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EhIgE FAmldc DNAGKKUIP CREEICHWET 51—

Cel: 5'- GCTGAAGGTTTTGTTGTCGACCCAGTC -3'

Ce2: 5'- CACGGTGGGCGGGGTGAAGTCCC -3'

CeNotl: 5'- GAATGGTGCGGCCGCGCTGAAGGTTTTGTTGTCG -3'
VHla: 5'- ATGGCCGCAGCTCAGGTKCAGCTGGTGCAG -3'
VHI1b: 5'- ATGGCCGCAGCTCAGGTCCAGCTTGTGCAG -3'
VHlc: 5'- ATGGCCGCAGCTSAGGTCCAGCTGGTACAG -3'
VH1d: 5'- ATGGCCGCAGCTCARATGCAGCTGGTGCAG -3’
VH2a: 5'- ATGGCCGCAGCTCAGATCACCTTGAAGGAG -3'
VH2b: 5'- ATGGCCGCAGCTCAGGTCACCTTGARGGAG -3'
VH3a: 5'- ATGGCCGCAGCTGARGTGCAGCTGGTGGAG -3'
VH3b: 5'- ATGGCCGCAGCTCAGGTGCAGCTGGTGGAG -3'
VH3c: 5'- ATGGCCGCAGCTGAGGTGCAGCTGTTGGAG -3'
VH4a: 5'- ATGGCCGCAGCTCAGSTGCAGCTGCAGGAG -3'
VH4b: 5'- ATGGCCGCAGCTCAGGTGCAGCTACAGCAG -3'
VH5a: 5'- ATGGCCGCAGCTGARGTGCAGCTGGTGCAG -3'
VHo6a: 5'- ATGGCCGCAGCTCAGGTACAGCTGCAGCAG -3'
VH7a: 5'- ATGGCCGCAGCTCAGGTSCAGCTGGTGCAA -3'
VHI1A: 5'- TTACTCGCGGCCCAGCCGGCCATGGCCGCAGCT -3'
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EMkBEERTERAEOcDNAGKKENP CREBIEICHAW: 751 < —

Ck1: 5'- AGGTAGGGCGCGCCTTAACACTCTCCCCTGTTGAAGC -3’
Vxla: 5'- ATGGCAGCGGCTRACATCCAGATGACCCAG -3'
Vkl1b: 5'- ATGGCAGCGGCTGMCATCCAGTTGACCCAG -3'
Vklc: 5'- ATGGCAGCGGCTGCCATCCRGATGACCCAG -3'
Vkld: 5'- ATGGCAGCGGCTGTCATCTGGATGACCCAG -3'
Vk2a: 5'- ATGGCAGCGGCTGATATTGTGATGACCCAG -3'
Vk2b: 5'- ATGGCAGCGGCTGATRTTGTGATGACTCAG -3’
Vx3a: 5'- ATGGCAGCGGCTGAAATTGTGTTGACRCAG -3'
Vk3b: 5'- ATGGCAGCGGCTGAAATAGTGATGACGCAG -3'
Vk3c: 5'- ATGGCAGCGGCTGAAATTGTAATGACACAG -3'
Vik4a: 5'- ATGGCAGCGGCTGACATCGTGATGACCCAG -3'
Vk5a: 5'- ATGGCAGCGGCTGAAACGACACTCACGCAG -3'
Vkéba: 5'- ATGGCAGCGGCTGAAATTGTGCTGACTCAG -3'
Vko6b: 5'- ATGGCAGCGGCTGATGTTGTGATGACACAG -3'
Vk/A1: 5'- TTGTTATTGCTAGCTGCACAACCAGCAATGGCAGCGGCT -3'
CA1: 5'- AGGTAGGGCGCGCCTTATGAACATTCYGYAGGGGC -3
VAla: 5'- ATGGCAGCGGCTCAGTCTGTGCTGACTCAG -3'
VA1b: 5'- ATGGCAGCGGCTCAGTCTGTGYTGACGCAG -3
VAlc: 5'- ATGGCAGCGGCTCAGTCTGTCGTGACGCAG -3
VA2 :5'- ATGGCAGCGGCTCAGTCTGCCCTGACTCAG -3'
VA3a: 5'- ATGGCAGCGGCTTCCTATGWGCTGACTCAG -3'
VA3b: 5'- ATGGCAGCGGCTTCCTATGAGCTGACACAG -3'
VA3c: 5'- ATGGCAGCGGCTTCTTCTGAGCTGACTCAG -3'
VA3d: 5'- ATGGCAGCGGCTTCCTATGAGCTGATGCAG -3'
VA4 : 5'- ATGGCAGCGGCTCAGCYTGTGCTGACTCAA -3'
VA5 : 5'- ATGGCAGCGGCTCAGSCTGTGCTGACTCAG -3'
VA6 : 5'- ATGGCAGCGGCTAATTTTATGCTGACTCAG -3'
VA7 :5'- ATGGCAGCGGCTCAGRCTGTGGTGACTCAG -3'
VA8 : 5'- ATGGCAGCGGCTCAGACTGTGGTGACCCAG -3'
VA4/9: 5'- ATGGCAGCGGCTCWGCCTGTGCTGACTCAG -3'
VA10: 5'- ATGGCAGCGGCTCAGGCAGGGCTGACTCAG -3
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oooooao
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VH1: 5'- ATTTACTCGAGTGAGGAGACGGTGACCAGGGTGCC -3'
VH2: 5'- ATTTACTCGAGTGAAGAGACGGTGACCATTGTCCC -3'
VH3: 5'- ATTTACTCGAGTGAGGAGACGGTGACCAGGGTTCC -3'
VH4: 5'- ATTTACTCGAGTGAGGAGACGGTGACCGTGGTCCC -3'
VHI1A: 5'- TTACTCGCGGCCCAGCCGGCCATGGCCGCAGCT -3'
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E M LEEOFZEFHO P CREIEICHWE T F1 < —

Vik1:5'- TTATAGAGCTCGACATCCAGATGACCCAGTCTCC -3'

Vx2: 5'- TTATAGAGCTCGATGTTGTGATGACTCAGTCTCC -3'
Vk3:5'- TTATAGAGCTCGAAATTGTGTTGACGCAGTCTCC -3'

Vk4: 5'- TTATAGAGCTCGACATCGTGATGACCCAGTCTCC -3'

Vk5: 5'- TTATAGAGCTCGAAACGACACTCACGCAGTCTCC -3'
Vk6: 5'- TTATAGAGCTCGAAATTGTGCTGACTCAGTCTCC -3'
V«7:5'- TATAAGCGGCCGCACGTTTGATTTCCACCTTGGTCCC -3'
Vk8: 5'- TATAAGCGGCCGCACGTTTGATCTCCAGCTTGGTCCC -3'
Vk9: 5'- TATAAGCGGCCGCACGTTTGATATCCACTTTGGTCCC -3'
Vk10: 5'- TATAAGCGGCCGCACGTTTGATCTCCACCTTGGTCCC -3
Vk11: 5'- TATAAGCGGCCGCACGTTTAATCTCCAGTCGTGTCCC -3'
VAL: 5'- ATTTAGAGCTCCAGTCTGTGTTGACGCAGCCGCC -3'

VA2: 5'- ATTTAGAGCTCCAGTCTGCCCTGACTCAGCCTGC -3'
VA3:5'- ATTTAGAGCTCTCCTATGTGCTGACTCAGCCACC -3'

VA4: 5'- ATTTAGAGCTCTCTTCTGAGCTGACTCAGGACCC -3'

VAS: 5'- ATTTAGAGCTCCACGTTATACTGACTCAACCGCC -3'

VA6: 5'- ATTTAGAGCTCCAGGCTGTGCTCACTCAGCCGTC -3'
VAT:5'- ATTTAGAGCTCAATTTTATGCTGACTCAGCCCCA -3'

VA8: 5'- ATATTGCGGCCGCACCTAGGACGGTGACCTTGGTCCC -3'
VA9: 5'- ATATTGCGGCCGCACCTAGGACGGTCAGCTTGGTCCC -3'
VA10: 5'- ATATTGCGGCCGCACCTAAAACGGTGAGCTGGGTCCC -3'
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[ gEICBIAERFAd#EEANT gG 1Y T TITETS
ERFAMEEOP CREEICHWZ 5143 —

C

[

L

[

(

[ 5'Ce: 5'-GCTCACCGTCTCCTCAGCCTCCACACAGAGCCCATCCG-3'

: 3'Ce: 5'-GCATTGCATTGCGGCCGCTTAATGGTGATGGTGATGATGGCTGAAGGT
(

[ TTTGTTGTCGACCC-3'

[ 5'Cy: 5'-GGTCACCGTCTCCTCAGCCTCCACCAAGGGCCC-3'

L

[ 3'Cy: 5'-TTTAGTTTATGCGGCCGCTTAATGGTGATGATGATGGTGACAAGATTTG
[ GGCTCTGC-3

C

[ 5'Ve: 5'-TTACTCGCGGCCCAGCCGGCCATGGCCGCAGCT-3'

[ 3'Ve: 5-TGAGGAGACGGTGACC-3'

C

[ 5'Cxk: 5'-GGGACACGACTGGAGATTAAAACTGTGGCTGCACCATCTGTC-3'

[ 3'Ck: 5'-"AGGTAGGGCGCGCCTTAACACTCTCCCCTGTTGAAGC-3'

[ .

