JP 2018-118965 A 2018.8.2

(19) BFREREHFT (JP) 2 M A E|A) (1) s A RS
45B02018-118965
(P2018-1189654)
(43 £ME THR0ELH2H (2018.8.2)
(51) Int.CL. F1 F=7I2—F (%)
AG1K 45/00  (2006.01) AB1K  45/00 2G045
GO1N 33/53 aﬂﬁav GO1N 33/53 Q 4B0O63
GO1N 33/%0 (2006.01) GO1N 33/50 Z 4C0O84
GO1N 3315 (2006.01) GO1N 33/15 Z 4C0O85
AG1P 43/00  (2006.01) AB1P  43/00 111 4HO45
EEEF RERX HREOMS OL (& 45 H) BRERHS
CHHEES $FER2018-7549 (P2018-7549) (71) HEEA 500282368
@2y HEE ERE30FE1A19H (2018.1.19) HpE #=®E]
@Bl B EERES  SFE2017-9010 (P2017-9010) EEEEZEmPUEE7TTH7 —7
32)&EH SERE294E1 H 208 (2017. 1. 20) (74) fCE A 110000338
(33) MWSCiEXRE HEE (P HHFEBZEAHARAKENZO WOR

(HWEBACLZ28E) FR275EE. BUANEMBEEA

BAEFARHERER. AXEREERREE TV

NP EEEFMT — 2 —ADBEWNRE] RHEFTER
B, ERRMIBILER ] OFOBAEZR ISR

(72) JeER&E

(72) FERAE

LD PATENT & TRADEMA
RK

iy
SERAEMAR/E 1FLIES EEER
REMN

A &
SERAEMAR/E 1FLIES EEER
REN

BRI

G4 [READOEM] | L— 3 30RAMEH. TPany b, TUAF—REGHASSAT—0— TLAFr—%
EEBHTAL0OF—20NBNE. TVAX—REBEOERNE. | L- 3 30XRHAE

GHooDoDoOo0Do0o0Dooooo

000000000000 ooooDoDoDooooooooooaon

000000 Putative hydrolase RBBPOO PGE10 PGE20 EP201 EPA0 EP20 O O O O O EP4O
00O 000 COX-20 COoX-20 O O O O Centrosomal protein of 170kDall Cathepsin SO NADH
-cytochrome b5 reductase 30 Tight junction protein Z0-200 Guanylate kinasell Myotu
bularin-related protein 100 Eukaryotic translation initiation factor 4HO O O O

ooooooooooooooonn

gboooonon



(2) JP 2018-118965 A 2018.8.2

Ooooooooao
gooooao
O Putative hydrolase RBBPOO PGE,[0 PGE,0 EP20 EP40 EP20 0 0 0 O O EPAD OO OO O
COX-20 COX-20 O O O O Centrosomal protein of 170kDall Cathepsin SO NADH-cytochrom
e b5 reductase 30 Tight junction protein Z0-20 Guanylate kinasel Myotubularin-re
lated protein 100 Eukaryotic translation initiation factor 4HO UMP-CMP kinasel U
biquitin-conjugating enzyme E2 variant 20 Protein S100-A130 Rho GDP-dissociation
inhibitor 20 Selenoprotein MO Protein S100-Al110 Eukaryotic translation initiati
on factor 4B0 Heterogeneous nuclear ribonucleoprotein Al0 Transgelin-20 THO comp
lex subunit 40 Keratin type | cytoskeletal 190 Keratin type Il cytoskeletal 750
Microtubule-associated protein RP/EB family member 30 Epidermal growth factor re
ceptor kinase substrate 8-like protein 20 CB1 cannabinoid receptor-interacting p
rotein 10 Heterogeneous nuclear ribonucleoproteins A2/B10 Adenylate kinase isoen
zyme 10 Ubiquitin-like protein 30 Calcium-regulated heat stable protein 10 Ubiqu
itin-fold modifier-conjugating enzyme 10 Glia maturation factor betal Low molecu
lar weight phosphotyrosine protein phosphatasell Heterogeneous nuclear ribonucleo
proteins C1/C20 Phosphatidylethanolamine-binding protein 10 Annexin A40 Afadin0O
Retinol-binding protein 10 D-dopachrome decarboxylasel Apolipoprotein MO O O O
O BolA-like protein 10 0 000 000O0OO0OO0ODDODOOODDDODOOOODDODOOODDRO
gooooboooonoao
O O Putative hydrolase RBBPOU O 0O O PGE,0 0O O O PGE,O O OO EP20 0 O O EP40 0O O
EP20 0 000 00CO0OEPAD DT DODOODODODOCOX-20 O 0O COX-20 O O O O Centrosomal pr
otein of 170kDald O O O Cathepsin SO NADH-cytochrome b5 reductase 30 O O O Tight
junction protein Z0-200 O O O Guanylate kinasell O O 0O Myotubularin-related protei
n 100 O 0 O Eukaryotic translation initiation factor 4HO O O O UMP-CMP Kkinasel
O O O Ubiquitin-conjugating enzyme E2 variant 20 O O O Protein S100-A130 O O OR
ho GDP-dissociation inhibitor 20 0O O 0O Selenoprotein MO Protein S100-Al110 0O 0O O
Eukaryotic translation initiation factor 4B0O O O O Heterogeneous nuclear ribonuc
leoprotein A10 O O O Transgelin-20 0O O O THO complex subunit 40 O O O Keratin ty
pe | cytoskeletal 190 O O O Keratin type 11 cytoskeletal 750 O O O Microtubule-a
ssociated protein RP/EB family member 30 O O O Epidermal growth factor receptor
kinase substrate 8-like protein 20 0O 0O O CB1 cannabinoid receptor-interacting pr
otein 10 O O O Heterogeneous nuclear ribonucleoproteins A2/B10 O O O Adenylate k
inase isoenzyme 10 0O 0O O Ubiquitin-like protein 30 0O 0O O Calcium-regulated heat
stable protein 10 0O 0O O Ubiquitin-fold modifier-conjugating enzyme 10 0O 0O O Glia
maturation factor betald O O O Low molecular weight phosphotyrosine protein phos
phatasell 0 O O Heterogeneous nuclear ribonucleoproteins C1/C20 O O O Phosphatidy
lethanolamine-binding protein 10 0O O O 0 Annexin A40 0O O O AfadinO O O O Retinol
-binding protein 10 0O 0O O D-dopachrome decarboxylased 0O 0O O Apolipoprotein MO O
O0000D0O0OBolA-like protein 10 00000000 O0OODDODDODODOOODDOOOODODRDO
gogoooboooobboooobboouoobbooobboooboao
Oooooo
O Putative hydrolase RBBP9U PGE,U PGE,U EP20 EPAO EP20 0 DO OO EPAD O DO OO
COX-20 COX-20 O O O O Centrosomal protein of 170kDall Cathepsin SO NADH-cytochrom
e b5 reductase 30 Tight junction protein Z0-20 Guanylate kinasel Myotubularin-re
lated protein 100 Eukaryotic translation initiation factor 4HO UMP-CMP kinasel U
biquitin-conjugating enzyme E2 variant 20 Protein S100-A130 Rho GDP-dissociation
inhibitor 20 Selenoprotein MO Protein S100-A110 Eukaryotic translation initiati
on factor 4B0 Heterogeneous nuclear ribonucleoprotein Al0 Transgelin-20 THO comp
lex subunit 40 Keratin type | cytoskeletal 190 Keratin type 11 cytoskeletal 750

