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primer
AIG Forward [CGGAATGCACAGCGACGGTTC
Reverse [TGCACCCAGCACACCCATAA
Forward [GCTTGGATCCCTTTCCCCGA
ATNT Reverse [CGCTAGACGGTTCTCGCTCCA
D27 Farward [TGGCAGGGACGAGGACAAATA
Reverse [TTGCCCGTCTTGTAGCATGT
Forward (GCCAGCGGGACCTGTATTCT
CDIE Reverse [CCAGGAAACAGGGAGTCGCA
Forward [AAGGGGCTCCCTCCTCTTCA
LzTsz Reverse [CCAATGTGGGCAGGCACATC
Forward [AACAGCTGCCATTTACCAAGTACC
T™x Reverse [TTGTACCACACCTCTGGGCTG
TNFRSF25 Farward (CTCGTAGCCCCAGGTGTGAC
Reverse [AAGGGGCCTTCAGGTAGTGC
Oooooo
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Assay ID LocusLink Gene Name Locuslink Gene Symbol
Hs00331875 ml  |ankyrin repeat domain 35,Gene hGCG2038453 Celera Annotation ANKRD35hCG2038483
Hs00300407 m1  |ceiled—coil domain containing 64,Gene hCG2015508 Celera Annotation CCDCE4hCG2015508
Hs00162844 m1  |C-type lectin domain family 3, member B,Gene hCG15440 Celera Annatation CLEC3BhCG15440
Hs01383017.m1  |family with sequence similarity 26. member F,Gene hCG21764 Celera Annatation FAM26F hCG21764

Hs00271044 51

G protein—-coupled receptor 15.Gene hCG1647694 Gelera Annotation

GPR15.hCG1647694

Hs03044640 gH

glutathicne S-transferase mu 2 (muscle) Gene hGG2035123 Celera Annotation

G5TM2hCG2039123

Hs00740132 g1

immunoglobulin heavy constant alpha 1,Gene hCG1888537 Celera Annotation

[GHA1hCG1988537

Hs00743832_s1

immunaglobulin lambda variable 6-57

[GLYVE-57

Hs01101534 m1

nauregulin 1.Gene hGG 14780 Celera Annctation

NRG1hCG14780

Hs00966522_ m1

platelet—derived growth factor beta polypeptide,Gene WCG2015182 Celera Anncotation

PDGFBhCG2015192

Hs00406762_m1

protein kinase, cAMP-dependent, regulatory, type I, beta,Gene hGG1993358 Celera Annotation

PREKARIB.hCG1993358

Hs01082910_ m1

solute carrier family 34 (type Il sodium/phosphate contransporter), member 1.Gene WGG41577 Celera Annotation

SLG24A1 hGG41577

Hs00840012 g1

thioesterase superfamily member 4,Gene hCG 1996895 Celera Annctation

THEM4KCG 1996856

Hs00822170_m1

urctensin 2.Gene hCG21814 Celera Annotation

UTS2hCG21814
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&S
Up-requlated genes Fold change GeneBank Accession
Gene Depressive | Remitted
symbal Gene name state state Human
1 |ANKRD3S |ankyrin repeat domain 35 1.54 1.54 NM_144698
2 |CLEC3B |C-type lectin domain family 3, member B 1.55 1.59 NM_003278
3 |FAM26F  |family with sequence similarity 26, member F 1.63 1.62 NM_001010919
4 |NRG1 neuregulin 1 1.82 177 NM_004495
5 |UTS2 urotensin 2 513 355 NM_021995
Down-regulated genes Fold change GenseBank Accession
Gene Depressive | Remitted
symbal Gene name state state Human
1 [CCDC84 |coiled-coil domain containing 64 1.9 178 NM_207311
2 |GPR15 G protein-coupled receptor 15 1.96 1.86 NM_005290
3 |GSTM2 glutathione S-transferase mu 2 {muscle) 1.83 1.68 NM_000348
4 |IGHA1 immunoglobulin heavy constant alpha 1 207 1.82 855735
5 (IGLVB-57 |immunaglobulin lambda variable 6-57 1.53 1.57 BC023973
6 |PDGFB platelet-derived growth factor beta polypeptide 1.65 1.68 NM_002608
7 |PRKAR1B |protein kinase, cAMP-dependent, regulatory, type |, bet; 1.80 1.7 NKM_001184781
8 |SLC34A1 |solute carrier family 34 (sodium phosphate), member 1 1.91 1.8 NM_003052
9 |THEM4 thicesterase supetfamily member 4 1.70 1.64 NM_053055
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