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Disease Number of
mutated cases
(%)
[T cell malignancies]
AITL1 52/73 (71.2)
PTCL-NOS 14/85 (16.5)
with AITL features 11/25 (44 0)
wo AITL features 2/34 (5.9)
ND 1/26 (3.8)
Other T cell malignancies 0/11 (0)
[B cell malignancies]
DLBCL 0/44 (0)
FL 0/19 (0)
Other B cell malignancies 0/28 (0)
[Myeloid malignancies]
AML 0/89 (0)
MDS 0/36 (0)
MPN 0/14 (0)
MDS/MPN 0/3 (0)
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TET2 RHOA IDH2 DNMT3A
57/80 39/80 14/80 23/80
Total
(71.3 %) (48.8 %) (17.5 %) (28.8 %)
AITL 41/48 33/48 14/48 14/48
(85.4%) (68.8%) (29.2%) (29.2%)
16/32 6/32 0/32 9/32
PTCL-NOS
(50.0%) (18.8%) (0%) (28.1%)
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ooooon
Sample CD21+ EBER+ TFH RHOA
ID ki it FDC cells o048 Tl markers | mut
PTCL3 - + - + + - + 0
PTCL6 + + - + + - + 1
PTCL14 - + - + + - + 0
PTCL40 - + - + + - + 0
PTCL44 - + . + + - + 1
PTCL49 - + + + + - + 0
PTCL50 + + - + + - + 1
PTCL51 - + - + + - + 0
PTCL69 + + ND ND + - + 1
PTCL71 + + ND ND + - + 1
PTCL102 - + + + + = + 1
PTCL105 - + ND + + - + 0
PTCL117 - + - + + - + 1
PTCL118 + ND + + + + + 1
PTCL119 - - + + + < + 1
PTCL124 - + ND ND + - + 0
PTCL127 + + ND ND + - + 1
PTCL128 - + ND ND + - + 0
PTCL130 + - ND ND + - + 0
PTCL132 - + ND ND + - + 0
PTCL133 - + ND ND + - + 1
PTCL147 - + ND ND + - + 0
PTCL152 - + ND ND + - + 0
PTCL154 - + ND ND + - + 0
PTCL155 - + ND ND + - + 0
PTCLS - - - + - + - 0
PTCL10 - - - + + + - 0
PTCL12 - - - - - - - 0
PTCL39 - ND ND + + - - 0
PTCL43 - ND ND ND + ND - 0
PTCL45 - - - + + - - 0
PTCL47 - ND - - + - - 0
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Sample ei6 PoA CD21+ EBER+* cD4 ook ks TFH RHOA
ID FDC cells markers | mut
PTCL52 - - - + + - - - 0
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PTCL134 - - ND ND + - - - 0
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PTCL141 - - ND ND - + + - 0
PTCL143 - - ND ND - - + - 0
PTCL146 - - ND ND + - - - 0
PTCL149 - - ND ND - + + . 0
PTCL150 - - ND ND - + + - 0
PTCL151 - - ND ND - - - E 0
PTCL156 - - ND ND + - - - 0
PTCL158 - - ND ND - - - - 0
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