0 5'Vk: 5'-ATGGCAGCGGCTGAAACGACACTCACGCAG-3' KT

[ S-TTGTTATTGCTAGCTGCACAACCAGCAATGGCAGCGGCT-3'

(

0 3'Vk: 5-TTTAATCTCCAGTCGTGTCCC-3'.
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HEVEIN-BINDING MONOCLONAL ANTIBODIES
Tield of the Invention

This invention relates to antibody engineering technology. More particularly, the present
invention relates to human IgE antibodies and derivatives thereof, which bind allergenic
hevein with high affinity and specificity. The present invention also relates to processes for
making and engineering such hevein-binding monoclonal antibodies and to methods for
using these antibodies and derivatives thereof in the field of immunodiagnostics, enabling
qualitative and quantitative determination of allergenic hevein in biological and raw mate-
rial samples, as well as in immunotherapy, enabling blocking of allergenic hevein in al-

lergic patients.
Baclground of the Invention

Almost 20% of the population world-wide are suffering from allergy. Consequently, it is a
health problem of increasing seriousness. Allergy is a hypersensitivity reaction against
substances in air, food or water, which are normally harmless (Corry and Kheradmand,
1999). A new and foreign external agent triggers an allergic reaction, which aims at dispo-
sal of that agent from the body. In IgE-mediated allergic reactions, also called immediate
or type I hypersensitivity reactions, under the first exposure of a foreign substance,
allergen, to the body, IéE-bearing B-cells begin to produce soluble IgE molecules which
will then bind to high-2ffinity IgE receptors present on the surface of a wide variety of
cells, most importantly to mast cells. If the same foreign substance is encountered again,
the cross-linking of the receptor-bound IgE molecules by the allergen occurs, resulting in
cellular activation followed by the release of toxic products such as histamines, which will

elicit the signs and symptoms of an allergic reaction.

Latex allergy is a serious medical problem with an increasing number of patients (Slater,
1994, Turjanmaa et al., 1996). Latex is a complex intracellular product, a milky sap,
produced by the laticiferous cells of the rubber tree, Hevea brasiliensis, which is used in a
variety of everyday articles, e.g. for the production of gloves, balloons, and condoms, and

in manufacturing of medical devices. Latex allergy is a serious problem especially with
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health-care workers, rubber industry workers and patients having undergone several
surgical procedures. Latex allergy has also been reported to be associated with pollen
allergies and food allergies (Nel and Gujuluva, 1998). The cross-reactivity between latex
and food allergens is established as the latex-fruit syndrome that might be the consequence
of hevein-like protein domains or similar epitopes (Brehler ef al., 1997, Chen et al., 1998,
Mikkola ef al., 1998). Many latex proteins have been identified as allergens (Breiteneder
and Scheiner, 1998). One of the major latex allergens is hevein, which is a defence protein
involved in, for instance, the inhibition of several chitin-containing fungi (Lee er al., 1991,
Alenius ef al., 1996, Chen et al., 1997) . Hevein is a small chitin-binding protein of 43
amino acids with four disulphide bonds. Its three-dimensional structure has been determ-
ined by X-ray diffraction and NMR (Rodriguez-Romero ef al., 1991; Andersen et al.,
1993).

IgE antibodies distinctively recognise allergenic epitopes, which would be useful in clinics
or immunodiagnostics for detecting and determining allergen concentrations of complex
materials. Further, allergenic epitopes are usually different from the immunogenic epitopes
of proteins. This fact has hampered the production of monoclonal antibodies capable of
specific binding of allergenic epitopes by conventional methodology such as hybridoma
technology. It has been recently shown that the development of allergen-specific IgE
antibodies is possible by the phage display technology (Steinberger et al., 1996). This
methodology is giving new tools to produce allergen-specific recombinant antibodies that

can be produced in consistent quality for clinical and diagnostic applications.

Summary of the Invention

We describe in this application the development and characterisation of human IgB
antibody fragments that bind allergenic hevein with affinity and specificity high enough to
be utilised as reagents in immunoassays designed for the qualitative and quantitative
measurement of hevein in biological samples and, in immunotherapy of allergic patients.
Specifically, the present invention describes selection of human IgE antibodies specific to
hevein by the phage display technique, and the characterisation of the binding properties of
the engineered antibody fragments produced in E.coli.
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This invention thus provides new reagents to be utilised in different kinds of immunoassay
protocols, as well as human immunotherapy. The invention also permits guaranteed con-
tinuous supply of these specific reagents of uniform quality, eliminating inherent batch-to-
batch variation of polyclonal antisera. These advantageous effects permit the manufacture

of new, specific and economical immunodiagnostic assays of uniform quality.

Consequently, one specific object of the present invention is to provide human IgE mono-
clonal antibodies, fragments thereof, or other-derivatives of such antibodies, which bind
hevein with affinity and specificity high enough to allow qualitative and quantitative mea-
surement of hevein in biological samples, as well as their use in immunotherapy. The
monovalent antibodies of the present invention demonstrate a specific binding to allergenic

hevein.

Another object of the present invention is to provide cDNA clones encoding hevein-speci-
fic antibody chains, as well as constructs and methods for expression of such clones to pro-

duce hevein-binding antibodies, fragments thereof or other derivatives of such antibodies.

A further object of this invention is to provide methods of using such hevein-binding anti-
bodies, fragments thereof or other derivatives of such antibodies, or combinations of them
for qualitative and quantitative measurement of hevein in biological samples. Additionally,
this invention provides hevein-binding antibodies, fragments thereof or other derivatives of

such antibodies, or combinations of them for immunotherapy in allergic patients.

Other objects, features and advantages of the present invention will be become apparent
from the following drawings and detailed description. It should be understood, however,
that the detailed description and the specific examples, while indicating preferred em-
bodiments of the invention, are given for illustration only, since various changes and
modifications within the spirit and scope of the invention will become apparent to those

skilled in the art from this detailed description.

JP 2005-500826 A 2005.1.13
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Brief Description of the Drawings

The figures of the constructions are not in scale.

Figure 1 shows a schematic presentation of an intact human IgE subclass antibody, Fab
fragment and single-chain antibody (scFv). The antigen-binding site is indicated by a
triangle.

Figure 2 shows schematically the panning procedure.

Figure 3 shows a schematic presentation of the scFv phage display vecior used for the

construction of scFv phage libraries.

Figure 4 shows the deduced amino acid sequence of the heavy chain variable region of the
1A4 and 1C2 antibodies. The Complementarity Determining Regions (CDRs) are
underlined. Numbering is according to Kabat (Kabat ef al., 1991).

Figure 5 shows the deduced amino acid sequence of the light chain variable region of the
1A4 and 1C2 antibodies. CDRs are underlined. Numbering is according to Kabat (Kabat ef
al., 1991).

Figure 6a shows the curve obtained from the competitive ELISA of 1A4 Fab fragment
with human IgG1 subtype whose binding to hevein has been inhibited by latex
polypeptide.

Figure 6b shows the curve obtained from the competitive ELISA of 1C2 Fab fragment
with human IgG1 subtype whose binding to hevein has been inhibited by latex
polypeptide.

Figure 7 shows the result of the competitive ELISA. The binding of 1A4 Fab fragments
with human IgG1 subtype to hevein is inhibited by allergenic epitopes (6-mer and 13-mer)

of the hevein.
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Abbreviations
c¢DNA complementary deoxyribonucleic acid
CDR complementarity determining region
DNA deoxyribonucleic acid
E. coli Escherichia coli

ELISA enzyme-linked immunosorbent assay

Fab fragment with specific antigen binding

Fd variable and first constant domain of a heavy chain

Fv variable regions of an antibody with specific antigen binding

GFP green fluorescent protein

IgE immunoglobulin E

mRNA messenger ribonucleic acid

NMR nuclear magnetic resonance

PCR polymerase chain reaction

RNA ribonucleic acid

scFyv single-chain antibody

supE” a genotype of bacterial strain carrying a glutamine-inserting amber
suppressor tRNA

Vu variable region of a heavy chain

Vi variable region of a light chain

Detailed Description of the Invention

The following definitions are provided for sonie terms used in this specification. The
terms, "inmmunoglobulin", "heavy chain”, “light chain" and "Fab" are used in the same way

as in the Buropean Patent Application No. 0125023.

"Antibody" in its various grammatical forms is used herein as a collective noun that refers
to a population of immunoglobulin molecules and/or immunologically active portions of
immunoglobulin molecules, i.e., molecules that contain an antigen binding site or a

paratope.

2005-500826

A 2005.1.13
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An "antigen-binding site", a "paratope", is the structural portion of an antibody molecule

that specifically binds an antigen.

Exemplary antibodies are those portions of an immunoglobulin molecule that contain the

paratope, including those portions known as Fab and Fv.

"Fab" (fragment with specific antigen binding), a portion of antibodies can be prepared by
the proteolytic reaction of papain on substantially intact antibodies by methods that are
well known. See for example, U.S. Patent No. 4,342,566. Fab fragments can also be
produced by recombinant methods, which are well known to those skilled in the art. See,
for example, U.S. Patent 4,949,778.

"Domain" is used to describe an independently folding part of a protein. General structural

definitions for domain borders in natural proteins are given in Argos, 1988.

A "variable domain" or "Ev" is used to describe those regions of the immunoglobulin
molecule, which are responsible for antigen or hapten binding. Usually these consist of
approximately the first 100 amino acids of the N-termini of the light and the heavy chain of

the immunoglobulin molecule.

"Single-chain antibody" (scFv) is used to define a molecule in which the variable domains
of the heavy and light chain of an antibody are joined together via a linker peptide to form

a continuous amino acid chain synthesised from a single mRNA molecule (transcript).

"Linker" or "linker peptide” is used to describe an amino acid sequence that extends

between adjacent domains in a natural or engineered protein.

A "hevein-binding antibody" is an antibody, which specifically recognises hevein and

binds to it, due to interaction mediated by its variable domains.

As examples of fragments of such antibodies falling within the scope of the invention we
disclose here scFv fragments of 1A4 and 1C2 as shown in Figures 4 and 5. In one preferred
embodiment, the present invention thus provides derivatives of hevein-binding antibodies,

e.g. Fab fragments or scFv fragments. It will be appreciated that mutant versions of the
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CDR sequences or complete Vi and Vy sequences having one or more conservative
substitutions which do not substantiaily affect binding capability, may alternatively be
employed.