10

20

30

40

50



(3) JP 2018-118965 A 2018.8.2

Microtubule-associated protein RP/EB family member 30 Epidermal growth factor re
ceptor kinase substrate 8-like protein 200 CB1 cannabinoid receptor-interacting p
rotein 10 Heterogeneous nuclear ribonucleoproteins A2/B10 Adenylate kinase isoen
zyme 10 Ubiquitin-like protein 30 Calcium-regulated heat stable protein 10 Ubiqu
itin-fold modifier-conjugating enzyme 10 Glia maturation factor betal Low molecu
lar weight phosphotyrosine protein phosphatasell Heterogeneous nuclear ribonucleo
proteins C1/C20 Phosphatidylethanolamine-binding protein 10 Annexin A40 Afadin0O
Retinol-binding protein 10 D-dopachrome decarboxylasel Apolipoprotein MO O O O
O BolA-like protein 10 0 000 000O0OO0OO0ODDODOOODDDODOOOODDODOOODDGO
I I I T I I T 6 O O O A B B A
Oooooo
O Putative hydrolase RBBP9O PGE,0 PGE,O EP20 EP40 COX-20 Centrosomal protein of
170kDal Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protein Z0-2
0 Guanylate kinasell Myotubularin-related protein 100 Eukaryotic translation init
iation factor 4HO UMP-CMP kinaseld Ubiquitin-conjugating enzyme E2 variant 20 Pro
tein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein S100-A
110 Eukaryotic translation initiation factor 4B0 Heterogeneous nuclear ribonucle
oprotein Al10 Transgelin-2[0 THO complex subunit 40 Keratin type 1 cytoskeletal 19
O Keratin type 11 cytoskeletal 750 Microtubule-associated protein RP/EB family m
ember 30 Epidermal growth factor receptor kinase substrate 8-like protein 20 CB1
cannabinoid receptor-interacting protein 10 Heterogeneous nuclear ribonucleopro
teins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calcium-reg
ulated heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 10 Glia
maturation factor betall Low molecular weight phosphotyrosine protein phosphatas
el Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamine-bind
ing protein 10 Annexin A40 AfadinlO Retinol-binding protein 10 D-dopachrome decar
boxylaseld Apolipoprotein MO O O 0O O BolA-like protein 10 0 000 OO0 O 0ODOOO
0oo0oo0ooU0ooDooo0ooDo0oooDUooDoDO0o0Do0ooDU0ooDDoDoOooDoDooDooDoOoaO
oo obooooDbooooboboooonoao
gooooao
O Putative hydrolase RBBP9O PGE,0 PGE,O EP20 EP40 COX-20 Centrosomal protein of
170kDal] Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protein Z0-2
O Guanylate kinased Myotubularin-related protein 100 Eukaryotic translation init
iation factor 4HO UMP-CMP Kkinaseld Ubiquitin-conjugating enzyme E2 variant 20 Pro
tein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein S100-A
110 Eukaryotic translation initiation factor 4B0 Heterogeneous nuclear ribonucle
oprotein Al0 Transgelin-200 THO complex subunit 40 Keratin type 1 cytoskeletal 19
0 Keratin type 1l cytoskeletal 750 Microtubule-associated protein RP/EB family m
ember 30 Epidermal growth factor receptor kinase substrate 8-like protein 20 CB1
cannabinoid receptor-interacting protein 10 Heterogeneous nuclear ribonucleopro
teins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calcium-reg
ulated heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 10 Glia
maturation fTactor betall Low molecular weight phosphotyrosine protein phosphatas
el Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamine-bind
ing protein 10 Annexin A40 AfadinO Retinol-binding protein 10 D-dopachrome decar
boxylased Apolipoprotein MO O O O O BolA-like protein 10 000000 O0ODODOOO
I I e T A I R A 6 O N O N O B A W A B R R MO
I I I I T I T I 0 I 6 O O B B W A
Oooooo
O Putative hydrolase RBBP9O PGE,0 PGE,O EP200 EP40 COX-20 Centrosomal protein of

10

20

30

40

50



4) JP 2018-118965 A 2018.8.2

170kDal] Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protein Z0-2
0 Guanylate kinasell Myotubularin-related protein 100 Eukaryotic translation init
iation factor 4HO UMP-CMP kinasel Ubiquitin-conjugating enzyme E2 variant 20 Pro
tein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein S100-A
110 Eukaryotic translation initiation factor 4B0 Heterogeneous nuclear ribonucle
oprotein Al Transgelin-20 THO complex subunit 40 Keratin type 1 cytoskeletal 19
0 Keratin type 1l cytoskeletal 750 Microtubule-associated protein RP/EB family m
ember 30 Epidermal growth factor receptor kinase substrate 8-like protein 20 CB1
cannabinoid receptor-interacting protein 1[0 Heterogeneous nuclear ribonucleopro
teins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calcium-reg
ulated heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 10 Glia
maturation factor betal Low molecular weight phosphotyrosine protein phosphatas
e Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamine-bind
ing protein 10 Annexin A40 AfadinO Retinol-binding protein 10 D-dopachrome decar
boxylased Apolipoprotein MO O O O O BolA-like protein 10 0 000 OO0 O0ODODOOO
0 I I e I 0 e O B A B A B A B R O A W A B A AR O
I I e A I 0 A B O M O M R W A
Oooooo
0dooboDoooooooooboDbobooobobooood
0000000000 Putative hydrolase RBBP9O PGE,0 PGE,O EP20 EP40 COX-20 Centr
osomal protein of 170kDall Cathepsin SO NADH-cytochrome b5 reductase 30 Tight jun
ction protein Z0-20 Guanylate kinased Myotubularin-related protein 100 Eukaryoti
c translation initiation factor 4HO UMP-CMP KkinaseO Ubiquitin-conjugating enzyme
E2 variant 20 Protein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein
MO Protein S100-A110 Eukaryotic translation initiation factor 4B Heterogeneous
nuclear ribonucleoprotein Al Transgelin-20 THO complex subunit 40 Keratin type
I cytoskeletal 190 Keratin type 11 cytoskeletal 750 Microtubule-associated prot
ein RP/EB family member 30 Epidermal growth factor receptor Kkinase substrate 8-1
ike protein 20 CB1 cannabinoid receptor-interacting protein 1[0 Heterogeneous nhuc
lear ribonucleoproteins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like prot
ein 30 Calcium-regulated heat stable protein 10 Ubiquitin-fold modifier-conjugat
ing enzyme 10 Glia maturation factor betal Low molecular weight phosphotyrosine
protein phosphatasell Heterogeneous nuclear ribonucleoproteins C1/C200 Phosphatidy
lethanolamine-binding protein 10 Annexin A4[0 AfadinO Retinol-binding protein 10
D-dopachrome decarboxylasell Apolipoprotein MO O O O O BolA-like protein 10 O O
I T I e I e 0 0 O A I B B B A B A R W N N N N A N N N N R NN

