530005C20Rik,
FLJ16443,
Gm539, HAPIP,
KALIRIN,
Kalirin7, Pcip10,
TRAD
KDELR1 200922 _at 8030486F04Rik, | KDEL (Lys-Asp-Glu- 10945 68137 361577
AW215843, Leu) endoplasmic
ERD2, ERD2.1, reticulum protein retention
HDEL, KDEL receptor 1
RECEPTOR,
Kdelr,
MGC109169,
PM23
KIAA0738 | 210529 s at | 2810407D09Rik, | KIAA0738 gene product 9747 77574 362353
3321401G04Rik,
A230020K05Rik,
AI848529,
RGD1565474
KIT 205051 s at | Bs, C-KIT, c-Kit | v-kit Hardy-Zuckerman 4 3815 16590 64030
Gnnk+, CD117, feline sarcoma viral
Fdc, SCFR, Ssm, | oncogene homolog
Tr Kit, white-
spotted
LGR4 230674 _at 9130225G07, leucine-rich repeat- 55366 107515 286994
A930009A08Rik, | containing G protein-
GPCR48, GPR48 | coupled receptor 4
LHX2 211219 s at | ap, apterous, LIM homeobox 2 9355 16870 296706
(BG:9355 BLhx2, Lh-2,
D) LH2A, Lhx2,
Lim2,
MGC138390
LMO4 209204 _at LIM domain only 4 8543 16911 362051
A730077C12Rik,
Crp3, Etohi4,
MGC105593
LOC254100 | 1557131 at hypothetical protein 254100
LOC254100
LRIG1 236173 s at, | D6Bwg0781e, leucine-rich repeats and 26018 16206 312574
238339 x at | DKFZP5860162 | immunoglobulin-like
4, Img, LIG-1 domains 1
MED28 222635 s_at | 1500003D12Rik, | mediator of RNA 80306 66999 305391
Al451633, polymerase II
AU045690, transcription, subunit 28
DKFZP434N185, | homolog (S. cerevisiae)
EG1, FKSG20,
magicin,
RGD1305875
MKL1 215292 s at | AI852829, megakaryoblastic 57591 223701 315151
AMKIL, leukemia (translocation) 1
AW743281,
AWB21984,
BSAC, MAL,
MRTF-A
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MLANA

206426 _at,
206427 s_at

A930034P04RIK,
MART-1,
MELAN-A,
MGC130556

melan-A

2315

77836

293890

MLLT6

225628 s at

AF17,
AI315037,
FLJ23480

myeloid/lymphoid or
mixed-lineage leukemia
(trithorax homolog,
Drosophila); translocated
to, 6

4302

246198

303504

MLPH

218211 s at

2210418F23Rik,
5031433109Rik,
AW228792,
D1Wsu84e, 1(1)-
3Rk, 11Rk3, In,
MGC2771,
MGC59733,
SLAC2-A

melanophilin

79083

171531

316620

MYEF2

222771 s at,
232676 _x_at

9430071801,
FLJ11213,
HsT18564,
KIAA1341,
MEF-2,
MGC109392,
MGC87325,
mKIAA1341,
MST156,
MSTP156

myelin expression factor
2

50804

17876

362207

MYL6B

204173 _at

5730437E04Rik,
Atrial Myosin
Light Chain 1,
BC037527,
MGC41229,
MLCISA,
RGD1560334

myosin, light chain 6B,
alkali, smooth muscle and
non-muscle

140465

216459

317454

MYOSA

227761 _at

9630007J19Rik,
Al413174,
Al661011, Br
Myosin5a, d-
1201, Dbv, Dop,
flail, fIr, GS1,
hcBM-V, MVa,
MYHI12, MYOS5,
myosin V,
MYOSIN VA,
MYOSIN VA
EXON
CONTAINING,
MYOVA,
MYOXIN,
MYR12, Sev-1

myosin VA (heavy chain
12, myoxin)

4644

17918

25017

NBL1

37005_at

DI1S1733E,
D4H1S1733E,
DAN, Dana,
DANDI,
MGC123430,
MGC8972, NB,
NO3

neuroblastoma,
suppression of
tumorigenicity 1

4681

17965

50594
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NFIB

230791 _at

6720429L07Rik,
CTF/NF1B,
E030026110RIk,
NF1-B, NFI-
RED, NFIB2,
NFIB3, Nuclear
factor 1/B

nuclear factor I/B

4781

18028

29227

OSTM1

218196_at

1200002H13Rik,
AW123348,
GIPN, GL,
HSPC019

osteopetrosis associated
transmembrane protein 1

28962

14628

445370

PDK3

221957 at

2610001M10Rik,
AI035637,
MGC6383

pyruvate dehydrogenase
kinase, isozyme 3

5165

236900

296849

PKDI

241090 _at

FLJ00285,
mFLJ00285,
MGC118471,
PBP, PC-1,
POLYCYSTINI

polycystic kidney disease
1 (autosomal dominant)

5310

18763

24650

PLEKHAS

220952 s at

2810431N21Rik,
Al428202,
AK129423,
Ayu21-9,
FLJ10667,
FLJ31492,
Gt(pU21)9Imeg,
Image:3710928,
KIAA1686,
MGC38455,
PEPP2, TRS1

pleckstrin homology
domain containing, family
A member 5

54477

109135

246237

PLPI

210198 s at

DM20, jimpy, jp,
MMPL, Msd,
PLP, PLP/DM20,
PMD,
PROTEOLIPID,
RSH, SPG2

proteolipid protein 1
(Pelizaeus-Merzbacher
disease, spastic paraplegia
2, uncomplicated)

5354

18823

24943

PLXNCI1

213241 _at

2510048K12Rik,
AW742158,
CD232, Plexin
Cl1, VESPR

plexin C1

10154

54712

362873

PPP3CA

202425 x_at

2900074D19Rik,
Al841391,
AW413465,
Calcineurin,
Calcineurin A
Alpha, CALN,
CALNA,
CALNAI, CCNI1,
CN, CnA, CnA-
alpha, CNAL1,
MGC106804,
Pp2b Subunit A,
PPP2B

protein phosphatase 3
(formerly 2B), catalytic
subunit, alpha isoform
(calcineurin A alpha)