For use in immunoassay, e.g. for qualitative or quantitative determination of hevein in
biological samples, antibodies and antibody derivatives of the invention may be labelled.
For these purposes, any type of label conventionally employed for antibody labelling is

acceptable.

For use in immunotherapy, e.g. for blocking allergenic hevein in allergic patients,
antibodies and antibody derivatives of the invention may be labelled. For these purposes,
any pharmaceutically acceptable label conventionally employed for antibody labelling is

appropriate.

In another aspect, the present invention also provides DNA. molecules encoding an anti-
body or antibody derivative of the invention, and fragments of such DNAs, which encode
the CDRs of the VL and/or Vy region. Such a DNA may be cloned in a vector, more parti-
cularly, for example, an expression vector which is capable of directing expression of anti-
body derivatives of the invention, or at least one antibody chain or a part of one antibody

chain.

In a further aspect of the invention, host cells are provided, selected from bacterial cells,
yeast cells, fungal cells, insect cells, plant cells and mammalian cells, containing a DNA
molecule of the invention, including host cells capable of expressing an antibody or anti-
body derivative of the invention. Thus, antibody derivatives of the invention may be
prepared by culturing host cells of the invention expressing the required antibody chain(s),
and either directly recovering the desired protein or, if necessary, initially recovering and

combining individual chains.

The above-indicated scFv fragments were obtained by biopanning of a human IgE scFv-
phage library using allergenic recombinant hevein. The human IgE scFv-phage library was
constructed from mRNAs isolated from lymphocytes of a latex-allergic patient. The vari-
able region of the light and heavy chain ¢cDNAs were synthesised usirng human IgB-speci-
fic primers for Fd ¢cDNAs and human kappa (x) and lambda () light chains using human
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and A chain specific primers. The variable regions of the light and heavy chains were
amplified by PCR using human « and A chain specific primers for Vic and VA cDNAs and
human IgE specific primers for Vi cDNAs, respectively. The human IgE scFv library was
constructed by cloning the variable region cDNAs into a scFv phage display vector using

restriction sites introduced into the PCR primers.

The human IgE scFv library was selected by phage display using a panning procedure. The
human IgE scFv phage library was screened by a biotinylated allergenic recombinant
hevein in solution and the binders were captured on streptavidin. The elution of phages
was done with 100 mM HCI (pH 2.2) followed by immediate neutralisation with 2 M Tris
solution. The phage eluate was amplified in Z. coli cells, After 5 rounds of biopanning,
soluble scFv fragments were produced from isolated phages. The binding specificity of the
selected scFv fragments was analysed by BELISA. Several hevein-specific scFv fragment

clones were obtained.

As described herein, the phage display technique is an efficient and feasible approach to
develop human IgE recombinant anti-hevein antibodies for diagnostic and therapeutic

applications.

While one successful selection strategy for obtaining antibody fragments of the invention
has been described, numerous variations, by which antibody fragments of the invention
may be obtained, will be apparent to those skilled in the art. It may prove possible to select
scFv fragments of the invention direcily from a phage or microbial display library of scFv
fragment or its derivatives. A phage or microbial cell, which presents a scFv fragment or
other antibody fragment of the invention as a fusion protein with a surface protein, repre-
sents a still further aspect of the invention.

While microbial expression of antibodies and antibody derivatives of the invention offers
means for efficient and economical production of highly specific reagents of uniform
quality suitable for use in immunodiagnostic assays and immunotherapy, alternatively it
may prove possible to produce such a reagent, or at least a portion thereof, synthetically.
By applying conventional genetic engineering techniques, initially obtained antibody
fragments of the invention may be altered, e.g. new sequences linked, without substantially

altering the binding characteristics. Such techniques may be employed to produce novel
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hevein-binding hybrid proteins, which retain both affinity and specificity for hevein as
defined hereinbefore.

The development and characterisation of the human hevein-binding recombinant anti-
bodies and their usefulness in immunoassays is now described in more detail in the

following examples.
EXAMPLE 1

THE RECOMBINANT HEVEIN-SPECIFIC scFv FRAGMENT BY PHAGE DISPLAY
SELECTION

In this example the human IgE scFv library was constructed and selected by allergenic
hevein in order to isolate scFv fragments with affinity and specificity to hevein. Construct-
ion of human IgE scFv phage library was prepared indirectly by constructing IgE Fab-ic
and Fab-A libraries first, and then the particular library DNAs were used for PCR ampli-

fication of variable domains of heavy and light chains.
L Construction of the human IgE scFv phage libraries

100 ml of hépan'nised blood was obtained from a latex-allergic patient. Lymphocytes were
isolated according to an Ig-Prime kit protocol (Novagen). Per 10 ml of blood 30 mi of lysis
buffer (155 mM NH4Cl, 10 mM NH;HCO;, 0.1 mM EDTA, pH 7.4) was added and incub-
ated on ice for 15 min with shaking occasionally. After centrifugation at 450 g for 10 min
the lymphocytes, i.e. the white blood cell pellet, were collected, The pellet was washed
twice with lysis buffer and after the final centrifugation the lymphocyte pellet was resus-
pended in D-solution. Lymphocyte RNAs were isolated using Promega's RNAgents Total
RNA Isolation kit according to the manufacturer’s protocol. The first strand cDNA syn-
thesis was carried out using Promega's Reverse Transcription system kit. For the synthesis
of Fd-fragment cDNA and light chain cDNAs the primers of the constant region of the
epsilon (g) chain (Cel and Ce2) and the primer of the kappa (Ck1) and lambda (CA1) chain
were used, respectively. Primers used for the cDNA synthesis and PCR amplifications of
human IgE Fd region and light chains are showed in Table I and Table II.
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PCR amplifications were carried out in two steps: a primary PCR for amplifying Fd and
light chains from ¢cDNA templates and a secondary PCR for adding restriction sites to the
S'-end of the DNA fragments obtained after a primary PCR. First the Fd region was
amplified by PCR using the primers specific for the variable region of the heavy chains
(VH1a-VH7a) and CelNotl primer. Accordingly, the kappa and lambda light chains
were amplified using specific primers for variable region of the light chains (Vic1a-Vic6b
and VA1a-VA10) and Ce1Notl primer, respectively. Primers for the secondary PCR were
Cx1 and Vi/Al and Ce2 for the Fd region, Vie/A1 and Chl1 for the kappa light chain and
VA1A and Ci/A1 for the lambda light chain. The primary PCR amplification was done at
the following conditions: 1 cycle of 3 min at 93°C for denaturation, 7 cycles of 1 min at
93°C, 30 s at 63°C and 50 s at 58°C for annealing and 1 min at 72°C for elongation, 23
cycles of 1 min at 93°C, 30 s at 63°C and 1 min at 72°C followed by 1 cycle of 10 min at
72°C. For the secondary PCR the amplification conditions were as follows: 1 cycle of 3
min at 95°C for denaturation, 25 cycles of 1.5 min at 94°C, 1 min at 65°C for annealing and
1.5 min at 72°C for elongation followed by 1 cycle of 10 min at 72°C. Between the primary
and the secondary PCR and after the secondary PCR the amplified DNA fragments were
purified.

The final PCR products of the different antibody fragments were pooled and digested with
appropriate restriction enzymes. Digested DNA fragments, encoding IgE Fd region and x
and A light chains, were ligated into a phagemid vector and transformed into E. coli XL-1
Blue cells to yield an Fab-ic and Fab- libraries of 10¢ independent clones. To avoid
possible problems on the expression of Fab fragments on a phage particle an antibody
library in scEv format was constructed. Phagemid DNAs from different libraries were
isolated and used as template DNAs for amplifying the variable regions of the human IgE

heavy and human light chains in order to construct human IgE scFv-k and scFv-A libraries.

PCR amplification of the variable region of the heavy chain was carried out using human
'V specific primers (VH1-VH4 and VH1A). Amplification of the variable region of the
light chains was done using the following primer pairs: Vi1-Vi7, Vi2-Vk8, Vk3-Vi9,
V4-Vic10, Vk5-Vx11 and Vi6-Vic11 for human kappa chain and VA1-VAS, VA2-VA9,
VA3-VA9, VA4-VA9, VA5-VA10, VAG-VA10 and V?»7—V7\.10 for human lambda chain (see
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Tables III and IV). The amplified DNA fragments were purified and digested in order to
ligate into a scFv phage display vector (Fig.3). Ligation mixtures were transformed into £.
coli XL-1 Blue cells resulting in the human IgE scFv-i and scFv-A libraries with approx-

imately 10° independent clones.
IL Selection of the human scFv-libraries

The human scFv-x and scFv-A libraries were selected by the phage display technique
(McCafferty ef al., 1990, Barbas et af., 1991). To isolate hevein-binding antibody frag-
ments, the human JgE scFv-i and scFv-A libraries displayed on the surface of the bacterio-
phage were pooled and panned using an affinity panning procedure (Fig.2). First the phage
pools were allowed to react either with biotinylated, immunoreactive hevein or with a bio-
tinylated control protein (background) for 1.5 h. Thereafter, the phage pools were transfer-
red to microtitre plate wells coated with biotin binding streptavidin. After a 30-min incu-
bation, the wells were washed 3 times with PBS and the binders were eluted with acidic
bufter (100 mM HCI, pH 2.2), and immediately neutralised with 2M Tris solution. For the
next panning round the eluted phage pools were amplified by infecting E. coli XL-1 Blue

cells, Five rounds of panning were performed.
HI. Characterisation of the hevein-binders

After the last panning cycle scFv phage display DNA was isolated and transformed into E.
coli HB2151 (supE’) cells in order to express soluble scFv fragments. Between the scFv
sequence and the phage gene I1I sequence the scFv phage display vector contains TAG-
amber stop codon which will be translated as glutamate in E. coli strains with supE"
genotype but as a stop codon in E. coli strains with supE” genotype. Sixty-two individual
clones were grown in a small scale to produce soluble scFv fragments for preliminary
characterisation. Clones were analysed on ELISA test using hevein-coated wells to catch
the hevein-specific binders and control protein wells to see non-specific binding (data not
shown). Most of the clones bound with high affinity to hevein. Nineteen of the most
promising clones were sequenced (Sanger ef al., 1977) and two of them were selected for
further characterisation (Figures 4 and 5).