oo0oooo0o0oooooooooo0ooooooooooooooooooDOoooooooOan
oooooao

oooooao

0o0o0o0oDO0ooooooooooooooooooO

OO0OO0000DO0OD DO Putative hydrolase RBBPOO PGE,0 PGE,O EP20 EP40 COX-20 Centr

osomal protein of 170kDal] Cathepsin SO NADH-cytochrome b5 reductase 30 Tight jun
ction protein Z0-20 Guanylate kinasel Myotubularin-related protein 100 Eukaryoti
c translation initiation factor 4HO UMP-CMP kinasel Ubiquitin-conjugating enzyme
E2 variant 20 Protein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein
MO Protein S100-Al10 Eukaryotic translation initiation factor 4B0 Heterogeneous
nuclear ribonucleoprotein Al0 Transgelin-20 THO complex subunit 40 Keratin type
I cytoskeletal 190 Keratin type 11 cytoskeletal 750 Microtubule-associated prot
ein RP/EB family member 30 Epidermal growth factor receptor kinase substrate 8-1
ike protein 20 CB1 cannabinoid receptor-interacting protein 10 Heterogeneous nuc

10

20

30

40

50



(5) JP 2018-118965 A 2018.8.2

lear ribonucleoproteins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like prot
ein 30 Calcium-regulated heat stable protein 10 Ubiquitin-fold modifier-conjugat
ing enzyme 10 Glia maturation factor betall Low molecular weight phosphotyrosine

protein phosphatasell Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidy
lethanolamine-binding protein 10 Annexin A4[0 AfadinO Retinol-binding protein 10
D-dopachrome decarboxylasel Apolipoprotein MO O O O O BolA-like protein 10 O O

I I I e I T I I I I 6 B B A R B O O A A N N N W N N R W IR N
ooooooo0ooDoDUOooOoDO0OoOU0OooDooOoDUOoODO0DOoDDUOoDoODOooODOoDoOoDOoOoOaO

ood

O Putative hydrolase RBBP9O PGE, 0 PGE,O EP20 EP40 EP20 O O O O O EP40 O O
0 0O COX-20 COX-20 O O O O Centrosomal protein of 170kDal Cathepsin SO NADH-cyt
ochrome b5 reductase 30 Tight junction protein Z0-20 Guanylate kinasell Myotubula

oad
ood
oad
oad

O oOoooo

rin-related protein 100 Eukaryotic translation initiation factor 4HO UMP-CMP Kin
asel] Ubiquitin-conjugating enzyme E2 variant 20 Protein S100-A130 Rho GDP-dissoc
iation inhibitor 20 Selenoprotein MO Protein S100-Al110 Eukaryotic translation in
itiation factor 4B0O Heterogeneous nuclear ribonucleoprotein Al0 Transgelin-20 TH
O complex subunit 40 Keratin type | cytoskeletal 190 Keratin type Il cytoskeleta
1 750 Microtubule-associated protein RP/EB family member 30 Epidermal growth fac
tor receptor kinase substrate 8-like protein 20 CB1 cannabinoid receptor-interac
ting protein 10 Heterogeneous nuclear ribonucleoproteins A2/B10 Adenylate kinase
isoenzyme 10 Ubiquitin-like protein 30 Calcium-regulated heat stable protein 1
O Ubiquitin-fold modifier-conjugating enzyme 10 Glia maturation factor betal Low
molecular weight phosphotyrosine protein phosphatasel]l Heterogeneous nuclear rib
onucleoproteins C1/C20 Phosphatidylethanolamine-binding protein 10 Annexin A40 A
fadind Retinol-binding protein 10 D-dopachrome decarboxylasel Apolipoprotein MO
0000 BolA-like protein 10 0 000 00O O0DDODDOOOODDDODOOOODODODOOODODRDO
Oo0o00o0ooDoDOooooooao
O 0O 00 0 Putative hydrolase RBBPOO O 0O 0O PGE,;0 O 0O O PGE,D O O O EP20 O O O EP4
O0OO0OEPRZDOODODODODOEPAD DO DODODOOCOX-20 OO COX-20 O O O O Centroso
mal protein of 170kDad O O O Cathepsin SO NADH-cytochrome b5 reductase 30 0O O O
Tight junction protein zZ0-20 O 0O 0O Guanylate kinased 0O 0O O Myotubularin-related
protein 100 O O O Eukaryotic translation initiation factor 4HO O O O UMP-CMP kin
asel]l 0 O O Ubiquitin-conjugating enzyme E2 variant 20 O O O Protein S100-A130 O
0 O Rho GDP-dissociation inhibitor 20 0O O O Selenoprotein MO Protein S100-A110
0O O O Eukaryotic translation initiation factor 4BO O O O Heterogeneous nuclear r
ibonucleoprotein Al 0O O O Transgelin-20 0O 0O O THO complex subunit 40 0O O O Kera
tin type 1 cytoskeletal 190 0O O O Keratin type 11 cytoskeletal 750 O O O Microtu
bule-associated protein RP/EB family member 30 0O 0O O Epidermal growth factor rec
eptor kinase substrate 8-like protein 20 O O 0O CB1 cannabinoid receptor-interact
ing protein 10 O O O Heterogeneous nuclear ribonucleoproteins A2/B10 O O O Adeny
late kinase isoenzyme 10 0O O O Ubiquitin-like protein 30 O O O Calcium-regulated
heat stable protein 10 0O 0O O Ubiquitin-fold modifier-conjugating enzyme 10 O O
0 Glia maturation factor betal O O O Low molecular weight phosphotyrosine protei
n phosphatased 0O 0O 0O Heterogeneous nuclear ribonucleoproteins C1/C20 0O O O Phosp
hatidylethanolamine-binding protein 10 0O 0O O O Annexin A40 O 0O O AfadinO O O OR
etinol-binding protein 10 O O O D-dopachrome decarboxylasell 00 O O Apolipoprotein
MO ODODOOOUOODOBolA-like protein 10 000000 O0DODOOOODODOOOODODADO
OoooOoooDoooooao
0 I I e I 0 e O B A B A B A B R O A W A B A AR O