5530

19055

24674

PRKCSH

200707 at

80K-H, AGE-
R2, G19P1,
PCLD, PLD,
PLD1

protein kinase C substrate
80K-H

5589

19089

300445
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PRKD3

222565 s_at

4930557020Rik,
5730497N19Rik,
EPK2,
MGC47171,
nPKC-NU, PKC-
NU, PKD3,
PRKCN

protein kinase D3

23683

75292

313834

PRMT1

206445 s at

6720434D09Rik,
ANM]1,
AW214366,
HCP1,
heterogeneous
ribonucleooprotei
DS
methyltransferase
-like 2, Homtl112,
Hramt,
HRMT1L2,
IR1B4, Mmtl

protein arginine
methyltransferase 1

3276

15469

60421

PSCD3

225147 at

Al648983,
ARNO3,
CYTOHESIN-3,
GRP1,
KIAA4241,
MGC124579,
mKIAA4241,
Sec7, Sec7C

pleckstrin homology,
Sec7 and coiled-coil
domains 3

9265

19159

116693

PTPRF

200635_s_at,
200637 s _at

AAS591035,
FLJ43335,
FLJ45062,
FLJA5567, LAR,
Lar ptp2b,
LARFN5C,
LARS

protein tyrosine
phosphatase, receptor

type, F

5792

19268

360406

PTPRM

1555579 s at

HR-PTPU,
KIAA4044,
MGC90724,
mKIAA4044,
PTP-MU,
PTPRLI, R-PTP-
MU, RPTPM,
RPTPU

protein tyrosine
phosphatase, receptor

type, M

3797

19274

29616

PVRLI1

225211 at

AlI835281,
AWS549174,
CD111,
CLPEDI, ED4,
HigR, HVEC,
MGC142031,
MGC16207,
NECTIN-1,
Nectinl alpha,
Nectin] delta,
OFC7, PRR,
PRR1, PVRR,
PVRRI, SK-12

poliovirus receptor-
related 1 (herpesvirus
entry mediator C; nectin)

5818

58235

192183

RAB40C

227269 s at

RAB40, RAR3,
RARL, RASLSC

RAB40C, member RAS
oncogene family

57799

224624

359728
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RASSF3

230466 s at

AW212023,
AW322379,
MGC119194,
MGC119195,
MGC119197,
RASSF5

Ras association
(RalGDS/AF-6) domain
family 3

283349

192678

362886

RHOQ

212120 _at

ARHQ,
RASL7A, Rhot,
TC10, TC10
BETA, TC10A

ras homolog gene family,
member Q

23433

104215

85428

SATI1

203455_s_at,

210592 s at,
213988 _s_at,
230333_at

AA617398, Ab2-
402, DC21,
KFSD,
MGC72945,
SAT,
Spermidine/sper
mine N1-acetyl
transferase,
SSAT, SSAT-1

spermidine/spermine N1-
acetyltransferase 1

6303

20229

302642

SDCBP

200958 s _at

MDA-9, ST1,
SYCL,
SYNTENIN,
Syntenin-1,
TACIP18

syndecan binding protein
(syntenin)

6386

53378

83841

SEC61A1

217716_s_at,
222385 x_at

AA408394,
AA410007,
HSEC61,
rSEC61alpha p,
SEC61, Sec61
alpha, SEC61
ALPHALI,
SEC61A

Sec61 alpha 1 subunit (S.
cerevisiae)

29927

53421

80843

SEMA3C

236947 at

1110036B02Rik,
SEMAE,
SEMAPHORIN
E, SemE

sema domain,
immunoglobulin domain
(Ig), short basic domain,
secreted, (semaphorin) 3C

10512

20348

296787

SERGEF

220482 _s_at,
232983 s at

DELGEF, Gef,
Gnef, Gneft,
MGC141208,
MGC141209,
RGD1563497

secretion regulating
guanine nucleotide
exchange factor

26297

27414

365243

SILV

209848 s at

DI10H12S53E,
DI12S53E,
D12S53Eh,
GP100, gp87,
ME20, PMEL17,
SI, SIL

silver homolog (mouse)

6490

20431

362818

SLC2A4RG

227362 _at

GEF, HDBPI,
Si-1-2, Si-1-2-19

SLC2AA4 regulator

56731

SLC7A1

212295 s at

4831426K01Rik,
Al447493,
ATRCI1, CAT-1,
EcoR, ER, ERR,
HCATI1, mCAT-
1, Rec-1, RECIL,
REV-1

solute carrier family 7
(cationic amino acid
transporter, y+ system),
member 1

6541

11987

25648
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SRGAP2

1568957 x_at

99301241.22Rik,
AI448945, FBP2,
FNBP2,

KIA A0456,
RGD1566016,
srGAP3

SLIT-ROBO Rho
GTPase activating protein
2

23380

14270

360840

SSBP3

217991 _x _at,
223635 s at

2610021L12Rik,
2610200M23Rik,
5730488C10Rik,
AlI854733,
AW551939,
CSDp,
FLJ10355,
LAST,
MGC124589,
SSDP, SSDP1,
Ssdp3

single stranded DNA
binding protein 3

23648

T2475

84354

STAM
(EG:8027
ETe)

203544 s at

DKFZp686J2352,
RGD1564499,
Stam, STAM1

signal transducing
adaptor molecule (SH3
domain and ITAM motif)
1

8027

20844

498798

SYNGR2

201079 _at

CELLUGYRIN,
Clast2,
MGC102914

synaptogyrin 2

9144

20973

89815

TCF7L2
(EG:6934

ZETe)

212759 s at

mTcf-4B, mTcf-
4E, TCF-4,
TCF4B, TCF4E,
Tcf712

transcription factor 7-like
2 (T-cell specific, HMG-
box)

6934

21416

TIMM17A

215171 s at

17kDa,
Mitochondrial
import inner
membrane
translocase,
Mitochondrial
protein import
protein 2,
mTim17a,
TIM17, TIM17A,
Timm17

translocase of inner
mitochondrial membrane
17 homolog A (yeast)

10440

21854

54311

TP53

201746_at

bbl, bfy, bhy,
Delta N p53,
LFS1,
MGC112612,
P53, TRP53

tumor protein p53 (Li-
Fraumeni syndrome)

7157

22059

24842

TP53INP1

235602_at

2700057G22Rik,
DKFZP434M131
7, FLJ22139,
p53DINP1, SIP,
SIP18, SIP27,
Stinp, Teap,
Thymus
Expressed Acidic
Protein,
TP53DINPI,
TP53DINPlalpha
, TP53INP1A,
TP53INP1B,
Trp53inpl

tumor protein p53
inducible nuclear protein 1

94241

60599

297822
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TRIB2

202478 _at

AW319517,
C5fw, GS3955,
RGD1564451,
TRB-2

tribbles homolog 2
(Drosophila)

28951

217410

313974

TRPM1
(EG:4308
ZEie)