JP 2005-500826 A 2005.1.13
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EXAMPLE 2

CLONING AND CHARACTERISATION OF HUMAN Fab FRAGMENTS WITH
HEVEIN-BINDING SPECIFICITY

In this example the human IgE scFvs with hevein-binding specificity were converted to
human Fab fragments with IgG1 subtype. Due to known difficulties in forming muitimers,
the 1A4 and 1C2 scFvs, obtained from the scFv antibody library, were cloned and bac-
terially expressed as Fab fragments (Holliger e al., 1993, Desplancq et al., 1994). The
resulting antibody fragments were further characterised by a competitive ELISA.

L Cloning of the human Fab fragments with hevein-binding specificity
The Fd regions were amplified by overlapping PCR. The primers used for the PCR are
given in Table V.

The resulting cDNAs of the Fd region and light chains were cloned into the bacterial
expression vector, pKKtac and then transformed into . coli RV308. Soluble Fab frag-
ments designated to 1A4G and 1C2G were produced and the Fab fragments were purified
by an introduced C-terminal hexahistidinyl tag on a Sepharose column with immobilised

nickel to a substantial purity (data not shown).
IL. Characterisation of the human Fab fragments

The characterisation of the purified 1A4G and 1C2G was performed by competitive
ELISA. First, increasing amounts of latex polypeptides, isolated from latex examination
gloves according to Alenius and co-workers (1996), were incubated with the samples,
1A4G and 1C2G, and then the reaction mixtures were applied onto microtitre plate wells
coated with allergenic GEP-hevein fusion protein. Preparation of latex polypeptides have
been analysed to contain high latex allergenic activity (data not shown). Figure 6 shows the
result of the competitive ELISA. The binding of the 1A4G (Figure 6a) and 1C2G (Figure

6b) to hevein could be inhibited by adding increasing amounts of native hevein.
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IgE antibodies bind specifically to allergenic epitopes. To study the binding specificity of
the 1A4G antibody in more detail a competitive ELISA with peptides comprising the
allergenic epitopes was performed (Figure 7). Banerjee and co-workers (1997) have
studied the allergenic epitopes of hevein, and they found two potential allergenic epitopes,
6-mer and 13-mer. In competitive ELISA the binding of the 1A4G to the immobilised
hevein was inhibited by using the peptides of the allergenic epitopes. These results obtain-
ed in different competitive ELISAs indicate that the antibodies isolated from the antibody
library can bind specifically to the recombinant hevein and the native hevein as well. In
addition, the preliminary results demonstrate that the 1A4G antibody binds specifically to

the allergenic epitopes of hevein.

JP 2005-500826 A 2005.1.13
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TABLE I: Primers used for cDNA synthesis and PCR amplification of the human IgE Fd

region.

Cel: 5'- GCTGAAGGTTTTGTTGTCGACCCAGTC -3

Cs2: 5- CACGGTGGGCGGGGTGAAGTCCC -3

CeNotl: 5'- GAATGGTGCGGCCGCGCTGAAGGTTTTGTTGTCG -3'
VHla: 5'- ATGGCCGCAGCTCAGGTKCAGCTGGTGCAG -3
VHIb: 5'- ATGGCCGCAGCTCAGGTCCAGCTTGTGCAG -3'
VHIe: 5'- ATGGCCGCAGCTSAGGTCCAGCTGGTACAG -3'
VHI1d: 5'- ATGGCCGCAGCTCARATGCAGCTGGTGCAG -3'
VH2a: 5'- ATGGCCGCAGCTCAGATCACCTTGAAGGAG -3'
VH2b: 5'- ATGGCCGCAGCTCAGGTCACCTTGARGGAG -3'
VH3a: 5'- ATGGCCGCAGCTGARGTGCAGCTGGTGGAG -3'
VH3b: 5'- ATGGCCGCAGCTCAGGTGCAGCTGGTGGAG -3
VH3e¢: 5'- ATGGCCGCAGCTGAGGTGCAGCTGTTGGAG -3'
VH4a: 5'- ATGGCCGCAGCTCAGSTGCAGCTGCAGGAG -3'
VH4b: 5'- ATGGCCGCAGCTCAGGTGCAGCTACAGCAG -3
VHS5a: 5'- ATGGCCGCAGCTGARGTGCAGCTGGTGCAG -3'
VHéa: 5'- ATGGCCGCAGCTCAGGTACAGCTGCAGCAG -3'
VH7a: §'- ATGGCCGCAGCTCAGGTSCAGCTGGTGCAA -3'
VHIA: §5'- TTACTCGCGGCCCAGCCGGCCATGGCCGCAGCT -3'

A 2005.1.13
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TABLE II: Primers used for cDNA synthesis and PCR amplification of human kappa and

lambda chains.

Ckl: 5~ AGGTAGGGCGCGCCTTAACACTCTCCCCTGTTGAAGC -3'

Vkla: 5~ ATGGCAGCGGCTRACATCCAGATGACCCAG -3'
Viklb: 5'- ATGGCAGCGGCTGMCATCCAGTTGACCCAG -3'
Vkle: §- ATGGCAGCGGCTGCCATCCRGATGACCCAG -3'
Vild: 5'- ATGGCAGCGGCTGTCATCTGGATGACCCAG -3
Vi2a: 5- ATGGCAGCGGCTGATATTGTGATGACCCAG -3'
Vi2b: 5- ATGGCAGCGGCTGATRTTGTGATGACTCAG -3
Vi3a: 5'- ATGGCAGCGGCTGAAATTGTGTTGACRCAG -3'
Vi3b: 5'- ATGGCAGCGGCTGAAATAGTGATGACGCAG -3'
Vi3e: 5'- ATGGCAGCGGCTGAAATTGTAATGACACAG -3'
Vida: 5'- ATGGCAGCGGCTGACATCGTGATGACCCAG -3'
Vx5a: 5 ATGGCAGCGGCTGAAACGACACTCACGCAG -3'
Vk6a: 5'- ATGGCAGCGGCTGAAATTGTGCTGACTCAG -3'
Vk6b: 5'- ATGGCAGCGGCTGATGTTGTGATGACACAG -3'

VEk/A1: 5" TTGTTATTGCTAGCTGCACAACCAGCAATGGCAGCGGCT -3
CAlL: 5 AGGTAGGGCGCGCCTTATGAACATTCYGYAGGGGC -3

Vila: 5 ATGGCAGCGGCTCAGTCTGTGCTGACTCAG -3'
VAlb: 5'- ATGGCAGCGGCTCAGTCTGTGYTGACGCAG -3'
VAle: 5'- ATGGCAGCGGCTCAGTCTGTCGTGACGCAG -3
VA2 : 5- ATGGCAGCGGCTCAGTCTGCCCTGACTCAG -3'
VA3a: 5'- ATGGCAGCGGCTTCCTATGWGCTGACTCAG -3'
VA3b: 5'- ATGGCAGCGGCTTCCTATGAGCTGACACAG -3'
VA3e: 5'- ATGGCAGCGGCTTCTTCTGAGCTGACTCAG -3'
VA3d: 5 ATGGCAGCGGCTTCCTATGAGCTGATGCAG -3'
VA4 : 5'- ATGGCAGCGGCTCAGCYTGTGCTGACTCAA -3'
VA5 : 5'- ATGGCAGCGGCTCAGSCTGTGCTGACTCAG -3
VA6 : 5'- ATGGCAGCGGCTAATTTTATGCTGACTCAG -3'
VA7 : 5'- ATGGCAGCGGCTCAGRCTGTGGTGACTCAG -3'
VA8 : 5'- ATGGCAGCGGCTCAGACTGTGGTGACCCAG -3'

JP 2005-500826 A 2005.1.13
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VA4/9: 5'- ATGGCAGCGGCTCWGCCTGTGCTGACTCAG -3
VA10: 5'- ATGGCAGCGGCTCAGGCAGGGCTGACTCAG -3'

TABLE III: Primers used for PCR amplification of the human variable regions of the
heavy chain.

VHI: 5'- ATTTACTCGAGTGAGGAGACGGTGACCAGGGTGCC -3'
VH2: 5'- ATTTACTCGAGTGAAGAGACGGTGACCATTGTCCC -3'
VH3: 5'- ATTTACTCGAGTGAGGAGACGGTGACCAGGGTTCC -3'
VH4: 5'- ATTTACTCGAGTGAGGAGACGGTGACCGTGGTCCC -3'
VHIA: §'- TTACTCGCGGCCCAGCCGGCCATGGCCGCAGCT -3

A 2005.1.13
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TABLE IV: Primers used for PCR amplification of the human variable regions of the light

chains.

Vi

Vi2:

Vi

8

Vid:

V!

