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0000000 OdApplied Biosystems( O

TagMan(R) Gene Expression Assays, Inventoried

0 Assay ID: Hs00960994 ml

0 Category: Defense/immunity protein

0 Gene Name: membrane-spanning 4-domains, subfamily A, member 3 (hematopoietic c
ell-specific)

0 Gene Group: Immunoglobulin receptor family member

O Qty/Pkg: 250 uL  Part Number: 4331182

gooooao

TagMan(R) Gene Expression Assays, Inventoried

0 Assay ID: Hs00414018 ml

0 Category: Defense/immunity protein

O Gene Name: defensin, alpha 3, neutrophil-specific;defensin, alpha 1;defensin,
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alpha 1
O Gene Group: Other defense and immunity protein
O Qty/Pkg: 250 uL  Part Number: 4331182
goooono

TagMan(R) Gene Expression Assays, Inventoried

U Assay ID: Hs00157252_ml

0 Category: Defense/immunity protein

0 Gene Name: defensin, alpha 4, corticostatin

O Gene Group: Other defense and immunity protein
0 Qty/Pkg: 250 uL  Part Number: 4331182
oooooao

TagMan(R) Gene Expression Assays, Inventoried

O Assay ID: Hs00174146_ml

0 Category: Receptor

0 Gene Name: interleukin 8 receptor, alpha

O Gene Group: G-protein coupled receptor

0 Qty/Pkg: 250 uL  Part Number: 4331182
ocooooao

TagMan(R) Gene Expression Assays, Inventoried

0 Assay ID: Hs00174304_ml

0 Category: Receptor

0 Gene Name: interleukin 8 receptor, beta

O Gene Group: G-protein coupled receptor

0 Qty/Pkg: 250 uL  Part Number: 4331182
ocooooao

TagMan(R) Gene Expression Assays, Inventoried

0 Assay ID: Hs00171342_ml

0 Category: Molecular function unclassified

Gene Name: Charcot-Leyden crystal protein

Gene Group: Molecular function unclassified
Qty/Pkg: 250 uL  Part Number: 4331182
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gooad
(1EEAEBLTEETERES LALEREFEH
x ~ | Transcripts
Gene Symbol Gene description Genbank 1D Cluster I
(A)Fold Change 3.020.L
INR4AZ nuc\ear receptor subfamily 4, group A, member 2 BC003288 __€055952
ARG 02758 FTENSE Copwarmorerse g et Ty Ao oo 40 ooy | ouerd
am hlre ulin (vchwannoma-dcnved rewth factor) | similar to Amphiregulin precursor (AR )
AREGILOCT727738 (Cc?\orecgtuzn celi-derived growth facio ) (CRDGF,) ! prireEE P "R EC009799 8095?30.
Jungases FLFF9364 - AY358259 6116982
NRAAT _nuclear receptor subfamily 4, group A, member 3 LC78579 8156843
PER1 period homolog 1 {Droscphia) AFQZ29¢1 80:2342
THES! thrombospondin ( AK291639 7932597
RGs1  |regulster of Geprotein signaling 1 £G015570 7908338
SNORD2AISNORD
3B—1|SNORDAB- |{small nucleclar RNA, G/D box 3A | smalk nucleolar RNA, G/D box 2B~1 | small rucleolar ”
2|SNORD3C|SNOR|RNA, G/D box 38-2 ] small nucleolar RNA, G/D box 3G | small nucleoler RNA, €/ box 3D 8005547
(aX]0]
SNORDIA|SNORD
38— 1]SNORD3B~ |small nucleclar RNA, C/D tox 3A | small nucleolar RNA. C/D box $B-1 | small nucleolar sa1aazet
2|SNORD3CISNCR|RNA, C/T box 3B-2 | small nucleclar RNA, C/D box 3C | small nucleclar RNA, C/D box 3D
D30
SNORDIAISNORD
3B—1|SNORDEB-  |small nucleclar RNA. C/D kox 3A | small nucleolar RNA, C/D box 5B~ { emall nucleolar -
2|SNGRDACISNOR|RNA, C/D box 382 | small nucieotar RNA C/D box 3C | small nucleolar RNA, G/D box 3D L
Dib
SNORDIAISNORD
38-1|SNORDAB-  {emall nuclectar RNA, C/D kox 3A | small nucleslar RNA C/D box 3B-1 | small nucleotar
2|SNORDAC|SNOR{RNA, C/T box 38-2 | small nucleofar A, G/D box 3C | smal nucleotar RNA, C/D besx 3D 80339
[BRIN}
SNORDIAISNORD
2B-1{SNORD3B- | amall nuclenlar RNA /1) hax A | srrall nuclealar RNA, /1 box 3R-1 | smal nucleolar 1
2{SNORD3CISKOR|NA, G/D box 38-2 | small nucleolar ANA, C/T box 3C | small nucteolar RMA, G/D box 3D BRI
D3D
IGHE |immuncglabulin heavy constant epsion JAK130820 1981708
jvor-1 B T ABOTA7T 101320
SNORDTS small nugeolar RNA, C/D box 75 7922418
(B)Fold Change 2081 L 3.05R#A
CD83 } BCO3G830 3116983
SNF1LK ~ [snF1-ike Kinase - ABO4T785 3070665
FOSB o FBJ ‘murine osteosarcoma v;ral oncoger\e homoiog B BGOIG724 8028693
SNOHD&BB ) gmail nucleolar RNA, C,’D box 58B 7875483
SNORD23 small nucieotar RIvA, G/D box 28 7948204
TNFAIPS tumor necrosis factor, alpha~induced protain 3 ‘lBcos4san 8122265
SNORD/8 small nucleolar RNA, C,’D box 78 o 7422408]
PFKFB3  |6-phosphofrusto—d-kinasa/fructose—2 i-biphosphatase 3  [pooaoase | 7076037
RNLISE . USE small nuclear m77830 7697801
ERMN armin. EF?M fike protein BCO26345 B0G5969
JUN _ |iun oncogene ) BCQG8L22 7916609
CoL3 chemokine (C~C motif) ligand 3 1423452 8014369
DUSPi0 dual specsﬁcw’cy ohosphata=e ‘30 BC031405 o 7924450
S100B 15100 caleium hinding protein B BC001766 - 8071036
SNE33 )  Jeine ﬁnger protein 331 1BC00B433 8030999
SNORA|FIF4A2  |small nucleotar RMA, H. fACA box 4 | eukaryotic trenslation initiation factor 4A, isoform 2 [ABz0g021 B(84708
SNORD7S | smal\ nuclealar RNA, 1. 7922406
50C53 SUPRFESEOr | uf cv{okme 5|ér1a||ng 3 - 30060858 hl 8018964
SNORD?GIGASS simall nucleolar RNA, C/D box ?G ] ga uwth a-'rest—speolﬁc 5 30038733 7622414
SNORD2C small nudeo!ar RNA, C/D box 90 ) o ) _8059710
ENCI | I nenral cortax LW|th BTB-like damain) AKC36578 8112815
ND2 NADH plex D AK074482 865658
CLL2 elengation ‘actor, RNA pol,'merase I! 2 BC028412 7821344
HISTIHIAHISTIE
2BNIHIST 1H3D|H1
STIHACIHISTTHIE |histone custer 1, H3a | histane cluster 1, H2bn | histone cluster 1, H3d | histone oluster 1,
[HISTIHIHISTTH JHSe | histane clester 1, Hie | histone ciuster 1. Hai | histone cluster 1, H3g | histonz cluster |BC066245 8117330
3GIHISTIH3JHISTI1, H3j | histone cluster 1, H3h | histone cluster |, H3b | histone cluster 1, H3f
TH3HHISTIHIB}H]
STiH3F —— .
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SNORA30 small nucleolar RNA, H/ACA box 30 7994626