237070 _at

47324991.03Rik,
AlI606771,
LTRPC1,
melastatin,
MLSN, MLSN1,
Trpml

transient receptor
potential cation channel,
subfamily M, member 1

4308

17364

TSPANG6

209108 _at

6720473L21Rik,
Al316786,
MGC117923,
T245, Tm4sf,
TMA4SF6

tetraspanin 6

7105

56496

302313

TSTA3

36936_at

AI256181, FX,
FX protein,
MGC113801,
P35B, Tstap35b

tissue specific
transplantation antigen
P35B

7264

22122

300036

TTC3

208073 x_at,
210645 s at

2610202A04Rik,
AA409221,
D16Ium21,
Dl6lum2le,
DCRRI1,
DKFZp686M015
0, KIAA4119,
mKIAA4119,
Mtprd, RNF105,
TPRD, TPRDIII

tetratricopeptide repeat
domain 3

7267

22129

360702

TUBB4

212664 at

Al325297, Beta
tubulin, BETA
TUBULIN 4
ALPHA, Beta
tubulin class iv,
beta-5, Betad
Tubulin,
M(beta)4, Tubb,
TUBBS,
TUBULIN BETA
(5-BETA),
TUBULIN
BETAS

tubulin, beta 4

10382

22153

29213

TYR

206630_at

albino, Dopa
oxidase,
Melanogenesis
Related
Tyrosinase,
OCAI1A, OCAIA,
skc35, Tyr&lt;c-
eméegt;,
TYROSINASE

tyrosinase
(oculocutaneous albinism
1A)

7299

22173

308800
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TYRPI

205694 _at

b-PROTEIN,
brown, CAS2,
CATB, GP75,
isa,
MELANOMA
ANTIGEN GP75,
TRP, TRP-1,
TYRP

tyrosinase-related protein
1

7306

22178

298182

204255 s _at

NRII1, VD3R,
VITAMIN D
RECEPTOR

vitamin D (1,25-
dihydroxyvitamin D3)
receptor

7421

22337

24873

VGL1IA

214004 _s_at

BC048841,
KIAA0121,
MGC109514,
MGC54805,
VGL-4

vestigial like 4
(Drosophila)

9686

232334

297523

YIPFS

224949 at

261031 1119Rik,
AA408236, Ac2-
256,
DKFZp313L2216
, FinGERS,
SB140, SMAP-5,
YIP1A

Yipl domain family,
member 5

81555

67180

361315

ZFHX1B

1557797 a_at
,203603_s_at

9130203F04Rik,
D130016B08Rik,
KIAA0569,
mKIAA0569,
SIP-1,
SMADIP],
ZEB2, Zfx1b,
Zfxh1b

zinc finger homeobox 1b

9839

24136

311071

1558019 _at

---:Homo sapiens,
clone
IMAGE:4732650
, mMRNA

233551 at

LOC642776:hypo
thetical protein

| LOC642776

208646 _at

| RPS14:ribosomal

protein S14 ///
similar to
ribosomal protein
S14

208929 x at

RPL13:ribosomal
protein L13

214351 x at

RPL13:ribosomal
protein L13 ///
similar to
ribosomal protein
L13

200817 x_at

RPS10:ribosomal
protein S10

213296 _at

---:Transcribed
locus

213692 s at

227957 at

232462 s at

FLJ23569:BC040
926
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227722 at RPS23:ribosomal
protein S23
217466 _x_at | RPS2:ribosomal
protein S2 ///
similar to
ribosomal protein
S2
235534 at --~:Homo sapiens,
clone
IMAGE:5723825
, mMRNA
230741 at ---:Full length
insert cDNA
clone YX74D05
229067 _at LOC653464:Simi
lar to SLIT-
ROBO Rho
GTPase-
activating protein
2 (stGAP2)
(ForminObinding
protein 2)
gooooao
ogoooao
G2l AISFE
ANKRD44 228471 at
ARHGEF19 226857 at
ATPBD4 238662 _at
BARX2 210419 at
BDNF 206382 s at
BLOCI1S1 202592 at
C160RF48 223407 at
C60RF218 244829 at
C80ORF13 233641 s at
CCHCRI1 37425 g at
CIRBP 230142 s at
CLSTN2 219414 at
COL7Al 217312 s at
DACHI 205472 s at, 228915 at
DCT 205337 at, 205338 s at
DOCK10 219279 at
DRAPI 1556181 at
EDNRB 204271 s at, 206701 x at
EFNA4 205107 s at
EHD2 45297 at
ETS1 224833 at
FAM33A 225684 at
FGFR1 210973 s at, 211535 s at
FOXOlA 202723 s at
GGA3 209411 s at
GPR161 214104 at
HIST2H2AA3 214290 s at
ID1 208937 s at
KDELRI 200922 _at
KIAAQ0738 210529 s at
KIT 205051 s at
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LGR4 230674 at
LIIX?2 (EG:9355% 2 T¢) 211219 s at
LMO4 209204 at
LOC254100 1557131 at
LRIG1 238339 x at
MED28 222635 s at
MKL1 215292 s at
MLANA 206426 at, 206427 s at
MLPH 218211 s at
MYEF2 222771 s at, 232676 x at
MYOS5A 227761 at
NBLI 37005 at
OSTM1 218196 at
PDK3 221957 at
PKD1 241090 at
PLEKHAS 220952 s at
PLP1 210198 s at
PLXNC1 213241 at
PRKCSH 200707 at
PRKD3 222565 s at
PRMT1 206445 s at
PSCD3 225147 at
PTPRF 200637 s at
PTPRM 1555579 s at
RAB40C 227269 s at
RASSF3 230466 s at
RHOQ 212120 at
RPLI13 214351 x at
RPS23 227722 at
SATI 203455 s at, 213988 s at, 230333 at
SDCBP 200958 s at
SEC61A1 222385 x at
SEMA3C 236947 at
SERGEF 232983 s at
SILV 209848 s at
SLC2A4RG 227362 at
SLC7A1 212295 s at
SSBP3 217991 x at, 223635 s at
STAM (EG:8027%2&%¢) 203544 s at
SYNGR2 201079 at
TCF7L2 (EG:6934% & ¢) 212759 s at
TIMMI17A 215171 s at
TRIB2 202478 at
TRPM1 (EG:4308% & 1°) 237070 at
TSPANG6 209108 at
TTC3 208073 x at, 210645 s at
TUBB4 212664 at
TYR 206630 at
VDR 204255 s at
YIPF5 224949 at
ZFHX1B 1557797 a at, 203603 s at
229067 at
213692 s at
227957 at
213296 at
235534 at
233551 at
1558019 at
OooooOooad