G

Vi6:
ViT7:
Vie8:
Vi

Vil
Vxl
VAl
Va2

VA3:
Vad:
VAS:
VA6:
VAT:

VA

@

Va9:

Val

: 5 TTATAGAGCTCGACATCCAGATGACCCAGTCTCC -3'

5'- TTATAGAGCTCGATGTTGTGATGACTCAGTCTCC -3'

: 5- TTATAGAGCTCGAAATTGTGTTGACGCAGTCTCC -3

5- TTATAGAGCTCGACATCGTGATGACCCAGTCTCC -3'

: 5'- TTATAGAGCTCGAAACGACACTCACGCAGTCTCC -3

5- TTATAGAGCTCGAAATTGTGCTGACTCAGTCTCC -3'

5- TATAAGCGGCCGCACGTTTGATTTCCACCTTGGTCCC -3'
5- TATAAGCGGCCGCACGTTTGATCTCCAGCTTGGTCCC -3'
5'- TATAAGCGGCCGCACGTTTGATATCCACTTTGGTCCC -3'
0: 5- TATAAGCGGCCGCACGTTTGATCTCCACCTTGGTCCC -3
1: 5'- TATAAGCGGCCGCACGTTTAATCTCCAGTCGTGTCCC -3'
: 5~ ATTTAGAGCTCCAGTCTGTGTTGACGCAGCCGCC -3'

1 5~ ATTTAGAGCTCCAGTCTGCCCTGACTCAGCCTGC -3'

5- ATTTAGAGCTCTCCTATGTGCTGACTCAGCCACC -3'

5'- ATTTAGAGCTCTCTTCTGAGCTGACTCAGGACCC -3'

5'- ATTTAGAGCTCCACGTTATACTGACTCAACCGCC -3'

5'- ATTTAGAGCTCCAGGCTGTGCTCACTCAGCCGTC -3'

5'- ATTTAGAGCTCAATTTTATGCTGACTCAGCCCCA -3'

: 5'- ATATTGCGGCCGCACCTAGGACGGTGACCTTGGTCCC -3’
5 ATATTGCGGCCGCACCTAGGACGGTCAGCTTGGTCCC -3'
0: 5'- ATATTGCGGCCGCACCTAAAACGGTGAGCTGGGTCCC -3'

JP 2005-500826 A 2005.1.13
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TABLE V: Primers used for PCR amplification of the uman Fd regions with IgE and
1gG1 subtype.

5'Ce: 5"-GCTCACCGTCTCCTCAGCCTCCACACAGAGCCCATCCG-3'

3'Ce: 5"-GCATTGCATTGCGGCCGCTTAATGGTGATGGTGATGATGGCTGAAGGT
TTTGTTGTCGACCC-3'

5'Cy: 5-GGTCACCGTCTCCTCAGCCTCCACCAAGGGCCC-3'

3'Cy: 5-TTTAGTTTATGCGGCCGCTTAATGGTGATGATGATGGTGACAAGATTTG
GGCTCTGC-3'

5'Ve: S-“TTACTCGCGGCCCAGCCGGCCATGGCCGCAGCT-3"

3'Ve: 5“TGAGGAGACGGTGACC-3'

5'Ci: $-GGGACACGACTGGAGATTAAAACTGTGGCTGCACCATCTGTC-3

3'Cx: 5-AGGTAGGGCGCGCCTTAACACTCTCCCCTGTTGAAGC-3'

5'Vk: 5'-ATGGCAGCGGCTGAAACGACACTCACGCAG-3' and

S-TTGTTATTGCTAGCTGCACAACCAGCAATGGCAGCGGCT-3'
3'Vi: 5“TTTAATCTCCAGTCGTGTCCC-3'.

JP 2005-500826 A 2005.1.13
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Claims

1. A monoclonal antibody with binding specificity to allergenic hevein, or a functional

fragment or derivative thereof.

2. The monoclonal antibody according to claim 1, wherein the fragment is a scFv

fragment or a Fab fragment.

3. The monoclonal antibody according to claim 2, wherein the scFv fragment or the Fab

fragment are derived from an antibody belonging to an IgE subclass.

4. The monoclonal antibody according to claim 2, wherein the fragment is scFv fragment
1A4 or 1C2.

5. An isolated DNA molecule encoding the monoclonal antibody or a fragment or
derivative thereof according to any one of the preceding claims, and fragments of such

DNA, which encode at least one antibody chain of said antibody or antibody derivative.

6. The isolated DNA molecule according to clajm 5, wherein the antibody chain is the
CDR of the V1, and/or Vg region.

7. The isolated DNA molecule according to claim 5 cloned into a vector.

8. The isolated DNA molecule according to claim 7, wherein said vector is an expression
vector capable of expressing antibodies, as well as fragments and derivatives thereof as
claimed in any one of claims 1 to 4.

9. A host cell containing a DNA according to any one of claims 5 to 8.

10. The host cell according to claim 9, capable of expressing 4 monoclonal antibody or a

fragment or derivative thereof as claimed in any one of claims 1 10 4 or at least one

antibody chain of said antibody or antibody derivative.
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11. The host cell according to claim 10, wherein the antibody chain is the scFv fragment

as claimed in any one of claims 2 to 4.

12. A method of preparing a monoclonal antibody or a fragment or derivative thereof
according to any one of claims 1 to 4, comprising the steps of
- culturing a host cell according to claim 9 capable of expressing at least one of the
required antibody chains, and

- recovering said antibody or antibody fragment or derivative.

13. The method according to claim 12, further comprising the steps of
- combining component chains after the recovery step,
- introducing combined component chains into a second host cell, and

- recovering said combined component chains.

14. The method according to claim 12, further comprising the step of labelling said

antibody or antibody derivative.

15. A method of preparing a monoclonal antibody or a fragment or derivative thereof
according to any one of claims 1 to 4, comprising the step of

- synthetically producing at least a portion of said antibody or antibody derivative.

16. A phage or microbial cell which presents an antibody fragment according to any one

of claims 2 to 4 as a fusion protein with a surface protein.

17. A method of selecting an antibody fragment according to any one of claims 2 to 4,
comprising the steps selecting said antibody fragment from a display library of antibody

fragments containing a phage or cell according to claim 16.
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18. A method of assaying hevein in a sample, comprising the steps of
- obtaining said sample, and
~ assaying for hevein by employing a monoclonal antibody or a fragment or

derivative thereof according to any one of claims 1 to 4.

19. A test kit comprising an antibody or a fragment or derivative thereof according to

any one of claims 1 to 4 in a suitable container for transport and storage.

20. A monoclonal antibody or a fragment or derivative thereof according to any one of

10 claims 1 to 4 for use in immunodiagnostics.

21. A monoclonal antibody or a fragment or derivative thereof according to any one of

claims 1 to 4 for use in immunotherapy.

JP
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Figure 1
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Figure 2
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Figure 4
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Figure 5

10 20 30
1A4-Vk ETTLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQOK
1C2-Vk ETTLTQSPSSLSASVGDRVTITCRASQST SSYLNWYQQOK
40 50 60 70
1A4-Vk PGQAPRLLIYGASSRATGIPDRFSGSGSGTDFILTISRLE
1C2-Vvk PGKAPKLLIYAASSLOSGVPSRFSGSGSGTDFTLTISSLQ
80 920 100
1A4-Vk PEDFAVYYCQQYGSSPLTFGQGTRLEIKR

1C2-vk PEDFATYYCQQSYSTPRTFGQGTRLEIKR



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o

(50) JP

WO 02/094878 PCT/F102/00423

6/8

Figure 6a

0,01 0,1 1 10
Latex polypeptides (mg/ml)

2005-500826 A 2005.1.13



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o

(51) JP

WO 02/094878 PCT/FI02/00423
718
Figure 6b
1,6
14 o«—* —e— 102G
el e

[ S —
0,8 - \\

0,6

.

0z | \.\0\‘

0,01 0,1 1 10
Latex polypeptides {mg/ml)

A405

2005-500826 A 2005.1.13



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o

WO 02/094878

Figure 7

8/8

OHewein

W 6mer

013mer [

1A4G Fab
Sample

(52)

PCT/F102/00423

JP 2005-500826 A 2005.1.13



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o

WO 02/094878
122

SEQUENCE LISTING
<110> Valtion teknillinen tutkimuskeskus
<120> Hevein-binding monoclonal antibodies
<130> 38122

<140>
<141>

<160> 91
<170> PatentIn Ver. 2.1

<210> 1

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 1
gctgaaggtt ttgttgtcga cccagte

<210> 2

<21l> 23

<212> DNA

<213> Artificial Sequence

<220%
<223» Description of Artificial Sequence:
oligenucleotide primer

<400> 2
cacggtggge ggggtgaagt cec

<210> 3

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence:
oligonucleotide primer

<400> 3
atggccgcag ctcaggtkea getggtgcag

<210> 4

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence:

(53)

PCT/F102/00423

27

23

30
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WO 02/094878
2/22
oligonucleotide primer

<400> 4
atggeegcag ctcaggtcca gettgtgeag

<210> 5

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 5
atggecgcag ctsaggteca getggtacag

<210> 6

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence:
oligonucleotide primer

<400> &
atgeccgeag ctcaratgea gotggtgoag

<210> 7

<211> 30

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 7
atggocgcag ctcagatcac cttgaaggag

<210> 8

<211> 30

«212> DNA

<213> Artificial Segquence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 8
atggcegeag ctcaggtceac ctigarggag

<210> 9
<211> 30
<212> DNA

(54)

PCT/FI02/00423

30

30

30

30
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(55)

WO 02/094878 PCT/FI02/00423
3/22
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 9
atggeegeag ctgargtgea getggtggag 30

<210> 10

<211> 30

<212> DNA

<213> Artificial Sequence

«220>
<223> Description of Artificlal Sequence:
oligonucleotide primer

<400> 10
atggccgeag cteaggtgea getggtggag 30

<210> 11
<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence:
oligonucleotide primer

