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a. First study

frequency of .
NT.4487.18 RA control odd ratio (allele)
allele 1
allele

SNPID  dbSNPID  allelel allele2 location 1/1 1/2 2/2 SUM 1/1 1/2 2/2 SUM RA control oo OR  max min
cd24468  rs11265493 T C  intron7 430 323 67 820 304 287 64 655 060 053 0000207 1323 1323 1323
cd24470  rs3753389 T C  intron5 305 351 168 824 186 325 135 646 058 054 0017826 1.194 1453 1032
cd24472  rs3766379 T C  intron5 309 336 143 788 184 320° 147 651 061 053 0000033 1369 1.369 1369
cd24473  rs1319651  C G intrond 360 355 104 819 232 310 107 649 066 060 0000829 1293 1293 1293
cd24475  rs6682654 G T  intron3 361 347 101 809 222 321 102 645 066 059 0000172 1336 1336 1.336
b. Replication study

cd244 68  rs11265493 T C  intron]7 386 532 193 1111 274 452 214 940 059 053 000041 1250 1374 1126
cd24470  rs3753389 T C  intron5 301 530 191 1112 275 451 214 940 059 053 000022 1263 1.387 1.139
cd244.72  rs3766379 T C  intron5 392 526 193 1111 272 452 .214 938 059 053 000016 1269 1393 1145
cd24473  rs1319651  C G intrond 472 495 144 1111 335 441 164 940 065 059 000019 1272 1399 1.145
cd24475  rs6682654  C T intron3 477 491 142 1110 336 439 164 039 065 059 000009 1287 1414 1160
c. two independent studies combined

cd24468  rs11265493 T C  intron? 816 855 260 1931 578 739 278 1595 064 059  169E-05 1236 1361 1122
cd24470  rs3753389 T C  intron5 696 881 359 1936 461 776 349 1586 059 054  1.33E-05 1234 1357 1.123
cd24472  rs3766379 T C  intron5 701 862 336 1899 456 772 361 1589 060 053 275E-08 1309 1440 1.191
cd24473  rs1319651  C G intrond 832 850 248 1930 567 751 271 1589 065 059  53E-07 1281 1412 1.163
cd24475  rs6682654 G T  intron3 838 838 243 1919 558 760 266 1584 066 059 6.18E-08 1308 1441 1187
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haplotype_1 T C susceptible susceptible 935 474 061 0.52
haplotype_2 Cc (o] non—susceptible  susceptible 86 56 0.06 0.06
haplotype_3 c T non-susceptible  non-susceptible 519 388 0.34 042
sum 1540 918 1.00 1.00
9s%CI®
p-value Odds ratio Max Min
haplotype_lvs. haplotype 3  0.00014 1.47 1.65 130
haplotype_1 vs. others 0.00002 1.45 1.61 1.28
haplotype_3 vs. others 0.002 1.44 1.61 1.27
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a. HLA-DB1 shared epitope (SE) positive individuals for each genotype

JP 2009-207448 A 2009.9.17

HLA-DRB1 shared epitope (SE)

cd244 72 SNP genotype +/+ +/= -/-
Susceptible homozygote 64 150 93
Heterozygotes 42 188 106
Non-susceptible homozygotes 22 79 42
Susceptibility fraction 0.66 0.58 0.61
SE; *0101, *0401, *0404, *0405, *0410, *1001, *1402, *1406
b. Association test between genotype and SE positivity
Comparison pattern p*
Susceptible homozygotes vs. others 0.018
Non—susceptible homozygotes vs. others 0.868
* p value was calculated by Fisher’ s exact test (two—tailed).
c. Genotype and rheumatoid factor (RF) in RA patients
cd244_72 SNP genotype N Average (IU/ml) Std
Susceptible homozygote 49 411.8 558.3
Heterozygotes 46 226.8 216.5
Non-susceptible homozygotes 15 295.6 290.3

d. Association test between genotype and RF

Comparison pattern p*
Susceptible homozygotes vs. others 0.040
Non-susceptible homozygotes vs. others 0.805

* p value was calculated by student t-test (two—tailed).
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.0001 (student t-test).
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