HIST1HSB|HISTIH

2BNIHISTIH3AIMI

STIHAD|HISTIH3 {histone cluster 1, H3b | histone cluster 1, H2bn | histone eluster 1, H3a | histore cluster 1,

C|HIST1H3E|HIST1 {H3d | histone cluster 1, H3c | histons cluster 1, H3e | histone cluster 1, H3i | histone cluster [BC0S9620 212428

H3LHIST1HAGHS [1, Hig | histone cluster 1, H3j | histene cluster 1, H3k | histone cluster 1, H3f

T1H3J[HISTiH3H|

HISTIH3E ) o . o . )

CCLALT|CCLAL|L |chemoking (G—C motif) ligand 4~like 1 | chemohine (CG-C motif) kgand 4—tike 2 | chemokine  [AY766447]AY 3059651

QC72883% (C~C motif) higand 4 | similar to cytokine 766445

CCLALI|CCLAL2|L fchemokine (G—C motif) ligand 4-fike 1 | chemokina (G-C motif) ligand 4—liks 2 | chemokine  |AY766447|AY 800662

OC728635, . HC-C motif) ligand 4] similar to cytoldne 766448 .
BCO13100/AK

FLJ14107 074169 1 8149718

SNORA7E  |small nucleolar RNA, H/ACA box 15 ) ) 8059708

PPPIRIGA ) protem ghosphatase 1, reguiatory (lrhlbltor) subunit 15A UB3981 8030128

JUND {jun D proto-oncogene X56581 8035445

SNORAB?IEIFM% small nucleolar RNA, E-I/ ACA box 67 ] eunaryot\c translation ll"ltiat\on factor 4A, isoform 1 8004508

HISTIH2BM  Jhistone cluster ¥, H2bm BC066244 8147594

AXUD1 AX]N‘I up-—reguiated 1 |BCO38948 8086330

LGALSR____ ~Nlestin, galactos;de binding, soluble, 2 _|eR4566512 8075956

ITGB3 _ mtegrm beta 3 (platelet slvcoprotein Illa, antigen CD61) ] U95264 | 8007931

JUNB v B proto-encogene 80004250 ) 8026047

ITGAZB integrin. alpha 2b (platelet glycoprotein 1l of IIb/1Mla complex, antizen CD41) BC1i7443 8016044

(C}Fold Change 1.5%l.L 20%#A

SNORASA  Ismall nucleolar RNA, H/ACA box 53A 8139482

FosL2 FOS-like antigen2 BX647822 2041043

busps dual specificity phcsphatase 5 ] BG062545 1930413

SNORA2E ismall nucleolar RNA, H ’ACA box 28 } 7977075

pUSP8 dual specificity phosphatase8 o BC038231 7945641
AY358157|BC

UNQBBMlARIDEA RFVG5814 | AT rich interactive dornaln DA (MRF1 ilke) 047390 8043530

SNORD4A small nucleolar RNA. C/D box 4 8005353

CCLALT|CCLALI|L [chamakine (G~C motif) ligand 4-like 1| chemoline (C-C motif) ligand A-like 2 | chemokine  |AY766452(AY | e —

0G728835 (G~C motif) ligand 4 | sirsilar to cytokine 766446 i

SNORATS . [small nucleolar RNA, H/AGA box 18 o) 7936637

puspz |dual specificity phosphatase 2 8C007771 6053882

VEGFA vaemslar pndotheieal growth factor A _|AB2094BS £119298

8FPHI ) rlbonuclease P RNA component i 7877507

SNORD?? small nuctenlar RNA, /D box 77 o ] 7922412

ELL2 elongation factor, RNA polymerase I, 2 |BCoz341z 8113220

ovos? ovostatin 2 [pxearans 1 7es3an

BCL3 B~cell CLL/iymphoma 3 3 |

RS2 inzulin receptor substrate 2 S AF073310 - 1972745

GNA1S guanine nucleotide blndlng protein (G protem) alpha 15 {Gg class) BCO13585 8024572

GRASP GRP1 (general receptor for phosphoinaitides 1)-associated scafiold protein _|BCO53666 7955578

SNORA37 small nucleolar RNA, H/ACA box 37 8023392

HISTIH2AIHIST 1H

IHHIST TH2AK|HIS

IEH?%?:L?EM&IZSA histone cluster 1, H2ai | histone cluster 1, H3h | histone cluster 1, H2ak | histene cluster 1,

T1HZAGIHIST1H2 H2aj | histone cluster 1, H2al | histone cluster 1, H2am | histone cluster 1, H2ag | histone E!COOVTEjﬂlBC N

BNHISTTH3AIHES cluster 1, HZbn [ histone cluster 1, Hia | histone cluster 1, H3d | histene cluster 1, Hae | ) 112254|BCCE2 8117583

histore cluster 1, H3e | histone cluster 1, H3i | histone cluster 1, H3g | histone cluster 1, H3j {305

TIHIDHIST tH3C] | histone cluster 1, 13b | histone sluster 1, H3¢

HISTTH2E|HIST1H . ® » 2t

FHISTIHAGHIST

TH3J[HISYIHSRIHI[

PIGT phosphatidylinositel glycan anchor hissynthesis, class T 8086528

SNORD22{SNHG1 {small nucledlar RNA, C/D box 22 | small nucleslar RNA host gene‘(’non*protein coding) 1 AK095849 7948896

RNU11 RNA, U171 small nuclear 7889502

NFKBIA nuclear factor of kappa light polypeptide gere erhancer in B-cells inhibitor, alpha BC002601 7978644