<400> 11
atggecgeag ctgaggtgca getgttggag 30

<210> 12

<211> 30

«212> DNA

<213> Artificial Sequence

<220>
<223> Descriptien of Artificial Sequence:
oligonucleotide primer

<400> 12
atggcegeag ctecagstgea getgcaggag 30

<210> 13

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primex

<400> 13
atggcegeag cteaggtgea gctacagcag 30

JP

2005-500826 A 2005.1.13



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o
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<210>
<211l>
<212>
<213>

<220>
<223>

<400>

4/22

14

30

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primer

14

atggecgeag ctgargtgea getggtgeag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

30

DNA

Artificial Sequence

Description of Artificial Seguence:
oligonucleotide primer

15

atggccgcag cteaggtaca geotgecagcag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

30

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primer

15

atggccgecag ctcaggtsca getggtgcaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

33

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primer

17

ttactegegy ccecageegge catggecgea got

<210>
<211>
<212>
<213>

<220>
<223>

18

37

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primex

(56)

PCT/FI02/00423

30

30

33
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WO 02/094878
5/22

<400> 18
aggtagggeg cgecttaaca ctetcecctg ttgaage

<210> 19
<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonuclecotide primer

<400> 18
atggcagegg ctracatcca gatgacccag

<210> 20

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 20
atggecagegg ctgmeatcca gttgacccag

<210> 21

«211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 21
atggcagegg ctgccatcocr gatgacccag

<210> 22
<211> 30

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 22 .
atggeagegyg ctgtcatetg gatgacccag

<210> 23

<211> 30

<212> DNA

<213> Artificial Sequence

(57)

PCT/FI02/00423

37

30

30

30

30
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WO 02/094878
6/22

«220>
<223> Description of Artificial Sequence:
oligonucleotide primexr

«400> 23
atggcagcegg ctgatattgt gatgacccag

<210> 24

<211> 30

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 24
atggecagegg ctgatrttgt gatgactcag

<210> 25

<211l> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 25
atggcagegg ctgaaattgt gttgacrcag

<210> 26

<211> 30

<212> DNA

«213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 26
atggcagegg ctgaaatagt gatgacgcag

<220> 27

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223» Description of Artificial Sequence:
oligonucleotide primer

<400> 27
atggcagegg ctgaaattgt aatgacacag

(58)

PCT/FI02/00423

30 ¢

30

30
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WO 02/094878
7/22

<210> 28

<211> 30

«212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primexr

<400> 28
atggcagegg ctgacategt gatgacccag

<210> 29

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 29
atggcagegg ctgaaacgac actcacgeag

<210> 30

<211> 30

«212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonuclectide primer

<400> 30
atggcagcgg ctgaaattgt goctgactcag

«210> 31

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 31
atggcagegg ctgatgttgt gatgacacag

<210> 32

<211l> 392

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:

(59)

PCT/FI02/00423

30

30

30
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WO 02/094878
8/22
oligonucleotide primer

<400> 32
ttgttattge tagctgcaca accagcaatg gcageggct

<210> 33
<211> 35
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 33
aggtagggeg cgecttatga acattcygya gggge

<210> 34
<211> 30
<212> DNA
<213> Artificial Sequence

<220>
«223> Description of Artificial Sequence:
oligonucleotide primer

<400> 34
atggcagegg ctcoagtetgt getgactcag

<210> 35

<211 30

<212> DNA

<213> Artificial Sequence

<220>
<223» Description of Artificial Sequence:
oligonucleotide primer

<400> 35
atggcagegy cteagtctgt gytgacgcag

<210> 36

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
«<223> Description of Artificial Sequence:
ocligonuclectide primer

<400> 36
atggeagegy cteagtetgt cgtgacgcag

<210> 37
<211> 30
<21i2> DNA

(60)

PCT/FI02/00423

39

30

30

30
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9/22
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 37
atggeagegyg ctcagtctge cctgactcag

<210> 38
<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 38
atggcagegg cttoctatgw getgacteay

<210> 39
<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 39
atggecagegg cttcctatga getgacacag

<210> 40

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 40
atggcagegg cttettctga getgactceag

<210> 41

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<«223> Description of Artificial Sequence:
oligonucleotide primer

<400> 41
atggeagegg cttectatga gotgatgeag

(61)

PCT/FI02/00423
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30

30

30

30
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WO 02/094878
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<210> 42

<211l> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 42
atggecagcegg ctcageytgt gectgacteaa

<210> 43
<211> 30
<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 43
atggcagegy ctcagsctgt getgacteag

<210> 44

<211> 30

<212> DNA

«<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 44
atggcagegg ctaattttat gctgactcag

<210> 45

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 45
atggcagcgg cteagrctgt ggtgactcag

<210> 46

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:

(62)

PCT/FI02/00423

30

30

30

30
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WO 02/094878
11/22
oligonucleotide primer

<400> 46
atggeagegg ctcagactgt ggtgacccag

<210> 47
<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<4005 47
atggeagegg ctewgectgt getgactcag

<210> 48

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 48
atggcagcgyg ctcaggcagg gectgactcag

<210> 49
<211> 35
<212> DNA
<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 49
atttactcga gtgaggagac ggtgaccagg gtgec

«210> 50
<211l> 35
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonuclectide primer

<400> 50
atttactcga gtgaagagac ggtgaccatt gtcce

<210> 51
<211> 35
<212> DNA

(63)

PCT/FI02/00423

30

30

35

35
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 51
atttactega gtgaggagac ggtgaccagg gtice

<210> 52

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Segquence:
oligonucleotide primer

<400> 52
atttactecga gtgaggagac ggtgaccegtg gtece

<210> 53

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223 Description of Artificial Sequence:
oligonucleotide primer

<400> 53
atttactcga gtgaggagac ggtgacegtg gtece

<210> 54

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence:
oligonucleotide primer

<400> 54
ttatagagct cgacatccag atgacccagt ctec

<210> 55

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Degcription of Artificial Sequence:
oligonucleotide primer

<400> 55
ttatagaget cgatgttgtyg atgactecagt ctcc

(64)

PCT/FI02/00423
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34
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WO 02/094878
13/22

<210> 56

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
eligonucleotide primer

<400> 56
ttatagagct cgaaattgtg ttgacgeagt ctecce

<210> 57

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer N

<400> 57
ttatagaget cgacatcgtyg atgacccagt ctece

<210> 58

<211> 34

<212> DNA

<213> Artificial Sequence

<2205
<223> Description of Artificial Sequence:
oligonuclectide primer

<400> 58
ttatagagct cgaaacgaca ctcacgcagt ctec

<2105 59

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 59 .
ttatagagct cgaaattgtg ctgactcagt ctece

<210> 60

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:

(65)

PCT/FI02/00423

34

34

34

34
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WO 02/094878
14/22

oligonucleotide primer

<400> 60
tataagcgge cgeacgtttg atttccacct tggtcce

<210> 61

<21l1> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 61
tataagegge cgeacgtttg atctecaget tggtcec

<210> 62

<21l 37

<212> DNA

<213> Artificial Seguence

«220>
<223> Description of Artificial Sequence:
oligomucleotide primer

<400> 62
tataagcgge cgcacgtttg atatccactt tggtcee

<210> 63

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 63
tataagegge cgcacgtttyg atctccacct tggtcce

<210> 64

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 64
tataagegge cgeacgttta atctecagte gtgtece

<210> 65
<211> 34
<212> DNA

(66)

PCT/FI02/00423

37

37

37

37

37
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(67)

WO 02/094878 PCT/FI02/00423
15/22

<213s> Artificial Sequence

<220>
<223> Description of Artificial Seguence:
oligonucleotide primer

<400> 65
atttagaget ccagtctgtyg ttgacgeage cgce 34

«210> 66
<211> 34
<212> DNA
«213> Artificial Sequence

«220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 66
atttagaget ccagtetgec ctgactcage ctge 34

<210> 67
<211> 34
<212> DNA
<213> Artificial Seguence

<220
<223> Description of Artificial Seguence:
oligonucleotide primer

<400> 67
atttagaget ctectatgtg ctgactcage cacc 34

<210> 68

<211l> 34

<212> DNA

«213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> €8
atttagaget ctettctgag ctgacteagg accc 34

<210> 69
<211> 34
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 69 .
atttagagct ccacgttata ctgactcaac cgec 34
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<210>
«21l>
<212>
<213>

<220>
<223>

<400>

16/22

70

34

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primer

70

atttagaget ccaggetgtyg ctcactcage cgte

<210>
<211>
<212>
<213>

<220>
<223>

<400>

71

34

DNA

Artificial Sequence

Degcription of Artificial Sequence:
oligonucleotide primer

71

atttagaget caattttatg ctgactcagc ccca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

72

37

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primer

72

atattgegge cgcacctagg acggtgaccet tggtecce

<210
<211>
<212>
<213>

«220>
<223>

<400>

73

37

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primer

73

atattgegge cgcacctagg acggtcagct tggteoec

<210>
<211>
«212>
<213>

<220>
<2233

74

37

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide primexr

(68)
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(69)

WO 02/094878 PCT/FI02/00423

17/22

<400> 74
atattgcgge cgcacctaaa acggtgagct gggtccc 37

<210> 75

<211l> 38

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 75
gctcacegte tccteagect ccacacagag cceatceg 38

<210> 76

<211> 62

<212> DNA

<213> Artificial Sequence

<220>
«223> Description of Artificial Sequence:
oligonucleotide primexr

<400> 76
gcattgeatt geggeegett aatggtgatg gtgatgatgg ctgaaggttt tgttgtegac 60
cc 62

<210> 77

<211> 33

«212> DNA

<213> Artificial Sequence

<220>
«223> Description of Artificial Sequence:
oligonucleotide primer

<400> 77
ggtcaccgte tectecageet ccaccaaggg ccc 33

<210> 78

<211> 57

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 78
tttagtttat gecggecgett aatggtgatg atgatggtga caagatttgg gctetge 57

<210> 79
<211> 33
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 79
ttactcgegy cccagcegge catggccegea get