ooooao

10

20

30

40

50



(54) JP 2011-520451 A 2011.7.21

goooao

XTI e
208073 x at TTC3 tetratricopeptide repeat domain 3
210645 s at TTC3 tetratricopeptide repeat domain 3
206630 at TYR:tyrosinase (oculocutaneous albinism IA)
203544 s at STAM:signal transducing adaptor molecule (SH3 domain and ITAM motif) 1
230741 at -—:Full length insert cDNA clone YX74D05
gooooao
ooooao
X an A
205694 at TYRP1:tyrosinase-related protein 1
206427 s at MLANA melan-A
206140 at LHX2:LIM homeobox 2
206630 at TYR:tyrosinase (oculocutaneous albinism IA)
203921 at CHST2:carbohydrate (N-acetylglucosamine-6-O) sulfotransferase 2
205337 at DCT:dopachrome tautomerase (dopachrome delta-isomerase, tyrosine-related protein 2)
228245 s at OVOS2:ovostatin 2 /// similar to cDNA sequence BC048546
205338 s at DCT:dopachrome tautomerase (dopachrome delta-isomerase, tyrosine-related protein 2)
1557797 a at | ZFHX1B:Zinc finger homeobox 1b ‘
204271 s at EDNRB:endothelin receptor type B
237070 at TRPM1 :transient receptor potential cation channel, subfamily M, member 1
200716 x at RPL13A:ribosomal protein L13a
1555579 s at | PTPRM:protein tyrosine phosphatase, receptor type, M
205051 s at KIT:v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog
SPARC:secreted protein, acidic, cysteine-rich (osteonectin) /// secreted protein, acidic,
200665 s at cysteine-rich (osteonectin)
205174 s at QPCT:glutaminyl-peptide cyclotransferase (glutaminyl cyclase)
200725 x at RPL10:ribosomal protein L10
232602 at WEDC3:WAP four-disulfide core domain 3
202478 at TRIB2:tribbles homolog 2 (Drosophila)
209230 s at P38:p8 protein (candidate of metastasis 1)
232676 x at MYEF2:myelin expression factor 2
222565 s at PRKD3:protein kinase D3
212295 s at SLC7Al:solute carrier family 7 (cationic amino acid transporter, y+ system), member 1
212594 at PDCD4.programmed cell death 4 (neoplastic transformation inhibitor)
218211 s at MLPH:melanophilin
206426 at MLANA :melan-A
207065 _at K6HF:cytokeratin type II
202500 at DNAJB2:DnaJ (Hsp40) homolog, subfamily B, member 2
203706 s at FZD7:1rizzled homolog 7 (Drosophila)
209969 s at STAT]1:signal transducer and activator of transcription 1, 91kDa
oooooao
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205694 at tyrosinase-related protein 1
206140 at LIM homeobox 2
206427 s at melan-A
203455 s at spermidine/spermine N1-acetyltransferase
206453 s at NDRG family member 2
203921 at carbohydrate (N-acetylglucosamine-6-O) sulfotransferase 2
200958 s at syndecan binding protein (syntenin)
209283 at crystallin, alpha B
204271 s at endothelin receptor type B
208073 x_at tetrafricopeptide repeat domain 3
232602 _at WARP four-disulfide core domain 3
202435 s at cytochrome P450, family 1, subfamily B, polypeptide 1
209230 s at p8 protein (candidate of metastasis 1)
208966 x at interferon, gamma-inducible protein 16
205337 at dopachrome tautomerase (dopachrome delta-isomerase, tyrosine-related protein 2)
202088 at solute carrier family 39 (zinc transporter), member 6
211538 s at heat shock 70kDa protein 2
201556 s at vesicle-associated membrane protein 2 (synaptobrevin 2)
241455 at Similar to AI661453 protein
237070 at transient receptor potential cation channel, subfamily M, member 1
googooao
ogoooao
SIS B
1555505 a at tyrosinase (oculocutaneous albinism IA)
204271 s at endothelin receptor type B
208073 x at tetratricopeptide repeat domain 3
200958 s at syndecan binding protein (syntenin)
205051 s at v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog
201245 s at OTU domain, ubiquitin aldehyde binding 1
201603 _at protein phosphatase 1, regulatory (inhibitor) subunit 12A
201605 x at calponin 2
201908 at dishevelled, dsh homolog 3 (Drosophila)
202478 at tribbles homolog 2 (Drosophila)
1557292 a at mucolipin 3
200601 at actinin, alpha 4
200819 s at ribosomal protein S15
209953 s at CDC37 cell division cycle 37 homolog (S. cerevisiae)
213146 at jumonji domain containing 3
222670 s at v-maf musculoaponeurotic fibrosarcoma oncogene homolog B (avian)
224991 at c-Maf-inducing protein
226988 s at myosin, heavy polypeptide 14
244829 at Hypothetical protein MGC40222
oooooad
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204271 s at endothelin receptor type B
244829 at Hypothetical protein MGC40222
208073 x_at tetratricopeptide repeat domain 3
213037 x at staufen, RNA binding protein (Drosophila)
200601 at actinin, alpha 4
219387 at KIAA1212
209168 at glycoprotein M6B
205051 s at v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog
224991 at c-Maf-inducing protein
200613 _at adaptor-related protein complex 2, mu 1 subunit
203330 s at syntaxin SA
225009 at chemokine-like factor superfamily 4
221485 at UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5
218255 s at fibrosin 1
227870 at likely ortholog of mouse neighbor of Punc E11
226988 s at myosin, heavy polypeptide 14
204086 at preferentially expressed antigen in melanoma
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213146 at jumonji domain containing 3

205681 at BCL2-related protein Al

213940 s at formin binding protein 1

202478 at tribbles homolog 2 (Drosophila)

226702 at hypothetical protein LOC129607

218402 s at Hermansky-Pudlak syndrome 4

227099 s at hypothetical LOC387763

218211 s at melanophilin

217738 at pre-B-cell colony enhancing factor 1

228488 at TBC1 domain family, member 16

215695 s at glycogenin 2

241898 at Transcribed locus, moderately similar to XP 517655.1 PREDICTED: similar to KIAA0825
protein [Pan troglodytes]

202479 s at tribbles homolog 2 (Drosophila)

201453 x at Ras homolog enriched in brain

228415 at Adaptor-related protein complex 1, sigma 2 subunit

201908 at dishevelled, dsh homolog 3 (Drosophila)

225600 at MRNA; cDNA DKFZp779L1068 (from clone DKFZp779L1068)

221951 at transmembrane protein 80

203455 s at spermidine/spermine N1-acetyltransferase

201603 at protein phosphatase 1, regulatory (inhibitor) subunit 12A

1558702 at Testis expressed sequence 10

204527 at myosin VA (heavy polypeptide 12, myoxin)