RELB v-rel reticu!oendotheliosis \.:ifai oncogenre hpm\olog B nuclear factor of kappa light BGO28013 3029580

polypeptide gene enhancer in B-cells 3 (avian) e
- . . - AF284753

UIMGt ubiquitin interaction motif containing 1 027429 8165703

UtMG1 ubiquitin interaction motif contairing 1 Q;EE;JSS‘AK 7911343

SLCTAD solute carrier family 7 (c:atlonlc aminao acid transporter, y+ system), member & _|AF104032 8003298

SNORDA9A small nucteclar RNA, C/D box 494 o 3005202

HIST2H2AB histone cluster 2, HZab S 7915642

ATF4 activating transcription factor 4 (tax—responsive enhancer element B} naez0s 8073148
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PTGER4 prostaglandin E receptor 4 {subtype EP4) L28175 8105067
HIST (H2AM[HISTI |
H2ANHIST1H2AK] ihistone cluster 1. H2am [ histone cluster 1, H2ai | histone cluster 1, H2ak | histone cluster 1,
HISTTH2AJHIST$ iH24j | histona cluster 1, H2al { histone cluster 1, H2ag SOdact0 sagi)
H2ALIMISTIHZAG | e I
SNORA3Z small nugleolar RNA, H/ACA box 33 |AKD9E147 8122144
TMEM137 _|transmembrane protein 137 |BCoo7841 | 7941707
SNORD37 o smaEE nucleolar RNA C/Dbox 37 8032749
H{ST2H3D|HIST2H
3CIHIST2H3A , histone cluster 2. H3d | histore cluster 2, H3c | histone cluster 2, H3a 7 79.19.§1.2
SNORAZB small nucieolar RNA H/ACA hox 2B I ) 7962829
CLK4 |cDCHike kinase 4 iBCeB31i16 | 8116245
HIST1H2AH ) hlstone cluster 1, H2ah ~BC093848 8117543
CORO7|Magmas co.ronln .7 1 mitochondria—associated protem involved in granulocyte—macrophage oolonym BC117289 2999120

stimulating factor signal transduction N 5
OVOS[LOCT28715 |ovostatin | similar to hCG38149 N 961026
OTUDY OTU domeain containing 1 ) AB1838491 792067?
F5 cnagulaﬂon factor V [pmarcelerm |ab\|e factor) Mi6367 7922174
COSLG |inducible T-cell costimulator ligand |ABOT4553 | 8070720
FLJ10246 o _ ) AK001108 8105144
SMADI SMAD family member 1 U59423 78097557
SCARNAT2 [omal Cajal body-specific RNA 12 | 1960778
PPIF peptldwpz‘olyl isomarase F (cyclophilin F) BC005020 7928589
HlSTlHZA!IHiSﬂH
2AKIHISTTH2AJ[HI histone cluster 1. H2ai | histone cluster 1, H2ak | histone cluster 1. H2aj | histone cluster 1, |BC112254[BC "
STIH2ALIHIST ] H2 H2al | histone cluster 1, H2am | histone cluster 1, H2ag | histona cluster 1, H3f 062305 8117580
AMIHIST1HZAGIHL T M ' '
ST1H3F ) E— S
RBM38 RNA bmdmg motif protem 5 AF432218 8053583
CCL4|COLALALO |chemokine (G-C motif) lizand 4 | shemokine (G-C metif} fipand 4-Tike 2 | similzr to oytokine |
©728835|CCLALT | chemoking (C-C motif) lizand 4-like 1. e ——
HISTIH2BH  |histone cluster 1, H2bh BCO9GI16 | 8117426
INFI124  [zinc finger protein 124 8009961 | | 7975681
ZBTBI10 zin¢ finger ang BTB domain contalning 10 1BC127698 8147040
Clorf63 chromosome 1 open reading frame 63 AKBO2532 7913824
SNORATORPLIO jsmall nucleolar RNA, M/ACA box 70 | r|bosomal protem Lo AK027187 8170863
SNORASZS small nuclealar RNA, H/ACA box 38 o S 8118207
S:SBRDSZAISNOR small nucleclar RNA, C/D box B2A | smail nucleolar RNA. C/D box 628 8158864
SESBRDGZAESNOR small nucteclar RNA, G/D box 62A | small nucleclar RNA, O/D box 628 3158862
JMY junction—mediating. and regulatory protem 4 . BG130624 " 8106516
RPL7A|SNORD36C | rinesomal protein L7a ] emall nucleclar RNA, C/D box 36C | small nucleolar RNA, C/D box BX541060 3158998
|SNORD3GA
HIST2H3A|HIST2H . . ) .
3CIHIST2HID histone cluster 2, H3a I histone cluster 2 H3c I I'uutone cluuter 2, H3d - ?C[.l?.-'i.g.ﬁg 1 ."”?9116.1 4
HERPUDT hpchysteme—mducwble, endoplasmic reticulum stress-inducible, ublqultm—_lik_g dorpain_ . _iBCDO ) | 7995895
?é?&szg?ﬂ;’éSTzH histone cluster 2, Haa | histone cluster 2, H3c | histone cluator 2, H3d BC074969 7906085
T™MEMZ _tr:_a{;s_memhrane protem 2 AF137030 8161701
C20orf111  |chromosome 20 open reading frame 111 BCOB4973 8066402
PLXNDT plexin D1 |aviieear | sooos9s
RAPGEF1 Rap guanine nucleotide exchange factor (GEF) 1 R AF467060 | B164692
SNORD02|GOorF4B small nucieclar RNA, C/D box 52 shromosome 8 open :eadlng frame 48 . 3 8116322
PROST protein 8 (alpha) M15036 BOBYGS
FAM133B family with sequence su‘miaraty 1.:3 rrember E BCOSYITL | 8140042
HISTTHAF|HISTTH
2BN|HIST1H3AlM
STIHADIHISTIHA |histone cluster 1, H3F | histone cluster 1, H2bn | histane cluster 1, H3a | histone cluster 1,