10

20

30

40

50



e s e s [ Iy

s s e e e e e e e e e e s sy s [ [

e s e s [ I

e s s e ) e e e e ) s [ Y I

O
O
O

O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O

O
O
O

Oooooooo0ooooo0o o0 oo oooLoooDoDoDoDooooooDoDooo0ooDoDoooo0oDoDooogooao

e s s e ) e e e s e e ) ) Y I Y

O 0Oooo
O Oooo
O 0Oooo
O Oooo
O 0Ooo
O Oooo
O 0Oooo
O Oooo
O Oooo
O Oooo
O Oooo

O
O
O
O
O
O
O
O
O
O
O

O
O
O
O
OJ
O
O
O
O
O
O
O
O
O
O
O
O
OJ
O
O
O
O
O
O
O
O

O o0Oooo

O 0Oooo
O Oooo
O 0Ooo
O Oooo
O 0O oo
O Oooo
O 0Oooo
O 0Oooo
O 0Oooo
O O0ooo
O Oooo
O 0ooo
O Oooo
O 0ooo
O Oooo
O 0O oo

O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O

O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O

O 0Ooo0oo0ooao

O Ooo0ooooao

O O

O o0Oooo

O oOooo
O 0Ooo
O oOooo
O 0Ooo
O 0Oooo
O 0Ooo
O 0Oooo
O 0Oooo
O 0Oooo
O Oooo
O o0Oooo
O oOooo
O 0Oooo
O oOooo
O 0Ooo
O 0Oooo
O 0Ooo
O 0Oooo
O 0Oooo
O 0Ooo
O Oooo
O 0Oooo
O 0Oooo
O 0Oooo
O 0Oooo
O 0Ooo
O oOooo
O 0Ooo
O 0Oooo
O 0Ooo
O 0Oooo
O 0Oooo
O 0Oooo

O Ooooo
O 0Ooo0ooOoo
O Ooooo
OO o0goo
O Ooooo
O Oo0ooo
O Ooooo
O OooOooo
O Ooo0ooo
O OooOooo
O Ooo0ooao
O Ooooo
O O0oo0ooOoao
O Ooooo
O O0Oo0ooOoo
O Ooooo
O OoOgoo
O Ooooo
O OoOgoo
O Ooo0ooo
O OooOooo
O Ooo0ooo
O Ooooo
O Ooo0ooo
O Ooooo
O 0Ooo0ooOoo
O Ooooo
OO o0goo
O Ooooo
O OoOgooo
O Ooooo

O 0Ooo

O oOooo

O Oooo

O o0Ooo

O 0Oooo

O o0Ooo

O 0Oooo

O o0Oooo

O
O

O oOooo

O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
OJ
O
(]

O o0Oooo

O oOooo

O o0Oooo

(6)

i o |

O o0Ooo

O oOooo

O
OJ
O
O
O
O
O
O
O
O

O
O
O
O
O
O
O
O
(]
O
O
O
O
O
O

O

O Oooo

|

O o0Ooo

O 0Oooo

O o0Ooo

O oOooo

JP 2018-118965 A 2018.8

O o0Ooo

O 0Oooo

ooooOoboOoO0oood

g
g

O o0Oooo

O oOooo

O
O
OJ
O
O

O
(]
O

O
O
O

O
O
O

oo
ogoao

ooao

.2

10

20

30

40

50



(7) JP 2018-118965 A 2018.8.
0000000000000 00000000000O0000000000000000
0000000000000 000000O0O00O0O0O00O00000000D0DoOoooao
0000000000000 000000000000000000000000000
0000000000000 0000000000C00000000000000000
0000000000000 00000000000000000000000000O0
0000000000000 0000000O0
0000000 O0000000
Ooo0oO0O0
0000000000000 00000000000000000000000O0DOPuta

tive hydrolase RBBP9O PGE,0 PGE,O EP20 EP40 EP20 0O O O 0O O EP40 O O O O O COX-2
0 COX-20 O O O O Centrosomal protein of 170kDall Cathepsin SO NADH-cytochrome b5
reductase 30 Tight junction protein Z0-2[0 Guanylate kinasel Myotubularin-related
protein 100 Eukaryotic translation initiation factor 4HO UMP-CMP kinasell Ubiqui
tin-conjugating enzyme E2 variant 200 Protein S100-A130 Rho GDP-dissociation inhi
bitor 20 Selenoprotein MO Protein S100-Al110 Eukaryotic translation initiation fa
ctor 4B0 Heterogeneous nuclear ribonucleoprotein Al Transgelin-20 THO complex s
ubunit 40 Keratin type 1 cytoskeletal 190 Keratin type 11 cytoskeletal 750 Micro
tubule-associated protein RP/EB family member 30 Epidermal growth factor recepto
r kinase substrate 8-like protein 200 CB1 cannabinoid receptor-interacting protei
n 10 Heterogeneous nuclear ribonucleoproteins A2/B10 Adenylate kinase isoenzyme
10 Ubiquitin-like protein 30 Calcium-regulated heat stable protein 10 Ubiquitin-
fold modifier-conjugating enzyme 10 Glia maturation factor betal Low molecular w
eight phosphotyrosine protein phosphatasell Heterogeneous nuclear ribonucleoprote
ins C1l/C20 Phosphatidylethanolamine-binding protein 10 Annexin A40 Afadin( Retin
ol-binding protein 10 D-dopachrome decarboxylased Apolipoprotein MO O O O O BolA
-like protein 10 0 0000 0DDODODODODODODOOODDODOOODDODDODODOODDOOO
OOO0O000O0DOD Putative hydrolase RBBPOU O O O PGE,0O0 O O O PGE,O O O O EP20
OCOOEPAD DD EP2Z0DOO0ODUODOEPAD0 0D ODODOODODOCOX-200 OCOX-200 00O
0 Centrosomal protein of 170kDal) O O O Cathepsin SO NADH-cytochrome b5 reductase
30 O O O Tight junction protein Z0-20 0O O O Guanylate kinasel 0O 0O O Myotubulari
n-related protein 100 0O O O Eukaryotic translation initiation factor 4HO O O O U
MP-CMP kinasel 0O O O Ubiquitin-conjugating enzyme E2 variant 20 O O O Protein S1
00-A130 O O O Rho GDP-dissociation inhibitor 20 0O O O Selenoprotein MO Protein S
100-A110 O O O Eukaryotic translation initiation factor 4B0O O 0O O Heterogeneous
nuclear ribonucleoprotein A10 O 0O O Transgelin-20 0 O O THO complex subunit 40
O O O Keratin type | cytoskeletal 190 O O O Keratin type 11 cytoskeletal 750 O
O O Microtubule-associated protein RP/EB family member 30 O O O Epidermal growth
factor receptor kinase substrate 8-like protein 20 0 0O O CB1 cannabinoid recept
or-interacting protein 10 0O 0O 0O Heterogeneous nuclear ribonucleoproteins A2/B10
0O O O Adenylate kinase isoenzyme 10 0O O O Ubiquitin-like protein 30 0O O O Calciu
m-regulated heat stable protein 10 0O O O Ubiquitin-fold modifier-conjugating enz
yme 10 O O O Glia maturation factor betal O O O Low molecular weight phosphotyro
sine protein phosphatased 0O O 0O Heterogeneous nuclear ribonucleoproteins C1/C20
0 O O Phosphatidylethanolamine-binding protein 10 O O O 0O Annexin A40 O O O Afad
ind 0O O O Retinol-binding protein 10 0O O 0O D-dopachrome decarboxylased 0O 0O O Apo
lipoprotein MO O 0O O 0O O O O BolA-like protein 10 0 0000 0O0C0CCOCODOOOOO
I I I A R B A W A B R B N A A W R B R AR WA
gooooao
0000000000000 0DU0O0O0D0OO00DO0DDO0OO0OOOD0ODDD0OD Putative hydro
lase RBBPOO PGE,0 PGE,0 EP20 EP40 EP20 O O 0O O O EP40 0O O O O O COX-20 COX-20 O