<210> 80

<211l> 16

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonuclectide primer

<400> B0
tgaggagacyg gtgacc

<210> B1

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 81
gggacacgac tggagattaa aactgtggct gcaccatctg te

<210> 82

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 82
aggtagggeg cgecttaaca ctetcccctg ttgaage

<210> 83

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 83
atggcagegg ctgaaacgac actcacgcag

(70)
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<210> 84

<213i> 39

<212> DNA

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

<400> 84
ttgttattge tagctgeaca accageaatg geagegget 39

<210> 85

<211> 21

<2125 DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide primer

«<400> 85
tttaatctee agtegtgtee c 21

<210> 86

<211l> 11

<212> PRT

<213> Myc peptide

<400> 86
Glu Gln Lys Leu Ile Ser Glu Glu Asp Leu Asn
1 5 10

<«210> 87
<211> 127
<212> PRT
<213> Homo sapiens

<220>

<221> SITE
<222> (31
<223> CDR

.37

<2205
<221> SITE
<2225 (52)..(67)
<223> CDR

<220>

<221> SITE

<222> (101)..(117)
<223> CDR

<400> 87
@ln Ile Thr Leu Lys Glu Ser Gly Pro Ala Leu Val Lys Pre Thr Glun
1 5 10 is

2005-500826 A 2005.1.13
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Thr Leu Thr Leu

20

Gly Met Gly Vval
35

Trp Leu Ala Leu

50

Leu Lys Ser Arg

65

Val Leu Thr Met

Cys Ala His Thr

100

Trp Phe Asp Ser
115

«210> 88
<211> 129
<212> PRT

Thr

Ala

Ile

Leu

Thr

85

Trp

<213> Homeo sapilens

<220>

<221> SITE
<222> (31)
<223> CDR

<220>
<221> SITE
<222> (52)
<223> CDR

<220>
<221> SITE

- (37)

.. (67)

<222> (101)..(119)

<223> CDR

<400> 88

Gln Ile Thr Leu
1

Thr Leu Thr Leu

20

Gly Val Gly val
35

Trp Leu Ala Leu

50

Leu Arg Asn Arg

65

Val Leu Thr Met

Lys

5
Thr
Gly

Ile

Thr
85

Cys

Trp

Tyx

Thr

70

His

Gly

Thr Phe Ser

Ile Arg Gln

40

Trp Asp
55

25

Asp

Val Thr Lys

Met Asp

Cys Ser Asn

Gln Gly
120

Pro

105

Thr

Glu Ser Gly Pro

Cys

Trp

Tyr

Thr

70

Asn

Asn Leu

Ile Arg
40

Trp Asp
55

Ile Thr

Met Asp

Ser
25

Gln

Pro

20/22
Gly Phe

Pro Pro

Asp Thr

Asp Thr
75

Val Asp
90

Gly val

Leu Val

Thr Leu
10

Gly Phe

Pro Pro

Asp Lys

Asp Thr

75

Val Asp
a0

Ser Leu

Gly Lys
45

Arg Tyr
&0

Ser Lys
Thr Ala

Cys Tyr

Thr Val
125

Val Lys

Ser Leu

Gly Lys
45

axg Tyr
60

Ser Lys

Thr Gly

Ser Thr
30

Ala Leu

Ser Pro

Asn Gln

Thr Tyr

95

Ser Ala
110

Ser Ser

Pro Thr
15

Ser Thr
30

Ala Leu
Ser Pro

Asn Gln

Thr Tyr
95

Thr

Glu

Ala

Val

80

Tyr

Hig

Gin

Ser

Glu

Sex

val
80

(72)
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His Asn Trp Phe Asp Pro Trp @

115

<210> 838
<211> 109
<212> PRT

100

<213> Homo sapiens

<220>
<221> SITE

<222> (24)..

<223> CDR

<220>
<221> SITE

<222> (51)..

<223> CDR

<220>
<221> SITE
<222> (90).
<223> CDR

<400> 83

Glu Thr Thr
1

Glu Arg Ala

Tyr Leu Ala

35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Leu Thr Phe

<210> 20
<211> 108
<212> PRT

(35)

{57)

. {98)

Leu Thr
5

Thr Leu
20

Trp Tyr
Ala ser
Ser Gly
Phe Ala

85

Gly Gln
100

<213> Homo sapiens

<220>
<221> SITE

<222> (24)..

(34)

Ser

Gln
Arg

55
Asp

Tyr

Thr

Pro

Lys

40

Ala

Phe

Tyr

Arg

105

Gly

Ala

25

Pro

Thr

Thr

Cys

Leu
105

21/22
Cys Ala Arg Ser Val Asn Tyr Asp Asp Val Ser Gly Thr Tyr His Ser

Thr
10

Ser

Gly

Leu

Gln
30

Glu

1y Gln Gly Thr Leu
20

Leu Ser

Gln Ser

Gln Ala

Ile Pro

80

Thr TIle
75

Gln Tyr

Ile Lys

110

Val Thr val ser

125

Leu

Val

45

Asp

Ser

Gly

Arg

Ser
30
Arg

Arg

Arg

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Leu
Sex
Glu

80

Pro

(73)
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<223> CDR

«220>
<221> SITE

<222> (50}..

<223> CDR

<220>
<221> SITE

<222> (89)..

«223> CDR

<400> 90

Glu Thr Thr
1

Asp Arg Vval

Leu Asn Trp

35

Tyr Ala Ala
50

Ser Gly Ser
65

Glu Asp Fhe

Thr Phe Gly

<210> 391
<21l> 34
<212> DNA

(56)

(97)

Leu Thr Gln
5
Thr Ile Thr
20
Tyr Gln Gln
Ser Ser Leu
Gly Thr Asp

85

Gln @ly Thr
100

Ser

Cys

Lys

Gln

55

Phe

Tyr

Arg

<213> Artificial Sequence

<220>

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

Ser

ala

25

Gly

Gly

Leu

Gln

Glu
108

22/22

Ser

10

Ser

Lys

val

Thr

Gln
20

Leu Ser

Gln Ser

Ala Fro

Pro Ser

60

Ile Ser
75

Ser Tyr

Lys Arg

<223> Description of Artificial Seguence:
oligonucleotide primer

<400> 84

gaatggtgeg gecgegetga aggttttgtt gteg

Ala

Ile

Lys

45

Arg

Ser

Ser

Ser

Ser

30

Phe

Leu

Thr

Vval Gly
15

Ser Tyr

Leu Ile

ser Gly

Gln Pro

80

Pro Axg
385

(74)

PCT/FI02/00423

34

JP 2005-500826 A 2005.1.13



e R e [ [ A [
e e e e e e e A [
e e e e ) [ |

OO0 oDooooooooDoooogogogooooog
OO0 0Do0ooDooogooDoooogogogooooog
OOo0oooOoooooooooooooooono

Oo0oooooooooooooogodg

O Ooooo
O Ooooo
O Ooogoo
OO o0gogog
O 0Ooo0ooo
O 0Ooo0ooo
O Ooo0ooo
O Ooogoo

OOoDoDooDooo4o0ooooooooooDoDooogogogoooao
OO0o0ooDooo0ddoooooUogUDoooDoDooogooooao
Oooooooo0oooooooooDoooooooooao

Oooooooogdg

O O

O

O
O

(75)

60 190 (2003.6.19)

gobooboogao
g o

O
OJ
O
O
O
O
O
OJ
O
O
O
O

O
OJ
O
O
O
O
O
OJ
O
O
O
O

Jagoboooooygbooboado

oad

oad

O
O

O Ooogo
O Ooogoo
O O oo

goooao

O
O
O
O
O

oooooooooooan

O
O
O
O
O

O O
O O
O O
O O
O O
O O
O O
O O
O O
O O
O O

O 0Oooo
O 0Ooo
O o0Oooo
O 0Oooo
O 0Oooo
O oOooo
O 0Oooo
O o0ooo

O

JP 2005-500826 A 2005.1.13

oooooooao
gboboooboobooboonn



Oooooooooo0ooDooooo0 oo ooooogogooao
Oo0oooooooo0ooDoDoooo0 oo oooogogogoao

Ooooooooooooooogoooooogdg

OoDoooooooooooogogooooao
OO0 OoDoDoo4ogUoooDooo4gogoooao
Ooooocoooooooooooooao
Oooooocoooooooooooooao

O
O
OJ
O
O

O
O
O
O

O

O

O
O
O

O 0Oooo
O oOooo
O oOooo

O
O
O

O
O

(76)

JP 2005-500826 A 2005.1.13

gboboobooboooooand

gboooboobooboooad

gbooboobooboaodd

oooooooOoooogano

oooooooOoooogano

ooooooOoooogogao

oooooooOooogogao



L T e T e T e T e B T T e T e O e Y e O e O s O e, T e, R e T e, IO e, T e O e R e O e O e T e T e T e T e T e T e

a7

oooooooao

INTERNATIONAL SEARCH REPORT

International application No.

PCT/F1 02/00423

A. CLASSIFICATION OF SUBJECT MATTER

IPC7: CO7K 16/00, GOIN 33/577

According to International Patent Classification {IPC) or 1o both national classification and IPC

B. FIELDS SEARCHED

searched ification system followed by classification symbols)

IPC7: CO7K

Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched

SE,DK,FI,NO classes as above

Electronic data base consulted during the international search (name of data base and, where practicable, search terms used)

EPO-INTERNAL, WPI-DATA, PAJ, BIOSIS, MEDLINE, CHEM. ABS DATA

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category*| Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.