H3d | histone cluster 1, Hac | histone cluster 1, H3e | histone cluster 1, H3i | histone cluster {BC096131 5124437
H3HIST1H3G[HIS {1, H3¢e | histone cluster 1, H3j | histore cluster 1. H3h | histone cluster 1. H3b
T1H3JHISTTHIH|
HIST1H3B
TRAZA transformer—2 alpha 359%5121759156 8138592
f“’““’wmm‘ shemkine (-G motif) receptor-like 2 | similar to chemokine (G-C motif) recestor-iike 2 | f;;g’”'” 8079407
=AM1330 family with sequence similarity 133, member B ggggﬁmlsc 8055978
SNORDIOTISNOR | it leolar RNA, €/ box 101 | smaii nucleoler RNA, H/ACA box 33 AK096147 8122142
MGC16384 BC009492 7967636
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BCOIGRER|BOC
EAM133B\FLJ1 180 family with sequence similarity 133, member B | similar to hypothetical protein MGC40405 062706iBC!0W 8105504
o §74|AK021965
STARDS StAR-related lipid transfer (START) domain containing 5 AK097024 1900839
ARID5A AT rich intaractive domain SA (MRF1-like) BC032488 8043621
RBM14[TMEM137 }RNA binding motif protein 14 | transmembrane protain 137 Eé%%TTG“!AB 7941702
CMTMS CKLF-fike MARVEL transmembrane domain contatning 5 AK024840 7973403
CDKNIA ayelin-dependent kinase Inhibiter 1A (p21, Cip1) 8000312 2119088
g:LGABBlGOLGA golgi autoantigen, golgin subfamily a, 8B | golgl auteantigen, golgin subfamily 2, BA BX648160 1987279
?CRI'ZILOCTNM chemokine (C—C motif) receptor—lke 2 | similar to chemokine (G—G motif) receptorilke 2 Q::f{;;:%m’: 8093304
HNRNPA1 neterogeneous nuclear ribonucieoproteih Al L BCO70315 7955690
EBI2 Epstein-Barr virus induced gene 2 (lymphocyte—specific G protein—coupled receptor) BCO20752 7972557
- AF264036|BC
CBorfi14 chromosome B open reading frame 114 086553]AK055 8123481
131
GPIBBISEFTS slycopratein Ib {platelet), beta polypeptide | septin 5 L20860 8071263
ANKRD&‘WEV . ) BC1285¢7|BX
ankyrin repeat domain 36 647760 8043687
PRDM1 PR domain containing 1, with ZNF domain AY198414 8iz1257
SNORA64|RPSQ small nucleolar RNA, H’ACA box 64 | rlbosomal protem SQ BC063011 7908666
BCOL2LTY BCL2-like 11 (agoptos*s facslltator) BC033694 8044373
CCNL1 eyelin L1 80038304 | 8091658
FIK3RS phosphoinositide—3-kinase, regulatory subunit 9 BC028212 8012558
RISTIH2BKIH2BF }histone cluster 1, H2bk | H2B histone family, member S BL126339 8068898
LOC 100132418 similar te PRO1102 1933261
RNUSF ANA, USF small nuslear o M7 7915592
E’SLGABAK’OLGA golgl autoantigen, golgin subfamily a, BA | golgi autoartigen. golgin subfamily a, 98 BX648160 7997248
IFNG |nte|‘Feron. gamma BC070256 7984787
LOC100132418 similar to PRO1102 7933572
SNORA2A small nucieolar RNA, HZACA box 2A 7962327
AVPI arginine vasopressin—induced 1 ‘ AF241788 7935521
PPPIRIGB prolein phosphatase 1, regutatory {inhibitor) subunit 168 | BO 52467_” . 7'8062557
LRRFIP1 leucine rich repeat (in FLII} interacting protein 1 AF115510 8049542
HISTTH2ALJHIST]
H2AIHISTIH2AK] {mistone cluster 1, H2al | histone cluster 1, HZai | histone cluster 1, H2ak | histone cluster 1, BC112072 0117808
HISTtH2ZAJIHIST! {H2ai | histone cluster 1, H2am | histone cluster 1, H2ag
HZAMIHISTIHZAG . . . e . R
SNORD32A1HPL13 small nuclealar RMA, G/D box 32A | ribosomal protein L13a AK056837 8030360
SNORA55 qmall nucleolar RNA, H/ACA box 55 1915227
L0C51336 mesenchymal stem cell protein DSCD28 AF242772 7916018
NECAP1 B NEC‘AF’ endocytosis associated1 _|BCODz8RE ] 7953715
EMD emerin (Emery-Dreifuss muscular dystrophy) BC00D738 §170850]
TNS3 jeensin 3 AF417489 8139500
SNORATIC small nucleolar RNA, H/AGA box 710 8066260
SCCS1 suppressor of cytokine signaling 1 AK127621 7999423
MIZI zine finger, MiZ—type containing 1 AY235683 7928558
?é?ﬂ?;;ﬂ?;ﬂm hist?ne cluster 2, H?d | histone cluster 2, Hic | histone cluster 2, H3a - 7919589
ARRGAPS Rho GTPase activating protein 4 ] 8(;052303 8175800
510044 S100 calcium binding protein A4 BCOCDE38 7920271
UBE2E ublqultm conjugating enzyme EZS .'13\?7%62397“\-19 8012958
ODC1 ) ormth ine dccarboxy!ase 1 ) M16650 8050240
RGS!:!I regu1atur of G-protein signaling 13 AF030107 - 7908397
ILENG8 leukocyte receptor cluster (LRC) member § ~|Bcoz8048 8031176
BHLHBG basic helix-locp-helix domain containing, class B, 3 B 80025068__ 7961861
POLRIC |polymerase (RNA) LI {(DNA directad) pelypeptide E (HORD) AK023160 7993973
GSTP1  |glutathione S'-transferase pi 80010915 7941936
PDE4D[LOG65319 phosphodlesterase 4D CAMP speclﬁc (pho"phccilcstora"c E3 dunce hemolog, Drosophila) | |AY245866]BX 8112220
8 similar to phosphodiesterase 40, cAMP specific 648604 .
ARRDC? tarrestin domain centaining 2 AK128588 8026915
BAKI  |BGL2-antagonist/killer 1 LC110337 3125766
MEFZD ~|myocyte enhancer factor 0 BC084520 7921014
PHLDAI pleckstrin homelogy~like domain, family A, member 1 BC110820 71965040
oiL denticleless homolog (Drosaphﬂa‘ ) B AK?82343 7908568
C200rf149 chromosome 20 open reading frame _11_39_ . 50002'531 8_064_1(_)0
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Loch9s101jLocdd] BC030929[D3
0.’354§L006412981L Pl-3-kinase-related kinase SMG~1 pseudogene | hypothetical protein LOC440245 8000687
0440345 e sor