2

10

20

30

40

50



(8) JP 2018-118965 A 2018.8.2

0 O O Centrosomal protein of 170kDal Cathepsin SO NADH-cytochrome b5 reductase 3
O Tight junction protein Z0-20 Guanylate kinasel Myotubularin-related protein 10
0 Eukaryotic translation initiation factor 4HO UMP-CMP kinasel Ubiquitin-conjuga
ting enzyme E2 variant 20 Protein S100-A130 Rho GDP-dissociation inhibitor 20 Se
lenoprotein MO Protein S100-Al1l10 Eukaryotic translation initiation factor 4B0 He
terogeneous nuclear ribonucleoprotein Al10 Transgelin-20 THO complex subunit 40 K
eratin type | cytoskeletal 190 Keratin type Il cytoskeletal 750 Microtubule-asso
ciated protein RP/EB family member 30 Epidermal growth factor receptor kinase su
bstrate 8-like protein 20 CB1 cannabinoid receptor-interacting protein 10 Hetero
geneous nuclear ribonucleoproteins A2/Bl100 Adenylate kinase isoenzyme 10 Ubiquiti
n-like protein 30 Calcium-regulated heat stable protein 10 Ubiquitin-fold modifi
er-conjugating enzyme 10 Glia maturation factor betal Low molecular weight phosp
hotyrosine protein phosphatasel Heterogeneous nuclear ribonucleoproteins C1/C20

Phosphatidylethanolamine-binding protein 10 Annexin A4 AfadinO Retinol-binding

protein 10 D-dopachrome decarboxylasel Apolipoprotein MO O O O O BolA-like prote
in 1000000000 D0DO0ODOD0ODOD0O0ODOD0O0ODO0O0ODODO0ODODO0ODODO0O0DOo0OoDOooOooDoOooooonoaa

oooo0oooooO0ooOoOooDoooOooOoOoooao

oooooao

0000000000000 oo0000DoOo0o000O0o0DoDooDoo0o0Do0DDoooOoan
0 0 O O Putative hydrolase RBBP9O PGE,[0 PGE,O EP20 EP40 COX-20 Centrosomal prote

in of 170kDal Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protei
n Z0-20 Guanylate kinasel Myotubularin-related protein 100 Eukaryotic translatio
n initiation factor 4HO UMP-CMP kinasel Ubiquitin-conjugating enzyme E2 variant
20 Protein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein
S100-A110 Eukaryotic translation initiation factor 4B0 Heterogeneous nuclear rib
onucleoprotein Al0 Transgelin-20 THO complex subunit 40 Keratin type | cytoskele
tal 190 Keratin type 11 cytoskeletal 750 Microtubule-associated protein RP/EB fa
mily member 30 Epidermal growth factor receptor kinase substrate 8-like protein
20 CB1 cannabinoid receptor-interacting protein 100 Heterogeneous nuclear ribonuc
leoproteins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calci
um-regulated heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 1
0 Glia maturation factor betal Low molecular weight phosphotyrosine protein phos
phatasel] Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamin
e-binding protein 10 Annexin A40 AfadinO Retinol-binding protein 10 D-dopachrome
decarboxylasel Apolipoprotein MO O 0O O O BolA-like protein 10 0 00 0O 0O 0O 0O O
I T I e I e 0 0 O A I B B B A B A R W N N N N A N N N N R NN
goobooooobooooobooad
Oooooo
ocooooooU0oooDOoooooOoooDUOooDoODO0ooOoO0ooDUoDDUOooDoDooDUooDUODoDaOo
0000000000 Putative hydrolase RBBP9O PGE,0 PGE,[O EP20 EP40 COX-20 Centr
osomal protein of 170kDall Cathepsin SO NADH-cytochrome b5 reductase 30 Tight jun
ction protein Z0-20 Guanylate kinased Myotubularin-related protein 100 Eukaryoti
c translation initiation factor 4HO UMP-CMP kinasel Ubiquitin-conjugating enzyme
E2 variant 20 Protein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein
MO Protein S100-A110 Eukaryotic translation initiation factor 4B Heterogeneous
nuclear ribonucleoprotein Al0 Transgelin-20 THO complex subunit 40 Keratin type
I cytoskeletal 190 Keratin type 11 cytoskeletal 750 Microtubule-associated prot
ein RP/EB family member 30 Epidermal growth factor receptor kinase substrate 8-1
ike protein 20 CB1 cannabinoid receptor-interacting protein 10 Heterogeneous nuc
lear ribonucleoproteins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like prot