235222 x at baculoviral IAP repeat-containing 4

1560445 x at

Rho guanine nucleotide exchange factor (GEF) 1

1556205 _at CDNA FLJ37227 fis, clone BRAMY2000277

226054 at bromodomain containing 4

210198 s at proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic paraplegia 2, uncomplicated)

202370 s at core-binding factor, beta subunit

209058 at endothelial differentiation-related factor 1

211755 s at ATP synthase, H+ transporting, mitochondrial FO complex, subunit b, isoform 1 ; ATP
synthase, H+ transporting, mitochondrial FO complex, subunit b, isoform 1

229713 at CDNA FLJ13267 fis, clone OVARC1000964

209514 s at RAB27A, member RAS oncogene family

201299 s at MOBI, Mps One Binder kinase activator-like 1B (yeast)

211909 x at prostaglandin E receptor 3 (subtype EP3) ; prostaglandin E receptor 3 (subtype EP3)

209234 at kinesin family member 1B

207622 s at ATP-binding cassette, sub-family F (GCN20), member 2

212421 at chromosome 22 open reading frame 9

219636 s at armadillo repeat containing 9

223407 at chromosome 16 open reading frame 48

200645 at GABA(A) receptor-associated protein

242049 s at neuroblastoma-amplified protein

230793 at Leucine rich repeat containing 16

215409 at PLSC domain containing protein

202984 s at BCL2-associated athanogene 5

201864 at GDP dissociation inhibitor 1

209780 at putative homeodomain transcription factor 2

218143 s at secretory carrier membrane protein 2

228919 at

228095 at PHD finger protein 14

213736 at Cytochrome ¢ oxidase subunit Vb

213655 _at Tyrosine 3-monooxygenase/tryptophan 5S-monooxygenase activation protein, epsilon
polypeptide

218419 s at hypothetical protein MGC3123

200755 s at calumenin
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223220 s at poly (ADP-ribose) polymerase family, member 9
237464 at LAT1-3TM protein 2
229679 at FLJ40142 protein
IL-1 RI (Interleukin-1 RI)
EDN2 (endothelin-2)
EFNAS (ephrin-A5)
IGFBP7 (IGF Binding Protein 7)
HLA-A0202 heavy chain (Human Leukocyte Antigen-A0202 heavy chain)
Activin A (BA subunit)
TNF RII (tumor necrosis factor receptor II)
SPC4 (Subtilisin-Like Proprotein Convertase, PACE4)
CNTF Ra (Ciliary neurotrophic factor receptor o)
gboooboonn
ooooao
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204271 s at endothelin receptor type B
244829 at Hypothetical protein MGC40222
208073 x at tetratricopeptide repeat domain 3
213037 x at staufen, RNA binding protein (Drosophila)
200601 at actinin, alpha 4
219387 at. KIAA1212
209168 at glycoprotein M6B
205051 s at v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog
224991 at c-Maf-inducing protein
200613 at adaptor-related protein complex 2, mu 1 subunit
203330 s at syntaxin 5A
225009 at chemokine-like factor superfamily 4
221485 at UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5
218255 s at fibrosin 1
227870 at likely ortholog of mouse neighbor of Punc E11
226988 s at myosin, heavy polypeptide 14
204086 _at preferentially expressed antigen in melanoma
213146 at jumonji domain containing 3
205681 at BCL2-related protein Al
213940 s at formin binding protein 1
oooooao
gbooboonn
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221750 at 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble)
225283 at arrestin domain containing 4
212952 at Calreticulin
226920 at Casein kinase 1, alpha 1
201533 at catenin (cadherin-associated protein), beta 1, 88kDa
225551 at chromosome I open reading frame 71
227736 at chromosome 10 open reading frame 99
217883 at chromosome 2 open reading frame 25
226614 s at chromosome 8 open reading frame 13
214073 at cortactin
233929 x at CXYorfl-related protein
225035 x at CXYorfl-related protein ; CXYorfl-related protein ; CXYorfl -related protein
200953 s at cyclin D2
206595 at cystatin E/M
224831 at cytoplasmic polyadenylation element binding protein 4
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201211 s at DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, X-linked
200762 at dihydropyrimidinase-like 2

219648 at dilute suppressor

202572 s at discs, large (Drosophila) homolog-associated protein 4
200664 s at Dnal (Hsp40) homolog, subfamily B, member 1
208811 s at DnaJ (Hsp40) homolog, subfamily B, member 6
208370_s_at Down syndrome critical region gene 1

214445 at elongation factor, RNA polymerase II, 2

214446 at elongation factor, RNA polymerase II, 2

201436 at eukaryotic translation initiation factor 4E

208290 s at eukaryotic translation initiation factor 5

200748 s at ferritin, heavy polypeptide 1

211628 x at ferritin, heavy polypeptide pseudogene 1 ; ferritin, heavy polypeptide pseudogene 1
205409 at FOS-like antigen 2

200959 at fusion (involved in t(12;16) in malignant liposarcoma)
201065 s at general transcription factor II, i ; general transcription factor II, i, pseudogene 1
218238 at GTP binding protein 4

201841 s at heat shock 27kDa protein 1

225988 at hect domain and RLD 4

241683 at HECT domain containing 1

201944 at hexosaminidase B (beta polypeptide)

219976 at hook homolog 1 (Drosophila)

213079 at hypothetical protein DT1P1A10

215434 x at hypothetical protein FLJ20719 ; AG1 protein

1569157 s at

hypothetical protein LOC162993

227052 at Hypothetical protein LOC201895

225065 x_at hypothetical protein MGC40157

231733 at ICEBERG caspase-1 inhibitor

240941 at Intersectin 2

208881 x at isopentenyl-diphosphate delta isomerase 1

204615 x at isopentenyl-diphosphate delta isomerase 1
1 213507 s at karyopherin (importin) beta 1

203068 at kelch-like 21 (Drosophila)

225142 at KIAA1718 protein

220368 s at KIAA2010

1559226 x at

late cornified envelope 1E

1559224 at late cornified envelope 1E

200673 at lysosomal-associated protein transmembrane 4 alpha

223480 s at mitochondrial ribosomal protein L47

207121 s at mitogen-activated protein kinase 6

214939 x at myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated
to, 4

203315 at NCK adaptor protein 2

230291 s at Nuclear factor I/B

211467 s at nuclear factor I/B

213032 at Nuclear factor I/'B

223650 s at nuclear receptor binding factor 2

222878 s at OTU domain, ubiquitin aldehyde binding 2

217608 _at p18 splicing regulatory protein

200907 s at palladin

202290 at PDGFA associated protein 1

218942 at phosphatidylinositol-4-phosphate 5-kinase, type II, gamma

225147 at pleckstrin homology, Sec7 and coiled-coil domains 3

216515 x at prothymosin, alpha (gene sequence 28) ; hypothetical gene supported by BC013859 ;

hypothetical gene supported by BC013859; BC070480
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200773_x_at prothymosin, alpha (gene sequence 28) ; similar to prothymosin alpha ; hypothetical gene
supported by BC013859 ; hypothetical gene supported by BC013859; BC070480