SL.CBAR solute carrier family 5 (sodium~dependent vitamin transportst), member 6 ) AFO69307 8051030
GADD45B growth arrest and DNA-damage—inducible, beta AF037853 8024485
HISTTH2EN histone cluster 1, H2bn - BC009783 8117600
L00338799 ) ) BC038786 7967210
CLK1 ODC—ike kinase 1 » BC028573 8058127
SNORAZ1 smalt nucleolar RNA, H/AGA box 31 , 7971386
SNORD103A  |small nucieolar RNA, C/D box 103A - 7914322
Co15! ' o BC0013T4 7937508
DDX39 DEAD (Asp—Glu~Ala~Asp} box polypeptide 3¢ , BCO10455 8034808
SNORD103A _{small nucleolar RNA, C/D box 103A : 7914324
CTPS CTP synthase , BCO0V408 7900819
PGLS §-phosphogluconolactonase BG014006 8026780 10
SERTAD3 SERTA demain containing 3 AF192529 80336903
UBXDS UBX doemain containing 5 BX647774 7913918
Locsegosl | 8040622
QS0X2 quiescin 6 sulfhydryl oxidase 2 AJ31805T 1 81 55094
SGARNAT7  [smail Cejal body-specific RNA 17 8021183
SLC1A4 sclute carrier family 1 (glutamate/neutral amino acid transporter), member 4 ___IBCU26216 8042310
SNORA21 small nucleolar RNA, H/AGA box 21 - AK095238 8014755
ZC3HI12A zing finger CCCH-type containing 12A ?%%%ZODHCR 7900146
ATG2A  "IATGZ autophagy related 2 homolog A (S. cerevisine) , BC110650 7949277
P14K2A phosphatidylinosital 4-kinase type 2 alpha . BC003167 1929677
NRiHZ ] nuclear receptor subfamily 1, group H, member 2 o BCOC7790 £0304830
ADFP adipose differentiation-ralated pretein ) BCO03127 8160297
Clorfod chromosome 7 open reading frame 54 AF191492 8135902
FABPS|FABP5LY  [fatty acid binding protein 5 (psorizsis—associated) | fatty acid binding protein 5-like 7 B8C070303 7948420 20
FABPblEABPbLI fatty acid binding protein 3 (psoriasis-—associated) | fatty acid binding protein S—tke 7 BCO70303 8147049
VPS8 __lvacuolar protein sorting 18 homolog (S, carevisias) n AF3083802 7932845
SNORAZY small nucleolar RNA, H/ACA box 28 7 e 8130580
usPse ubiguitin specific peptidase 36 ARDADSRH 8018937
WDR33 - WO repeat domain 33 ) o o 8055085
LGALST Jeetin, galactoside~binding, scluble, 1 {galectin 1) {BC0O20675 8072876
FAM4GC family with sequence similarity 46, member C BC131726 7904361
(2)REAHBLTEETRENE T LU RETFH

Gene Symbol Gene description Genbank 1D Té?f;‘;fpl;s

{A)Fold Change 3.08L.E

LRRNS  {leutine rich repeat neuronal § e .. |BCOSSI33 | 8133488 30
CLC ~ |Charcot-Leyden crystal protein S ) ) Lo16g4 | 8036755
ILBRA  linterleukin 8 raceptor alpha : . . U 1 201 S 8058905
ILERDB o mterieukln 8 receptor, beta . o L19593 | 8048227
DSCH desmoeollin 1 %72925 8022728
[(B)Fold Change 2.0LA.E 3.0k