10

20

30

40

50



9) JP 2018-118965 A 2018.8.2

ein 30 Calcium-regulated heat stable protein 10 Ubiquitin-fold modifier-conjugat
ing enzyme 10 Glia maturation factor betall Low molecular weight phosphotyrosine
protein phosphatasell Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidy
lethanolamine-binding protein 10 Annexin A40 AfadinO Retinol-binding protein 10
D-dopachrome decarboxylasell Apolipoprotein MO O O O O BolA-like protein 10 O O
0 I I e I 0 e O B A B A B A B R O A W A B A AR O
I I e A A I B 6 0 A O O W R N O B A
Oooooo
I T I e I e 0 0 O A I B B B A B A R W N N N N A N N N N R NN
O Putative hydrolase RBBP9O PGE,[0 PGE,O EP20 EP40 COX-20 Centrosomal protein of
170kDal] Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protein Z0-2
0 Guanylate kinasell Myotubularin-related protein 100 Eukaryotic translation init
iation factor 4HO UMP-CMP Kkinaseld Ubiquitin-conjugating enzyme E2 variant 20 Pro
tein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein S100-A
110 Eukaryotic translation initiation factor 4B0 Heterogeneous nuclear ribonucle
oprotein Al Transgelin-20 THO complex subunit 40 Keratin type 1 cytoskeletal 19
O Keratin type 1l cytoskeletal 750 Microtubule-associated protein RP/EB family m
ember 30 Epidermal growth factor receptor kinase substrate 8-like protein 20 CB1
cannabinoid receptor-interacting protein 10 Heterogeneous nuclear ribonucleopro
teins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calcium-reg
ulated heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 10 Glia
maturation factor betall Low molecular weight phosphotyrosine protein phosphatas
e Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamine-bind
ing protein 10 Annexin A40 AfadinO Retinol-binding protein 10 D-dopachrome decar
boxylased Apolipoprotein MO O O O O BolA-like protein 10 0 0 00O O ODODOOO
godooboooootbooooo oo bbb bobooUoboDboooboooodd
gooobbooobobooobooooogbooada
ooooo
gooobooooooboooooooo bbb oboo o boDboooboooodd
goooboboooboooooooooobboo b boooUobDbooobobooodd
Putative hydrolase RBBP9O PGE,0 PGE,O EP20 EP40 COX-20 Centrosomal protein of
170kDal] Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protein Z0-2
O Guanylate kinased Myotubularin-related protein 100 Eukaryotic translation init

O0Ooo0oooaoo

iation factor 4HO UMP-CMP Kkinaseld Ubiquitin-conjugating enzyme E2 variant 20 Pro
tein S100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein S100-A
110 Eukaryotic translation initiation factor 4B0 Heterogeneous nuclear ribonucle
oprotein Al0 Transgelin-200 THO complex subunit 40 Keratin type 1 cytoskeletal 19
0 Keratin type 1l cytoskeletal 750 Microtubule-associated protein RP/EB family m
ember 30 Epidermal growth factor receptor kinase substrate 8-like protein 20 CB1
cannabinoid receptor-interacting protein 10 Heterogeneous nuclear ribonucleopro
teins A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calcium-reg
ulated heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 10 Glia
maturation fTactor betall Low molecular weight phosphotyrosine protein phosphatas
el Heterogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamine-bind
ing protein 10 Annexin A40 AfadinO Retinol-binding protein 10 D-dopachrome decar
boxylased Apolipoprotein MO O O O O BolA-like protein 10 000000 O0ODODOOO
I I e T A I R A 6 O N O N O B A W A B R R MO
gogoobooobobbdouoobbooobobooonoao
Oooooo
0 I I e I 0 e O B A B A B A B R O A W A B A AR O

10

20

30

40

50



(10) JP 2018-118965 A 2018.8.2

ooooODbOO00O0o0dooOobODbbOO0DOoU0UoUoo0oo0oDDbDDbO0OUoDOoOoOooObODoboDDOOdPUta
tive hydrolase RBBP9O PGE, 0 PGE,O EP200 EP40 COX-20 Centrosomal protein of 170kDa
0 Cathepsin SO NADH-cytochrome b5 reductase 30 Tight junction protein Z0-20 Guan
ylate kinasel Myotubularin-related protein 100 Eukaryotic translation initiation
factor 4HO UMP-CMP kinasel Ubiquitin-conjugating enzyme E2 variant 20 Protein S
100-A130 Rho GDP-dissociation inhibitor 20 Selenoprotein MO Protein S100-A110 Eu
karyotic translation initiation factor 4B0 Heterogeneous nuclear ribonucleoprote
in Al0 Transgelin-20 THO complex subunit 40 Keratin type | cytoskeletal 190 Kera
tin type Il cytoskeletal 750 Microtubule-associated protein RP/EB family member
30 Epidermal growth factor receptor kinase substrate 8-like protein 200 CB1l canna
binoid receptor-interacting protein 10 Heterogeneous nuclear ribonucleoproteins
A2/B10 Adenylate kinase isoenzyme 10 Ubiquitin-like protein 30 Calcium-regulated
heat stable protein 10 Ubiquitin-fold modifier-conjugating enzyme 10 Glia matur
ation factor betall Low molecular weight phosphotyrosine protein phosphatasel Het
erogeneous nuclear ribonucleoproteins C1/C20 Phosphatidylethanolamine-binding pr
otein 10 Annexin A40 AfadinO Retinol-binding protein 10 D-dopachrome decarboxyla
sel] Apolipoprotein MO O O O O BolA-like protein 10 000000 OODOOOOOO
goooOoboOoO0oOooooooDbDbbOoOooUooUooooDbbUoooOoooobobobooooo
0o0oDoDDOoDo0oo0o0oo0oooDooDoDoDooooad
oooooao
0o00D0ODOO0000O0OQ0O0ODODbOOO0DO0U0U0OU0OO0OO0ODDODOO00O0O0ODORDOAOPutative hydro
lase RBBPOU PGE,0 PGE,0 EP20 EP40 EP20 O 0O O O O EP40 0O O O O O COX-20 COX-20 O
0 O O Centrosomal protein of 170kDal] Cathepsin SO NADH-cytochrome b5 reductase 3
0 Tight junction protein Z0-20 Guanylate kinaseld Myotubularin-related protein 10
0 Eukaryotic translation initiation factor 4HO UMP-CMP kinasel Ubiquitin-conjuga
ting enzyme E2 variant 20 Protein S100-A130 Rho GDP-dissociation inhibitor 20 Se
lenoprotein MO Protein S100-Al1l10 Eukaryotic translation initiation factor 4B0 He
terogeneous nuclear ribonucleoprotein Al0 Transgelin-20 THO complex subunit 40 K
eratin type 1 cytoskeletal 190 Keratin type 1l cytoskeletal 750 Microtubule-asso
ciated protein RP/EB family member 30 Epidermal growth factor receptor Kkinase su
bstrate 8-like protein 20 CB1 cannabinoid receptor-interacting protein 10 Hetero
geneous nuclear ribonucleoproteins A2/B100 Adenylate kinase isoenzyme 10 Ubiquiti
n-like protein 30 Calcium-regulated heat stable protein 10 Ubiquitin-fold modifi
er-conjugating enzyme 10 Glia maturation factor betal Low molecular weight phosp
hotyrosine protein phosphatasel Heterogeneous nuclear ribonucleoproteins C1/C20
Phosphatidylethanolamine-binding protein 10 Annexin A4[0 Afadind Retinol-binding
protein 10 D-dopachrome decarboxylasell Apolipoprotein MO O O O O BolA-like prote
inl0000000dO0oboQo0oboboOoooU0oooooobDbOoUooooooobobooood
OO0
0O 000 0O putative hydrolase RBBPOU O 0O O PGE,0 0O O O PGE,O O O O EP20 O O O EP4
OO0O0OEPRZODODODDOOOEPAD 0000 0ODODODOCOX-200 0 COX-200 0O O 0O Centroso
mal protein of 170kDad O 0O O Cathepsin SO NADH-cytochrome b5 reductase 30 0O O O
Tight junction protein Z0-20 O 0O O Guanylate kinasell O O O Myotubularin-related
protein 100 O O O Eukaryotic translation initiation factor 4HO O O O UMP-CMP Kin
asel]l O O O Ubiquitin-conjugating enzyme E2 variant 20 0O O O Protein S100-A130 O
0O O Rho GDP-dissociation inhibitor 20 O O O Selenoprotein MO Protein S100-Al110
0O O O Eukaryotic translation initiation factor 4BO O O O Heterogeneous nuclear r
ibonucleoprotein Al10 0O O O Transgelin-20 0O 0O O THO complex subunit 40 0O O O Kera
tin type 1 cytoskeletal 190 0O O O Keratin type 11 cytoskeletal 750 0O O O Microtu
bule-associated protein RP/EB family member 30 0O O O Epidermal growth factor rec