P,X WO 0161305 A2 (FINNISH IMMUNOTECHNOLOGY LTD.), ‘121
23 August 2001 (23.08.01), example 8

X Int Arch Allergy Immnunol, Volume 121, 2000, 1-21
H. Chardin et al: "Identification of Hev bl in
Natural Latex Mattresses", page 211 - page 214,
abstract; page 212, column 2, paragraph 3

X Journal of Allergy and Clinical Immunology, Volume 1-21
105, no. 1 part 2, 2000, RG Hamilton et al: "248
Quantification of Hev-b 1/Hev-h 6 Levels in
Prospective Latex Allergen Reference Preparations
by Immunoenzymetric Assays (IEMAs)", page 82 - page
83, paragraph 2

Further documents are listed in the continuation of Box C.

See patent family annex.

*  Special categories of cited documents: e
“A*  document defining the general state of the art which is not considered
1o be of particular relevance
“E"  arlier application or patent but published on or afier the inemetional  » g
filing dare

“L*  document which may throw doubts on priority claim(s) or which is
cited to establish the publication date of another citation or other

later document puiblished after the international filing date or priority
date and not in conflict With the application but cited to understand
the principic or theory underlying the invention

document of particular relevance: the claimed invention cannot be
considered novel or cannot be considered to invelve an inventive
step when the document is taken alone

specil reason (as specified) “¥* docunent of particular relevance: the claimed mvenuon ol e
*O" dosument referring 1 an oral disclosue, use, exbition or ofher gg;‘nﬂb‘}:;gd;z;’"g:i":‘_a’“n;f}e"g’&t“!f ;}gﬁ ﬁg‘f‘?m L:i[fﬂ:u m mmbmmm
"B cosument puslishod prior to the intemationsl fling date but atr than being dbiois 10 a pesson silled in the art

the priority date claimed “&"  document member of the same patent family
Date of the actual completion of the international search Date of mailing of the international search report

27 0% 2062
23 Sept 2002

Name and mailing address of the ISA/
Swedish Patent Office

Box 5055, 8102 42 STOCKHOLM Terese Persson/EG
Facsimile No. _+46 8 666 02 86 Telephone No. _+46 8 782 25 00

Authorized officer

Form PCT/ISA/210 (second sheet) (July 1998)

JP 2005-500826 A 2005.1.13



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o

(78)

INTERNATIONAL SEARCH REPORT International application No.

PCT/FI 02/00423

C (Continuation). DOCUMENTS CONSIDERED TO BE RELEVANT

Nel et al: "Latex antigens: identification and use
in clinical and experimental studies, including
crossreactivity with food and pollen allergens”,
page 388 - page 398

Category*| Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.
X The Journal of Biological Chemistry, Volume 266, 1-21
no. 24, August 1991, Hyung-i Lee et al: "Co- and

Post-translational Processing of the Hevein
Preproprotein of Latex of the Rubber Tree (Hevea
brasiliensis), page 15944 - page 15948, abstract;
page 15945, column 2, paragraph 2
X J Allergy Clin Immunol, Volume 99, 1997, Anton 1-21
Posch et al: “Characterization and identification
of latex allergens by two-dimensional
electrophoresis and protein microsequencing", page
385 - page 395, page 394, column 2
A J Allergy Clin Immunol, Volume 99, 1997, Zhiping 1-21
Chen et al: "Isolation and identification of hevein
as a major IgE-binding polypeptide in Hevea latex",
page 402 - page 409
A Ann Altergy Asthma Immunol, Volume81l, 1998, André 1-21

Form PCT/ISA/210 (continuation of second sheet) (July 1998)

JP 2005-500826 A 2005.1.13



—m —m ~m @ @ @ @ @ ™@ ™@ ™@ & & s & & & & /s s /s /s /s /s /o

(79)

INTERNATIONAL SEARCH REPORT

Information on patent family members

International application No.

02/09/02 { PCT/FI 02/00423

Patent document Publication Patent family '7 Publication
cited in search report date member(s) date
W0 0161305 A2  23/08/01 AU 3747101 A 27/08/01
F1 20000326 A,V 16/08/01
FI 20002225 A 10/04/02

Form PCI/ISAJZ10 (paiont farity annex) (3uly 1998)

JP 2005-500826 A 2005.1.13



(80)

JP 2005-500826 A 2005.1.13

oooooo

(51)Int.Cl.’
0000
0ooQ
0DoooQ
0000
0ooO
0DooQ
0ooQ
0DooO

// 0000
0ooQ

good

1/19
1/21
5/10
7/00
21/02
1/02
1/70
33/53
21/08

od

googd
good
ooogd
gooo
agood
oogd
gooad
ooogd
googd
good

1/19
1/21
7/00
21/02
1/02
1/70
33/53
33/53
5/00
21/08

good
good
ooogd
gooo
good
ooogd
good
ooogd
good
good

oooooooooo
goood
goood
ooogd
gobood
gobood
oooggd
goood
ooood
goood
goood

@énHoooooono  AP(GH,GM,KE,LS,Mw,mz,SD,SL,SZ,TZ,UG,ZM, ZW) ,EA(AM,AZ ,BY ,KG,KZ ,MD,RU, TJ, TM) ,EP(AT,
BE,CH,CY,DE,DK,ES,FI,FR,GB,CGR, IE,IT,LU,MC,NL,PT,SE, TR) ,0A(BF,BJ,CF,CG,CI,CM,GA,GN,GQ,GW, ML ,MR,NE, SN,
TD,TG),AE,AG,AL,AM,AT,AU,AZ,BA,BB,BG,BR,BY,BZ,CA,CH,CN,CO,CR,CU,CZ,DE,DK,DM,DZ,EC,EE,ES,FI,GB,GD,GE,
GH,GM,HR,HU, ID, IL, IN, IS, JP,KE,KG,KP,KR,KZ,LC,LK,LR,LS,LT,LU,LV,MA,MD, MG, MK, MN, MW ,MX ,MZ ,NO,NZ ,OM, PH, P
L,PT,RO,RU,SD,SE,SG,SI,SK,SL, T, TM, TN, TR, TT, TZ,UA, UG, US,UZ VN, YU, ZA , ZM, ZW

(72000

(72000

(72000

oooooooooooooon
oooooooooooobooooooooooooooooooooboobooooooboOoOoOoOoo

a
gobooaood

ooooooooooobooooooooooooooooooooboooboooooboOooogo

aoon

ooooooooooooon

0000000000000000000000000000000000000000000
0000 (00) 48024 AAOL AALL BA4T7
0000 OO 4B063 QAOL QQ79 QR32
0000 OO0 4B064 AG27 CAO2 CA19
0000 OO 4B065 AA26X AA93Y ABOL
0000 OO 4C085 AAl4 BB11 BBAL
0000 OO 4H045 AALL AA20 BAIL0

CAOL
QR62
CC24
AC14
BB44
CA30

CA20
QR75
DAOL
BAO2
cc23
CA40

DAO6 EAO3
QR8O (QS17

DA13

CA25 CA44

EEO1

DA76 EA20

GALL HAL5
0S25 QX01

CA46

EASQ0 FA74



BE(ZTRR)AGE)

FRI&RBHA

RHA

IPCH 3=

CPCH %5

FIZ RS

3

ok
dJo

F-TERM

tl\

L5
H M2 TF S0k

BEG®)

patsnap
<ToEIREVER F>

JP2005500826A5 RIF(E)E 2005-12-22

JP2002592352 RiEH 2002-05-17

Barution TekunirinenBUH L & € 1t X3 EF

>S9y NEYIAYL—F
YFLLY RN A

SE = SZIIRE DAY
N=NFZ5Y
RYFRRVIURTA—F

ZIOYVARY INY-L—F
YFILILZY RN
NFRV-FIINIXRD, VAV
N=NTZ 2V
BYXRVDVATA—F

GO1N33/53 A61K39/395 A61P37/08 CO7K16/16 C12N1/15 C12N1/19 C12N1/21 C12N5/10 C12N7/00
C12N15/09 C12P21/02 C12P21/08 C12Q1/02 C12Q1/70

C07K16/16 CO7K2317/21 CO7K2317/55 CO7K2317/622 GO1N2333/415

C12N15/00.ZNA.A A61K39/395.N A61P37/08 C07K16/16 C12N1/15 C12N1/19 C12N1/21 C12N7/00
C12P21/02.C C12Q1/02 C12Q1/70 GO1N33/53.D GO1N33/53.Q C12N5/00.A C12P21/08

4B024/AA01 4B024/AA11 4B024/BA47 4B024/CA01 4B024/CA20 4B024/DA06 4B024/EA03 4B024
/GA11 4B024/HA15 4B063/QA01 4B063/QQ79 4B063/QR32 4B063/QR62 4B063/QR75 4B063/QR80
4B063/QS17 4B063/QS25 4B063/QX01 4B064/AG27 4B064/CA02 4B064/CA19 4B064/CC24 4B064
/DA01 4B064/DA13 4B065/AA26X 4B065/AA93Y 4B065/AB01 4B065/AC14 4B065/BA02 4B065/CA25
4B065/CA44 4B065/CA46 4C085/AA14 4C085/BB11 4C085/BB41 4C085/BB44 4C085/CC23 4C085
/EEO01 4H045/AA11 4H045/AA20 4H045/BA10 4H045/CA30 4H045/CA40 4H045/DA76 4H045/EA20
4HO045/EA50 4HO045/FAT4

2001001055 2001-05-18 FI

JP2005500826A

NEIREAREASRAGCIRERER, EEMAKM , ZRADRUTH
tEHeveinE XM D MG FULE SN ANIGERFRELTEY . ARATRM
T HZHEM EiRHeveinE S R RERAN G E | UAREREF LM
BRERXTRAREITENN G E. ARAS , BEUH RAFRHF
P E MR E BN ES BHebeinE—f2 , RESATTR N TRE , ERE
R, e IHE BHebeinfEH I B EBE


https://share-analytics.zhihuiya.com/view/522e48db-57a6-4dc7-89ee-6bd591dda79f