FCERTA - Fo fragment of 1gE, high _a_fﬁni_ty 1. receptor for; alpha polypeptide e X04948 7906443
MME membrane metallo-endopeptidase ~ loarre 8083484
OPAS carboxypeptidace A3 (mast cell) o . ......|BOO12613 | 8083260
P2RY‘!4 purinergic receptor P2Y, G-protein coupled, 14 BCO34989 801511
ABCD2 ATP-binding cassette, sub~family D (ALD), member2 _{BC1o4e01 7962317
GIMAP4 GTPase, IMAP family member 4 B BC0O20657 8137244
KCNJ15 potassmm |nv\ard|,f—rec,twfy|ng channel, .-ubfamlly J member 15 - o BCO13327 | ~ B0G8533
SULTIBY  lsulfotransferase family, cytosolic. 1B, member1 BCO10895 8100798
Clorf28 ) chromosame 1 open reading frame 28 o o AF288399 7922870
TSHZZ teashirt zinc f"nger homeobox 2 gggjgfoﬂm 30634445 40
oA futegrin spna 6 I AT
DPP4  |dipeptidyl-peptidase 4 (CD28, adenosine deamlrase complexmg protein 2 ... |BCoss5Zed ~ B0Y6222
AKS o adenyldte kinase § e BCO36666 7902452
JMOSPDQ _— motile sperm demain containing 2 BCO30641 | 8166140
EMR3 ] egf—like module containing, musin— like, hurmone receptorlike 3 AF239764 8034851
GOLPH3L ~|eolsi phosphopm‘rem S-lke ) ) BC013870 7919780
DDX58 DEAD (Asp G|u-Ala-A5p) box poiypephde 58 o 30132796 2160559
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MS4A2 membrane-spanning d—donr?ain‘s, subfarnily A, member 2 (Fc fragment of IgE, high affinity 1, 010583 7940226
receptor for; beta polypeptide]
TNFSF10 tumor necrosis factor (ligand) superfamily, member 10 BC032722 8092169
GOET2 germinal center expresszed transeript 2 AY212248 8089478
ZNF429 zinc finger protein 429 AY259786 8027312
NOG ~ |noggi BC034027 8008627
INELL? N {chicken) 083018 7962455
GIMAPT GTPase, IMAP family member 1 |AK091818 8137252
PTGDR prostaglandin D2 receptor (DF) BG040963 1974363
KRT23 keratin 23 (histone deacetylase indusible) BCO28366 8015133
Charf28 chromosame § open reading frame 29 055)%%%534"“'( 2105481
(C)Fold Change 1.58L.E 2.0%k#
GVINT GTPase, very large interferon indugible 1 7946275
SLFNS schlafen family member 5 o B5¢125200 8006531
sLcodet solute carrier organic anion tran:pcrter famlly member 401 - AY?73896 81131693
ZNF260 zin finger protein 260 _|BCQ42676 8036324]
|macs7346 hypothetical LOCA01384 BC045575 8007798
NAPEPLD N-acy] phosphahdy]ethanolamme phosphohpase D ?;%27604‘AY 8141872
HLT_F o helmate—hke transcnptnon factor ) BCDMSEQ ._ 30.913.54
ZNF382 zinc ﬁnger protem 382 AF513816 8028794
VSIGT  [V-set and immunoglobufin dornain containing 1 B BC043216 ) 8169263
FAMI118B family with sequence similarity 118, member B 43;03031464”0':{ 7945058
SAMDS  |sterile alpha metif domain contammg g AFAAS355 8140967
ZN.I.:@G o zing finger protein 486 } ?&OSEBGOBIAB . 89?7260
PROK2 proklnetlcm 2 8088813
TRIMS ~ |tripartite motnf-contam ng 5 | 7946089
UBL_CP1_ ] _|ubiquitin-like domain containing cTR phosphatase 1 AY444562 ) 3109597
ASFIA |ASF1 anti s:Iencmg funchon 1 homolog A (8. cerevisiae) A_F1__5_1_8_5_6__ | 8121734
TRAT1 1 ce1l receptcr associated iransmembrane adaptor 1 AK291901 8081537
ARV 1 AF230878 7910494
IM3H2 mut3 homolug 2, culon cancer, nongolypesis type 1 _(E. cohi) . DBC021566 60410867
C21orf1Q9 chromosome 21 open reading frame 109 Qgg;agsa]ac 6068100
francF ' |[Fanconi anemia, complementation group F BX640996 7947138
CGR3 chemckire (C~C motif) receptor 3 AK123050 8079353
STYXIL. 0573043? serme/threonme/tyroswne interacting protein | simitar to serine/threonine/tyrosine BX647636 7974387
interacting protein R : i
RNASEL rlbonuclﬂase L(? '?'--olwgm*;oadenylate qynthetase dependent) BC090934 ] 7922707
ZNF175 zinc ﬁnger protem 175 BC052997 8030831
Ciorf103 chromosome 1 open rpadmg framp 'IO"I ) L AY150122 7918487
CAMSAPILI calmodulin regulated spectnn—assomated protem i Ilke 1 80123229 ) 7908614
ARSK arylsufatase family, member K |Avasasas | 8106962
RWDD2B RWD doemain containing 2B S&%‘IZME\W‘I 8069744
MNDA myeloid cefl nuclear differentiation antigen _|M81750 7906377
CD200R1 CDZ00 receptor 1 AK125349 8089568
LEF1 lymphoid enhancer-binding factor 1 ) _|AF288571 8102232
PlGM phosphatidylinositol glycan anchor biosynthesis, class M |BGO019865 7921528
BCO08Z54|AK o
LQCSISQBOS lozsese | . ?032428
TVEM106B transmembrans protein 1068 |Bcozazor 4131539
PCYOX1 prenvlcysteine oxidase 1 o o B8C051891 8042619
P2RY5 purinergic receptor P2Y, G-protein coupled, B ) o _1BCO45651 | 7071565
FAMT7CA [family with sequence similarity 70, member A~~~ |BCO47054 8114767
GIMAPG GTPase, IMAP family member € _|ecoeoiee 8143781
GIMAPS GTPase, IMAP family member 8 |Bc107037 8137232
STB3IA4 8T8 alpha—N-acetyl-neuraminide alpha 2.8~ sxalyluansferase 4 BG053657 3113358
C2arfdd chromosome 2 open reading frame 44 50035698 .8(}50689
o "|aF22504610R
Clorf36 chromosome T open reading frame 36 457198/BX 648 8132399%
555
IMATA [z finger, matrin type 4 . |pooteses | sssears
MTEMT mitochendrial methiony[-tRNA formyltransferase {BCO16630 1988708
LOC285636 BC131721 9105104
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CYorfs chromosome 9 open reading frame 64 AK090882 8162039
RNF157 ring finger protein 157 8018652
ZNF204 zing finger protein 204 (pseudogens) 8124498
CTSC cathspsin O BCO49206 8103389
CREBL2 cAMP responsive element binding protein—like 2 BC10§052 7054021
’ AK126092[BX
LOC221442 537595IBX648 8119423
183|BC 126300
LDHB lactate dehydrogenase B AY183688 7961693
SMAD2 SMAD family member 2 o AY134745 | 8023191
TFBIM transcription factor B, mitochondrial |AK288484 8130438
IMCM8 minichromoseme maintenance complex component 8 BC101057 8060813
TRIP11 thyroid hormone receptor interactor 11 AFQDi217 _7980923'
HPS3 Hermansky—Pudlak syndrome 3 AY033141 8033282
LDLRAPY low density lincorotein receptor adaptor protein 1 BCQZ9770
KRCC1 lysine~rich coiled—coil 1 BC1G7580
DPY19L4 dpy-19-iike 4 (C. elegans) BX238174 8147375
SLC1GATO solute carrier family 16, member 10 ia‘:ﬂmatic amine acid transporter) AK126183 8121515
IVAMP4 vesicle~associated membrane protein 4 BC007019 7922309
UNGQ3104 AGAH3104 AY358709 7960362
CHM choroideremia (Rab escort protein 1) AK281160 8173892
NUDT7ILOGA4038 Trnudix (nuclecside diphosphate linked moiety Xi—type motif 7 | similar to coenzyme A 799733.é
8 _ldiphosphatase
EPHX2 epoxide hydrolase 2, cytaplasmic BC011628 8145532
ZNF623 zing finger protein §23 ) BCOG7516 8148658
FAM134B family with saquence similarity 134, member 8 BCO53378 | 8111138
TMEM 154 transmembrane protein 154 ) BC0GO775 8103226
GIMAPS . GTPMa"se, IMAP family member 5 AKOR5558 8137257
ACVF activin A receptor, type IC BCO22530 805599
uso AL832010 | ©095773
i AB029030[BC
KIAA1107 037317]AF017 7902977
090|8C047628
BCO03811EBC
fooxeo DEAD (Asp-Glu-Ala-Asp) box polypestide 50 020601)AL137{ 8103363
454
SLG46A3 soluts carvier family 46, member BC026662 7970792
OSGEPL1 O-sialoglycoprotein endopeptidase—iike 1 BCO11904 8057589
MKKS McKusick—Kaufman syndrome AF221993 2064967
RPAP3 RNA polymerase Il associated protein 3 BCUY6415 1962590
C120rf23 chromosome 12 open reading frame 23 ':\:‘(;36(151;31IAL 7958346
GSTM3 glutathione S—transferase M3 (brain) BC000088 7918379]
C10arfd8 chrarnosone 10 open reading frame 88 BC(32645 7936817
TNF148 zinc finger protein 148 BC116500 8028186
TMEM2C4 transmembrang protein 204 AY678494 7902203
BRS&2 |Bardet-Biedl syndrome 2 AF342736 8001507
LARS leucyl~tRNA synthetase BC152422 81140861
ZNF780R zine finger protein 7808 AK127063 8036813
GYSLTRI cysteinyl leukotriene receptor 1 BCO35750 8173745
PAQRS progestin and adipoQl recepter family member VI AY4242886 8120215
LNPEF leucyl/cystiny! aminopeptidase D50810 8107066
ANKRDS5 ankyrin repeat domain 56 B8C106914 8112159
FNCUFBS NADH dehydrogenase {ubiquinone) 1 beta subcomplex, 5, 16kDa BGCO17%09 3084092
SCYL3 8CY1-like 3 (8. cerevisize) AK2982507 7922250
GPR171 G protein—coupled receptor 171 BC0I6815 8081503
ECHDC1 enoyl Coenzyme A hydratase domain containing 1 BC003549 8129379
HERC4 hect domain and KLD 4 AY221963 7933947
TEHZ2 teashirt zinc finger homeobox 2 AF230201 8063437
IKZF3 IKAROS family zine finger 3 (Aiolos) AY377981 8014891