10

20

30

40

50



(11)

eptor kinase substrate 8-like protein 20 0O O 0O CB1 cannabinoid receptor-interact
ing protein 10 O O O Heterogeneous nuclear ribonucleoproteins A2/B10 0O O O Adeny

late kinase isoenzyme 10 0O O O Ubiquitin-like protein 30 0O 0O O Calcium-regulated
heat stable protein 10 O O O Ubiquitin-fold modifier-conjugating enzyme 10 O O
0 Glia maturation factor betal 0O O O Low molecular weight phosphotyrosine protei
n phosphatased O O O Heterogeneous nuclear ribonucleoproteins C1/C20 O O O Phosp

hatidylethanolamine-binding
etinol-binding protein 10 O
BolA-like

MO

I e e e e [ e s e [ Iy
e e s e e e ey e e e [ Y Y I

O

Iy ) e e e e e s [ [ Iy

O

OoOOo0ooDoo40ooooouooUdooooUUUD oo LoD oDoDoogoooDooogoggogooao

O

Oooooocoo0ooooo o0 oo oo o0 oo oDooo0oooDoDooooooogo
OoOo0ooOoooo4o0ooooo4ddoooooo oD oo ooDooUoUUoooDoDoogogogoooog

O 0Oooo
O oOooo
O 0Oooo
O oOooo
O 0Ooo
O 0Oooo

O
O
O
O
O
O
O
O

O

O

O0Ooo0oood

O
O
O
O
O
O
O
O
O

O 0Ooo0ooo0oao
O Ooo0oooao
O 0Ooo0ooOoo0oao
O Ooo0oooao

OooooooQgogoo
Ooooooogogogoo

O
O
O
O

O Ooo0oooao
O 0Oo0ooOoao

O

O 0Ooo0ooo
O 0Ooogoo
O O oQgogo
O 0Ooogoo
O O Qoo
O 0Ooo0ooo
O O ogoo
O 0Ooo0ooo
O Ooogoo
O 0Ooo0ooo
O OooQgoo
O 0Ooo0ooo
O OooQgoo
O 0Oo0ooo
O 0OooOgooo
O O oQgogo
O 0Ooo0ooo
O O oQgoo
O 0Ooo0ooo
O OooQgoo
O 0Ooo0ooo
O Ooogoo
O 0Ooo0ooo
O Ooogooo
O 0Ooo0ooo
O 0Ooogoo
Y Y Y
O 0Ooogoo
Y Y
O 0Ooooo

O
O
OJ
O
O
O
(]
O
O
O

O
O
O
O

O

O
O
O
O

O

O Oood

|

O O oQgogo
O 0OooOgoo
O O ogogo
O 0OooOooo
O O ogogo
O 0Ooo0gooo
O Ooogoo
O 0Ooo0gooo
O Ooogoo
O 0Ooo0ooo
O Ooogoo
O 0O o0ooo
O 0Ooogoo
O O oQgogo
O 0Ooogoo
O O ogogo
O 0OooOgooo
O Ooogoo
O 0Ooo0ooo
O Ooogoo
O 0Ooo0ooo
O Ooogoo
O 0Ooo0ooo
O 0Ooogoo
O O ogogog
O 0OooOgoo
O O ogogog
O 0OooOgooo

[

O

O
O
O
O

0
0
0
0

O
O
O
O

protein 10 O O O O Annexin A40 O 0 O AfadinOd O O O R
0 O D-dopachrome decarboxylasel O 0O 0O Apolipoprotein
protein

O

O
O
O

O
O
O
O

O
O
O
O

O

O
O
O

iooo0oooboooooboboooobbooogao
t

O 0Oooo
O Oooo
O 0oo o
O Oooo
O Oooo
O Oooo
O Oooo
O Oooo
O Oooo
O 0Oooo
O Oooo
O 0Oooo
O Oooo
O 0Oooo
O Oooo
O 0O oo
O Oooo
O Oooo
O Oooo
O Oooo
O Oooo

O
O
O

O 0Oooo
O 0Oooo

O O ogoo
O 0Ooo0ooo

O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
OJ
O
(]
O
(]
O

JP 2018-118965 A 2018.8.2

10

20

30

40

50



Iy e e e e ey e e e [ e s s [y
e e e O e e 1 O o A

Iy e e e e sy s o
e e s e e e e sy e s e o B |
Ooo0oooooo o0 oo ooo o0 o oD oo o0 oD oDoDooogoooooo
e s e e e e sy e e s e o B |

O oOoooo
O Ooooo
O oOoooo
O oOoooo
O o0Ooooo
O oOoooo
O o0Ooo0oo0oao
O oOoooo
O 0Ooooo
OoOoooo

O
O
O
O
O
O
O
O

oo oooooogogoo-g
OO0 ooooogogog
oo oooooogogogoo-g
OO0 ooooogogog
Ooooooooogoogo-g
oo ooooogogoo-g
Ooooooooogoogoo
oo oooooogogoo-g
OO0 ooooogogog
oo oooooogogo-g
OO0 ooooogogodg
oo oooooogogooQg

O
O
O
O
O
O
O
O
O
O
O
O

I B
OoOoo0oooaog
I B
OoOoo0oooaoo
OO0Oo0oooog
OoOoo0oooo
OO0Oo0oooog
Oo0Ooo0oooo

OOooOooood
OOoooood
OOoo0ooood
OOooooodg
O 0O0oooodg
OOooooodg
O 0O0oOooood
OOoooood
O O0Ooooood
OOoo0ooood
O Ooooood
OoOooOooood
O O0ooood
OOoo0ooood
OOoo0oooodg
OOooOooood
OOooooodg
O 0O0ooood