212099 at ras homolog gene family, member B

212124 at retinoic acid induced 17

200022 at ribosomal protein L 18 ; ribosomal protein L18

201909 at ribosomal protein S4, Y-linked 1

215127 s at RNA binding motif, single stranded interacting protein 1

218143 s at secretory carrier membrane protein 2

205185 at serine peptidase inhibitor, Kazal type 5

1554089 s_at

Shwachman-Bodian-Diamond syndrome ; Shwachman-Bodian-Diamond syndrome
pseudogene

208991 at signal transducer and activator of transcription 3 (acute-phase response factor)

224573 at similar to DNA segment, Chr 11, Brigham & Womens Genetics 0434 expressed

242687 at Similar to RIKEN cDNA 9930021J17

206675 s at SKI-like

1553602 _at small breast epithelial mucin

213879 at SMT3 suppressor of mif two 3 homolog 2 (yeast)

208738 x at SMT3 suppressor of mif two 3 homolog 2 (yeast) ; similar to SMT3 suppressor of mif two 3

homolog 2

1556839 s at

Spectrin, beta, non-erythrocytic 5

220983 s at sprouty homolog 4 (Drosophila) ; sprouty homolog 4 (Drosophila)
205966 _at TAF13 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 18kDa
217733 s at thymosin, beta 10
216438 s at thymosin, beta 4, X-linked ; thymosin-like 3
226835 s at transaldolase 1 ; similar to RPE-spondin
224680 at transmembrane emp24 protein transport domain containing 4
210987 x at tropomyosin 1 (alpha)
211702 s at ubiquitin specific peptidase 32 ; ubiquitin specific peptidase 32
203798 s at visinin-like 1
210935 s at WD repeat domain 1
224905 at WD repeat domain 26
215150 at YODI1 OTU deubiquinating enzyme 1 homolog ( yeast)
227309 at YOD1 OTU deubiquinating enzyme 1 homolog ( yeast)
204180 s at zinc finger protein 297B
219163 at zinc finger protein 562
220854 at
224051 at
224050 s at
oooooao
gboobonn
BiaT A
225519 at protein phosphatase 4, regulatory subunit 2
219199 at AF4/FMR2 family, member 4
203450 at PKD?2 interactor, golgi and endoplasmic reticulum associated 1
213729 at formin binding protein 3
220748 s at zinc finger protein 580
Myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated
216480 x at to, 10
enhancer of rudimentary homolog (Drosophila) ; enhancer of rudimentary homolog
200043 at (Drosophila)
CD47 antigen (Rh-related antigen, integrin-associated signal transducer) ; CD47 antigen
211075 s at (Rh-related antigen, integrin-associated signal transducer)
1555945 s at chromosome 9 open reading frame 10
212295 s at solute carrier family 7 (cationic amino acid transporter, y+ system), member 1
212687 at LIM and senescent cell antigen-like domains 1
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224714 at MKI67 (FHA domain) interacting nucleolar phosphoprotein
218768 at nucleoporin 107kDa

228196 s at La ribonucleoprotein domain family, member 5

217836 s at YY1 associated protein 1

212620 at zinc finger protein 609

226845 s at myeloma overexpressed 2

200747 s at nuclear mitotic apparatus protein 1

242304 at within bgen homolog (Drosophila)

204767 s at flap structure-specific endonuclease 1

217869 at hydroxysteroid (17-beta) dehydrogenase 12

222729 at F-box and WD-40 domain protein 7 (archipelago homolog, Drosophila)
201776 s at KIAA0494

1552658 a at

neuron navigator 3

1555972 s at

F-box protein 28

216242 x at DNA directed RNA polymerase II polypeptide J-related gene
231505 s at Sideroflexin 4
228738 at hypothetical protein MGC25181
228942 s at DAB2 interacting protein
208959 s at thioredoxin domain containing 4 (endoplasmic reticulum)
223407 at chromosome 16 open reading frame 48
1555278 a at cytoskeleton associated protein 5
219375 at choline/ethanolamine phosphotransferase 1
208728 s at cell division cycle 42 (GTP binding protein, 25kDa)
50376_at zinc finger protein 444
243108 at RAN binding protein 9
212884 x at Apolipoprotein E
65630 _at transmembrane protein 80
214953 s at amyloid beta (A4) precursor protein (peptidase nexin-II, Alzheimer disease)
223946 at cofactor required for Spl transcriptional activation, subunit 3, 130kDa
232926 x at ankyrin repeat domain 19
203597 s at WW domain binding protein 4 (formin binding protein 21)
223601 at olfactomedin 2
212365 _at myosin IB
203297 s at Jumonji, AT rich interactive domain 2
231019 x at Serine/threonine kinase 11 (Peutz-Jeghers syndrome)
201291 s at topoisomerase (DNA) 11 alpha 170kDa
211846 s at poliovirus receptor-related 1 (herpesvirus entry mediator C; nectin)
226843 s at PAP associated domain containing 5
225243 s at sarcolemma associated protein
236651 at kalirin, RhoGEF kinase
214792 x at vesicle-associated membrane protein 2 (synaptobrevin 2)
228922 at Src homology 2 domain containing F
225537 at trafficking protein particle complex 6B
sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short
46665 at cytoplasmic domain, (semaphorin) 4C
209702 at fatso
203358 s at enhancer of zeste homolog 2 (Drosophila)
211310 at enhancer of zeste homolog 1 (Drosophila)
242767 at LIM and cysteine-rich domains 1