FAMAEA family with sequence simitarity 48, member A ‘ AJ130894 7971039
ZNFE81 zinc finger protein 681 BC062215 8035855
16(;?115020129030“0 hypothetical prokein LOG10012903C | melanoma antigen 8155453
THNSL1 threonine synthase—like 1 (S, cerevisiae) 50%3456] 3z|oR 7926708
é€53§011:20129030||—0 hygothetical protein 1L.OC100128030 | melanoma antigen 8161379
SEC22B SEC22 vesicle trafficking protein homolog B (. cerevisiae] BCO01364 7804695
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_]NPP'lB inositol polyphosphate—4—phosphatase t/pe I, 1¢5kDa BC110918 8102850
CD40LG CD40 ligand (TNF superfam:ly. member §, hyper—lgM syndrome) BCO71754 8170187
ZC3HG zine finger CCCH-type containing 6 8044450
1DH1 - isocitrate dehydrogenase 1 (NADP+), soluble 830093020 8058552
BBS10 Bardet—Bied| syndrome 10 BC026355 7965060
""" . AK2B5E24]AK
FHIT fragile histidine triad gene 127931|8C057 8088458
223
_fhydroxysteroid dehydrogenase like 2 AT093428 8167233
: zine finger protein 90 M5 1870 8027254
DISPZILOCTZ8211 dispatched homolog Z (Drosephita) | hypothetical LOC728211 ALIZI580 8022338
MID2 midline 2 Y18380 8169249
KLHLS kelch~like 8 (Drosophila} BC039133 8160405
NT5DC1 B'-nuclestidase domain containing 1 {BC108699 8121573
ATGAC ATG4 autophagy related 4 homolog C (8. cerevisiae) ARQZTT73 1901893
PAT ataxia telangiectasia mutated | nuclear protein, ataxia—telangiectasia focus U33841[x9119 7943620:
ZDHHC13 zing finger. DHHC-type cortaining 13 AB024495 1938616
VTAT Vps2Q-associated 1 homolog (S. cerevisiae) AF271994 8122348
CXCR7 chemckine (C-X-C motif} receptor 7 BCO38661 8049471
CHORDC1 cysteine and histidine—rich domain (GHORQ}*containing 1 AX226009 7950983
TNFAIPR tumor necrosis factor, alpha—induced protein 8 8oe07014 8107520,
sS0082 Suppressor ofﬁuyl.okine signaling 2 BCO?OOSQWW ”7957351
TES testis derived transcript (3 LIM domains) AF245358 ’ 8135336
SPRYDS SPRY demain containirg BC0Q3014 7939879
SLC30A6 solute carrier family 30 (zinc transporter), member 6 BC065903 8041257
JMETTM metnyltransferase like 4 BX647373 §022009
sSvip “emalt VOP/p9T-interacting protein AL833119 794747
HDACS histone deacetylase 8 AF230087 8173531
JRKL lierky homolag-iike {mouse) AF004715 7943314
iPDE?A phosphodiesterase 7A N ug7e32 8151074
GTF2HI1 general transcription factor 4, polypeptide 1, 62kDa BCN04452 7938762
FARPOLG poly(A) palymerase gamma AF3i2211 8042119
RBL2 retinoblastoma-like 2 (pISO) _|BC0344%0 7935631
FPOLR3K pulymerase {R’\IA) I (DNA directed) polypeptide K, 123 kDa AF060223 79981294
ZNF234 zina finger protein 234 BC007303 8020342
ERGIC2 ERGIC and golgi 2 AlL834128 7962013
ZNF717 zinc finger protein 717 BC084565 3088611
SLAINT SLAIN motif family, member 1 T BC111497 1958533
PTER phosphotrlesterase related BCO15092 7926358
C210rf55 chromosome 21 open reading frame 55 AF462163 8070097
ZNF2803 zing finger protein 2808 _|EBC040020 2074815
IGFIR msuhn—hke growth factor 1 receptor AB425198 7986359
TCLG T-cell jeukemiaAymphoma 6 } ABDIB332 7976523
5LC26A2 solute cattier family 26 {sulfate transporter). member 2~~~ BCOo9380 8109194
ZNF512 zinc finger protein 512 BC093041 3040085
RECK reversion—indu_cing-cysteiné:;i“t‘;lj{protein with kazal motifs D50406 8155169
NAPI L3 nucleosome assembly proteir *hke 3 D50370 3173917
JUEVLD UEY and lactate/malate dehyrogenasa ‘domains AF303350 1943027
IMRPS 14 mitochondrial ribosomal protein 514 _|BCO09783 7922462
EEAS early endosome artigen | L401 57 7965436
FiG4 BC041338 8121429
SMLI smu—1 suppressor of mec-8 and unc—52 homoleg (C. elegans) BC110654 3160622
fPIP3-£ ) AK280917 8130408
Cl4orf104 chromosoms 14 open reading frame 104 BCO11400 7078838
FM_Qfl___ . flavin containing monooxygenase 4 BCO02789 7803297
METAP1 o methu;_y‘y_l aminopeptidase 1 o 80030054 8098556
LOC482311 similar to bovine JgA regulatory protein AB073888 8108475
ANAPCT? anaphase promoting complex subunit 7 BC]:ﬂBdB 7866301
ATPI0D ATPase, class V, type 10D BC131535 8094911
DACT1 dapper, antagonist of beta—catenin, hornolog 1 (Xenopus laevis) AF251079 7974689}
ZNF470 _|zinc finger protein 470 AY484591 8031649
SCRNS secernin 3 RC110484 B0A6502
MGC70870 C-terminal binding protein 2 pseudagene BC063803 8019563
: o2 |peptidase M20 domain contaning 2 BC035036 8121087
ZNF516 zinc finger protein 616 3C033199 8038954}
ZADH2 zine binding aicohol dehydmgenase domain contalnmg 2 {BCO78661 ‘§923871|
TNFRSF10CIMGC3{tumer necrosis factor receptor supertfamily, member 10c, decoy without an intraceliular Qgggﬁg‘c’%ﬁ] 8145044
1957 domain | hypothetical protein MGC31957 569
gooooao
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. Transcripts
Gene Symbol Gene descriptien Genbank ID | o o1
Fold Change 3001 F
|M34A3 | membrane~spanning 4-domains, subfarnily A, member 3 thematopoietic celi— Speclfo; L5848 79402186
TCN1 transcobalamin [ (vitamin 812 birding protein, R binder faml!y) [JO3068 | 7948444
MMPS matrix metallopeptidase 8 (hautrophil collagenase) AK292659 7851246
OLFMA olfactomedin 4 o B AYZSR567 | 7969228
RNASE3 _[ribonuclease, RNase A family, 3 (eosinophil cationic protein) M?.SIZE ) _?973105
creG |eathepsin G ] AK2259¥4_ 1478351
ERAF _|erythroid associated factor AF112995 7995237
SLCAAT solute carrier family 4, anion exchanger, member 1 {arythroeyte membrane protein band 3, BC096106 8015981
. |Pie0 blood group) e 10
MPO myeloperoxidase N | MiSEGT 8016932
SERPINB1O  |serpin peptidase inh |b|to: ciade 3 {ovalbumin), member 10 ~ |BCo%s217 2021645
CRACAMS carcmoembryomc ant\gen related ceII adhesmn molecule & (non*spec%ﬁc cross reaotlr'g___ ~ |BGoosocs 8029098
GLG Charcot—l..gy_d_e_rj_crystal protein _|Lo1664 8036755
CEACAMS carcinoembryonic ant'gen-related pell ‘adhesion molecule & M33326 o 8037222
BF1 bactericidal/permeability-increasing protein 1DQ414688 8062444
SLPI secretory leukocyte peptidase inhibitor 30020708 8066463
LTF Hactotransfertin |X&3961 8088607
ARG arginase, liver [BCO20653 | 81 22058
CRISP3 _ |eysteine-rich secretory protein 3 X94323 8125908
SLCZDAS? o solute carrier family 25, momber v ]AY032628 8145281
1313';"'92104)&\3?“'00]00 solute sarrier family 25, member 37 | hypcthet:ca( prote\n LOCH00133914 AF495725 8145291
DEFA4 defensm a\pha 4, corticostatm o . BC106747 | 8140108
8!;5;\3?;?EFA3!LO defensin, alpha 1 | defensin, alpha 3 ncutrcphi spemfc gﬁéggég’:;; . 8149116 20
DEFAI1|DEFASLO M23281|BCOS
0728358 defenqm alpha 1 | defensin, alpha 3, neutrophil- spe0|fc 9423 E.il491.26#
gsgggsslggigiﬁl{g defensin, alpha 3, neutrophil~ specnﬁc | defenwn a|phd i Edefensm theta 1 pseudogens g&&l;;;ﬂﬁlB(/ . BMQ"I_S?
CAl carbomc anhydrasel ~|M33887 8151502
LCN2 lipocalin 2 RCOSSOSQ 8158187
ALASZ aminolewulinate, deita~, synthase z 80030230 8173133
cD24 BCOB4E10 817722%
() BBBICRBAE T LLBETER
L Transeoripts
Gene Symbol Gene description Genbank ID | o), cter 1d
Fold Change 3.0EL.E
IF144L interferon-induced protein 44-like ALB32618 7802541 30
SNORA42 smali hucleolar RNA H/ACA box 42 L | 1920873
PTGS2 prostagiandin—endcperoxide synthase 2 {prostaglandin G/H synthase and c_yr_:looxygenase) AY151286 7922676
EGRY early growth response 2 (Knox—ZO homolog, Dresophila) BS035625 | ?{_333872
IL18 ) kin 1, beta BCO0RGTS 8084722
CXCL2 chemokme (G-%- G motlﬂ ligand 2 BGCO15753 8100994
HIST H2BB histone cluster 1, H2bb BC086728 8124394
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Charcot-Leyden crystal protein (CLC)
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Defensin, alpha 4 (DEFA4)
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Membrane-spanning 4-domains, subfamily A, member 3 (MS4A3)
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Interleukin 8 receptor, alpha (ILBRA, CXCR1)
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Interleukin 8 receptor, beta (ILBRB, CXCR2)
BEEEA BE AT
3.5 = = - - E=aSeS P TIPS IR s 3_5 M - w—— - PP
p <0.05 NS
3 3 | ‘
25 2.5 %
Z ® 2
1.5 " : 1.5 " '
1 ° 1 |
05 | " 05 - . |
[ ] ' 4 \
0 : 0 ; w
0 1 2 1 2 3
BE B'BEA BEAEN BEARR
n=9 n= n=3 n=3