O o0Ooo0ooao
O oOoooo
O 0Ooo0ooao
O oOoooo
O 0Oooogoo
O oOoooo
O 0Ooooo
O o0oooo
O Ooooo
O oOoooo
O oOoooo
O o0Ooo0ooao
O oOoooo
O o0Ooo0ooao
O oOoooo
O 0Ooo0ooao
O oOooo

OoOoo0ooood
OOoooood
O0Ooo0oo0oo0ood
OOoo0ooood
O O0O0oO0Ooood
OoOoo0ooood
O O0Oo0ooood
OOoooood
O O0Oo0ooood
OoOoo0ooood
OO0Ooo0ooood
OoOoo0oo0oood
OOoo0ooood
OoOoo0oo0oood
OOoo0ooood
OO0Ooo0oo0oo0ood
OOoooood
O O0Oo0ooood
OoOoo0ooood
OO0Oo0ooood
OOoo0ooood
OOoo0ooood
OOoo0ooood
O0Ooo0ooood
OoOoo0ooood
OOoo0ooood
O0Ooo0oo0oo0ood
OOoo0ooood
O 0O0oO0ooood
OoOoo0ooood
O O0Oo0ooood

O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O
O

O

OOoooooggdg

O OoOooo
O Ooo0ooo
O Ooooo
O Ooo0ooo
O Ooooo
O Ooo0ooOoao
O Ooooo
O O0Oo0ooOoo
O Ooooo
O OoOgooo
O Ooooo
O OoOooo
O Ooooo
O OooOooo
O Ooo0ooo
O Ooooo
O Ooo0ooao
O Ooooo
O O0Oo0ooOoo
O Ooooo
OO oO0ooo
O Ooooo
O OoOooog

Oooo0ooogoQgdg

OOoooooggdg

Oooo0oooQgd

Ooooooggdg

(12)

I B [y |
OOoo0oooao
O 0Oo0oo0ooao
O 0Ooo0oooaoo
O 0Oo0Oooo
O0Ooo0oooao
O 0OooOgooog
O0Ooo0oooao
O OooOoooao
O0Ooo0oooao
O Ooo0oooao
O0Ooo0oo0ooao
O 0Ooo0oooao
O 0Oo0oo0ooao
O 0Ooo0oooao
O 0OoO0Oo0ooo
OOoo0oooao
O 0Oo0Oooo
O 0Oooo

O Oooo

O O0ooo

O Oooo

O

OoOoo0oood
OOoo0ooodg
OoOoo0oood
OoOoo0ooodg
Oo0Ooo0oood
OoOoo0ooodg
O0Ooo0oood
OoOoo0ooodg
I B
OoOoo0ooodg
OO0Oo0ooodg
OoOoo0oood
OOoo0ooodg
OoOoo0oood
OoOoo0ooodg
OoOoo0oood

O o0Oooo

O 0Oooo

O o0Ooo

O oOooo

JP 2018-118965 A 2018.

O o0Oooo

O oOooo

O
O
O
O
OJ
O
O
O
O
O

|

O

O 0Ooo0oooo
O Oogooo
O 0Ooo0oooo

8

.2

10

20

30

40

50



(13) JP 2018-118965 A 2018.8.2

0oo0o00ooDU0ooo0DO0oo0oDUOooDo0DO0oDU0oooDUooDoDooDooDDUOoOoDOoDoODoOO
gooooao
000000000 DoDOo000o0Do0DO00O0o0D0DDOO0ODnaDaOPutative hydrolase RBBP9O
PGE, 0 PGE,O EP20 EP40 COX-20 Centrosomal protein of 170kDal] Cathepsin SO NADH-cy
tochrome b5 reductase 30 Tight junction protein Z0-20 Guanylate kinasel Myotubul
arin-related protein 100 Eukaryotic translation initiation factor 4HO UMP-CMP Ki
nasell Ubiquitin-conjugating enzyme E2 variant 20 Protein S100-A130 Rho GDP-disso
ciation inhibitor 20 Selenoprotein MO Protein S100-A110 Eukaryotic translation i
nitiation factor 4B0 Heterogeneous nuclear ribonucleoprotein Al Transgelin-20 T
HO complex subunit 40 Keratin type 1 cytoskeletal 190 Keratin type 1l cytoskelet
al 750 Microtubule-associated protein RP/EB family member 30 Epidermal growth fa
ctor receptor kinase substrate 8-like protein 2[0 CB1 cannabinoid receptor-intera
cting protein 10 Heterogeneous nuclear ribonucleoproteins A2/B10 Adenylate Kkinas
e isoenzyme 10 Ubiquitin-like protein 30 Calcium-regulated heat stable protein 1
0 Ubiquitin-fold modifier-conjugating enzyme 10 Glia maturation factor betal Low
molecular weight phosphotyrosine protein phosphatasel Heterogeneous nuclear rib
onucleoproteins C1/C20 Phosphatidylethanolamine-binding protein 10 Annexin A40 A
FfadinO Retinol-binding protein 10 D-dopachrome decarboxylasell Apolipoprotein MO
oad BolA-like protein 10 0 0000000 O0ODODDODOOODDODODODOOODODOOOO
gooobooobbtooobbooo oD boooobbooobboodd
O
oo0ooo0ooDOooo0DOooU0ooDOoooOoDo0ooO0ooDUOooDoDOooDoooDOooaOo
oo

O O
O O
O O
O O
OO
O O
O O
O O
O g
O O
|
O O
O O
O O
O O
O O
O O
O O
O O
O O
O O
O O
O O
[ |
O O

O

O

O

O

O

O

gooooboooooboogooboboooobbooboboogao
agao
ooao

OJ
O
O
O
O
O
O
O
O
O
O
OJ
O
OJ
O
O
O
O
O
O
O
O
O
O
OJ
O
OJ

I [ [
O 0o oo
I [ o [

OJ

O

O

O

(]

O

O

O

O

O

O

(]

O

O

O

O

O

O

O

O

O

O

O

O

OJ

O

(]

Ooooooooooogogogoao
O 0o oo

Oo0oDooooooooggdg
OooooooooooQgg
Oo0oDooooooogogoao
OooooooooooQgdg
OooooogoQgoooao

10

20

30



(14)

ooono

JP 2018-118965 A 2018.8.2

ErEUNRHE

Accession Number

Putative hydrolase RBBP9
(retinoblastoma-binding protein 9)

NP_006597. 2

Centrosomal protein of 170kDa

NP_001035863. 1

Cathepsin S

NP_001186668. 1

Epidermal growth factor receptor kinase substrate
8-1like protein 2 '
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