1555575 a at

KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 1
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223151 at DCN]1, defective in cullin neddylation 1, domain containing 5 (8. cerevisiae)
204170 s at CDC28 protein kinase regulatory subunit 2
229420 at Luminal binding protein 1 (BiP-1) (BP1)
202355 s at general transcription factor IIF, polypeptide 1, 74kDa
206061 s at Dicer1, Der-1 homolog (Drosophila)
Transcribed locus, strongly similar to XP_523650.1 PREDICTED: similar to keratin 17
224597 at [Pan troglodytes]
217739 s at pre-B-cell colony enhancing factor 1
218943 s at DEAD (Asp-Glu-Ala-Asp) box polypeptide 58
211087 x at mitogen-activated protein kinase 14 ; mitogen-activated protein kinase 14
220193 at chromosome 1 open reading frame 113
progestagen-associated endometrial protein (placental protein 14, pregnancy-associated
229410 at endometrial alpha-2-globulin, alpha uterine protein)
221844 x at CDNA clone IMAGE:6208446
227683 x at Nudix (nucleoside diphosphate linked moiety X)-type motif 4 pseudogene 2
233621 s at Rho guanine nucleotide exchange factor (GEF) 12
214270 s at microtubule-associated protein, RP/EB family, member 3
217762 s at RAB31, member RAS oncogene family
231271 x at HSCARG protein
227330 x at similar to hypothetical protein MGC27019
209773 s at ribonucleotide reductase M2 polypeptide
225227 at SKI-like
218428 s at REV1-like (yeast)
201556 s at vesicle-associated membrane protein 2 (synaptobrevin 2)
gbooboonn
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1552477 a at interferon regulatory factor 6

228707 at claudin 23

206427 s at melan-A

218196 at osteopetrosis associated transmembrane protein 1

219142 at RAS-like, family 11, member B

200601 at actinin, alpha 4

226483 at transmembrane protein 68

243568 at Glycine-rich protein (GRP3S)

212382 at Transcription factor 4

218417 s at hypothetical protein FLJ20489

208905 at cytochrome ¢, somatic

203753 at transcription factor 4

244535 at Forkhead box P1

222243 s at transducer of ERBB2, 2

205174 s at glutaminyl-peptide cyclotransferase (glutaminyl cyclase)

231851 at hypothetical protein FLJ10770

200961 at selenophosphate synthetase 2

210880 s at embryonal Fyn-associated substrate

230986 at Kruppel-like factor 8

229689 s at Discs, large homolog 5 (Drosophila)

204319 s at regulator of G-protein signalling 10

219842 at ADP-ribosylation factor related protein 2

224560 at TIMP metallopeptidase inhibitor 2

208758 at 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase

238662 at similar to RIKEN ¢cDNA 5730421E18 gene

214000 s at Regulator of G-protein signalling 10

1559360 at Nuclear RNA-binding protein, putative

205694 at tyrosinase-related protein 1

231579 s at TIMP metallopeptidase inhibitor 2

238967 at Claudin 1

222146 s at transcription factor 4

solute carrier family 16 (monocarboxylic acid transporters), member 6 ; similar to solute

230748 at carrier family 16, member 6; monocarboxylate transporter 6

oooooao

gooobooo
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(EHRT)
EHERT R T /(BT
BT TP ) B ]
200961 at 455.88 223.03 2.04 selenophosphate synthetase 2
200782 _at 379.88 70.68 5.37 annexin A5
206427 s at 1899.38 165.82 1145 melan-A
pleckstrin homology-like
217998 at 416.81 99.94 4.17 domain, family A, member 1
breakpoint cluster region;
similar to breakpoint cluster
226602 s at 117.73 209.24 0.56 region isoform 1
Lipoma HMGIC fusion
240366 _at 70.62 6.65 10.62 partner-like 3
A kinase (PRKA) anchor
208325 s at 760.50 1233.35 0.62 protein 13
Rho-related BTB domain
225202 at 196.73 24.59 .00 containing 3
Ras association
(RalGDS/AF-6) domain
225946 at 46.81 5.74 8.16 family 8
ADP-ribosylation factor-like
1553603 s at 37.15 61.18 0.61 6 interacting protein 2
E74-like factor 5 (ets domain
220625 s at 125.23 75.62 1.66 transcription factor)
hypothetical protein
229982 at 28.00 20.79 1.35 FLJ21924
zinc finger, DHHC-type
1552283 s at 17.50 35.56 0.49 containing 11
membrane component,
chromosome 11, surface
200723 s at 203.23 113.68 1.79 marker 1
209174 s at 57.35 106.44 0.54 FLJ20259 protein
Chromosome 9 open reading
233599 at 244.31 403.97 0.60 frame 3
serum/glucocorticoid
201739 at 4791.23 2597.32 1.84 regulated kinase
ectonucleotide
pyrophosphatase/phosphodie
209392 at 403.54 12.79 31.54 sterase 2 (autotaxin)
RNA binding protein with
209487 at 185.54 46.44 4.00 multiple splicing
221653 x at 882.08 458.24 1.92 apolipoprotein L, 2
209185 s at 349.73 118.85 2.94 insulin receptor substrate 2
chromosome 14 open reading
222809 x_at 227.73 336.12 0.68 frame 65
hypothetical protein
223363 at 150.69 280.06 0.54 MGC10911
related RAS viral (r-ras)
208456 s at 56.19 122.65 0.46 oncogene homolog 2
T-cell immunomodulatory
protein ; T-cell
221449 s at 69.81 41.09 1.70 immunomodulatory protein
215268 at 2412 46.74 0.52 KIAAQ754 protein
chromosome 14 open reading
217188 s at 146.88 397.50 0.37 frame 1
236972 _at 302.00 27.09 11.15 tripartite motif-containing 63
gboooboonn
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EMERT | MR | R
DT425- | DT461- | DF523-
BiET LM LM LM
200961 at 798 348 7
200782 at 150 328 502
206427 s at 177 778 909
217998 at 38 233 135
226602 s at 492 49 46
240366 at 6 9 6
208325 s at 20 38 49 10
225202 at 68 9 9
225946 at 5 6 6
1553603 s at 168 21 22
220625 s at 204 6 76
229982 at 58 62 25
1552283 s at 13 18 10
200723 s at 863 24 335
209174 s at 49 12 12
233599 at 93 53 238
201739 at 2997 4238 5786 20
209392 at 20 9 10
209487 at (] 6 6
221653 x at 750 1089 728
209185 s at 273 7 6
222809 x at 111 35 188
223363 at 107 83 102
208456 s at 22 10 40
221449 s at 22 22 51
215268 at 6 6 13
217188 s at 38 6 63
236972 at 8 7 13 30
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INTERNATIONAL SEARCH REPORT International application No.
PCTAUS 09/44035

A.  CLASSIFICATION OF SUBJECT MATTER

IPC(8) - C12Q: 1/68 (2009.01)

UsPC - 435/6

According to International Patent Classification (1PC) or to both nationa) classification and IPC

B.  FIELDS SEARCHED

Minimum documentation searched (classification system followed by classification symbols)
IPC(8) - C12Q 1/68 (2009.01)
USPC - 4356

mugmmion hed other than mini d ion to the extent that such documents are included in the fields searched

Electronic data base consulved during the international search (name of dat base and, where praciicable, search terms used)

WEST - DB=PGPB USPT USOC,EPAB, JPAB; PLUR=YES; OP=ADJ; Google scholar

Search terms: diagnos$, marker, biomarker, endothelin receptor type B, EDNRE, ubiguitin aldehyds binding, OTUB1, metanom$, skin,
lentigo, lantigine, llver spot, age spot, sunspot, sun apot, lesion, mele, mallgnant, malignancy, spldemus, apidernal, melanoty

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category* Citation of document, with indication, where appropriate, of the relevant passages Relevant to elaim No.

X US 2003/0152923 A1 (YAKHINI et al.} 14 August 2003 (14.08.2003} para [0004); para [0005]; 1-5, 7-10, 16, 17, 19-22,

— para [Q008); para [0DOS]; para [0013); para {0017]; para [0018); para [0020]; para [0021); para 24-28, 32, 40, 49, 58-80,

Y [0031]; para [003B]; para [0039];, para [0060]; para [0054); para [0070]; para [0072]; para [0084]; | B2, 77, 78, 80, 81, 96, 99
para [00BS5}); para [0105].

8, 11-15, 18, 23, 27-31,
50-57,61,79

8, 11-15, 23, 27-31, 51-
Y 2007/0281314 A1 (BENSON N.) 06 December 2007 {06.12,2007) para [0008); para [0010]; 57,61
pata [0011); para [0014]; para [0035]; para [0045); para [0051].

18,50, 79
Y US 2006/0040335 A1 (BUTT et al.) 23 February 2006 (23.02,2006) para [0040); para [0041};
para [0046); para [0048); para [00T0]. -
D Further documents are listed in the continuation of Bex C. D
*  Special categories of cited d “T" Iater document published afler the international ﬁii_ng date or prietity
“A"  document defining the general state of the art which is not considered date and not in conflict with the application but cited to understand
10 be of particufar refevance the principle or theory underlying the invention
“E” earlier application or patent but published on or after the international «x» ¢ of particular relevance; the claimed invention cannot be
filing dute considered novel or cannol be considered 1o involve an inventive
a e ds:c:n:;n( mc'hﬂ:y ""ﬂ'-" ;l?ub‘a ﬂ; p?m,yl rf[ajmf:ti'or whfgtu, step when the document is taken alone
ned 1o estabiish the publication date of anolher citalion or GIRET wyw g t of particular relevance; the clajmed invention cannot be
special reason (as specified) c:ﬁ:m:edompui?volive an inventive step when the documem is
“Q" document referring to an ora! disclesure, use, exhibition or other combined with one or more other such docwments, such combination
means being obvious to a person skilled in the an
“P"  document published prior 1o the iniemational filing date but later than =g~ i
brve prioritym!dzt: clni%ed E . &” document member of the same patent family
Date of the actual completion of the international search Date of mailing of the international search report
18 August 2008 (19.08.2008) 09 SEP 2009
Name and mailing address of the ISA/US Authorized officer:
Mall Stop PCT, Afin: ISA/)S, Commissloner for Palenta Lee W. Young
P.O. Box 1450, Alexandrla, Virginla 22313-1450 PCT Hol © 5T.272.4300
Facsimile No. 5712733201 PCT OSP: §74-272-7774

Form PCT/ISA/210 (second sheet) (July 2009)
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INTERNATIONAL SEARCH REPORT Intemational application No.

PCTAS 09/44035

Box No. I1 Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet)

This international search repor has rot been established in respect of certain claims under Asticle 17¢2)(a) for the following reasens:

1 D Claims Nos.:

because they retate to subject matter not required to be scarched by this Authority, namely:

2 D Claims Nos.:

because they relate to parts of the international application that do not comply with the prescribed requirements te such an
extent that no meaningful intemational search can be carried out, specifically:

3 I:l Claims Nos.:
b they are dependent claims and are not drafted in d with the d and third sent of Rule 6.4(a).

Box No.IIF  Observations where unity of invention is lacking (Continuation of item 3 of first sheet)

This Intemationa) Searching Authority found multiple inventions in this international application, as follows:

Group 1+: Claims 1-99 are drawn to methods for characterizing a skin lesions and kits there for, whera the first named invention will
bie searched for free and includes the first named marker of tahle 8 - endothelin receptor type B (first named invention includes claims 1
=32, 40, 48-52, 77-81, 88, and 99}. Applicant may have additional markers searched for an additional search fee par maker.

The inventions listed above do not relate to a single general inventive concept under FCT Rule 13.1 bacause under PCT Rule 13.2,
they lack the same or coresponding special technical features for the following reasons.

The technical featurs that links the inventions of Group I+ Is a method for characterizing a skin lesions, such as a method of
diagnosing a skin cancer or method of distinguishing betwaan cancer and non-cancer skin conditions by detecting skin markers.
However, this does not represent an improvement aver the prior art US 2003/0108896 A1 to Vogt which teaches detecting skin markers
for the diagnosis of skin cancer (abstract) including mathads of distinguishing between benign nevi and metanoma {para [0032]).

Accordingly, unity of Invention is lacking under PCT Rule 13.2 because the groups do not shara a same or comesponding

1. D As all required additional search fees were timely paid by the applicant, this international search report covers all searchable
claims.

2, I:I As all searchable claims could be scarched without effort justifying additional fees, this Authority did pot invite payment of
additional fees.

1. As only some of the required additional search fees were timely paid by the applicant, this international search repornt covers
only those claims for which fees were pald specifi cally claims Nos.:
in addition to the first gena of table 8 (andatheli ptor type B), Appli paid additional fees for the sixtth of table 6§ (OTU
domain}. Accordingly, the international search repornt cavers 1-32, 40, 49-52. 77-81, 98, and 59, limltad to endothelium receptor
type B or OTU domain

4, D No required edditional scarch fees were timely paid by the applicant. C ly, this i ional search report is
restricted to the invention first mentioned in the claims; it is covered by claims Nos.:

Remark on Protest D The additional scarch fees were accompanicd by the applicant’s protest and, where applicable, the
payment of a protest fee.

D The additional search fees were panied by the applicant’s protest but the applicable protest
fee was not paid within the time limit specified in the invitation.

E No protest accompanied the payment of additional search fees.
Form' PCT/ISAZ2 10 {continuation of first shees (2)) (Fuly 2009)
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EP(AT,BE,BG,CH,CY,CZ,DE,DK,EE,ES,FI,FR,GB,GR,HR,HU, IE, IS, IT,LT,LU,LV,MC,MK,MT,NL,NO,PL,PT,RO,SE,SI,S
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