(39)

Ooooono
G4-1 G4-2 G4-3 i
_ B R % B o om & EEA
nTE (1) (2) (3) (4) (5) (6) (7)(8) (9) (10)
(kDa)
80kDa _978_;- R R
Clusterin :
55.1 = ‘ — g - -
374 &
2.0 - B8 e ™
19. 7 e
6.8 =
ooogao
NFE (1) (2) (3) (4) (5) (6) (7)(8) (9) (10)
(kDa) W ORE pt s

97.8 =

a-lantitrypsin -il)\
52kDa

374 ~o

29.0 \.. e D e W v = 0

19.7 N

6.8 i

JP 5704684 B2 2015.4.22

(1)(2): 1gG4- 1A AN
(3):1gG4-1;B %
(4):1gGA-2;5 BRIl
(5):1gGa-2;A Bt
(6):1gG4-3 ;AFRAI
(7):1gG4-3 A& %
(8): & A-1

(9): @& A2

(10): i A-3

(1)(2): 1gGA- 134 R
(3):1gG4-1;AE %
(4):1gGa-2; 85I
(5):1gG4-2;B &%
(6):1gG4-3 JAFEAN
(7):1gG4-3 A%
(8): 2 A-1
(9):BE A-2

(10): % A-3



ooooao

E

:

£ w

8

2

o

40
a

ooooao

2500
£

& 20}
5 20008
2
8
.% L5
o
£
[
©
E N
£
2
[

140

- 122

TRRAT

7%

2550

I 2469
= 2307

JAREAT
76

EEA

68

EEA
69

2492

2159

1732

(40) JP 5704684 B2 2015.4.22

Clusterin ELISA
(GAsERIvsEE A)
140
120 | ® Mann-Whitney®URE
| ERAGRED. MURETH
100 | . D<0.05
E . (HEP{E= 0.03832)
2
g W .
5
[&]
£ .
o B0 : *
@ .
E :
.
20
0 i

Alphal-Antitrypsin ELISA

GRFTRIvsEE A)
3000 |
%W; ! °
H : 3
(Em 2000 ' Mann-Whitney® Ut E
2 ?
E " ERAFRLD. AURETR
8 p<0.05
€ 1500 | (WEP{l= 0.01842)
o |
£
] ‘
- 1000
o ‘
=1
o
500 I
i
O:



(41) JP 5704684 B2 2015.4.22

oooooooooon

(7000 00000
000000000000000000000000000000
(7000 00000
000000000000000000000000000000
(7000 00000
000000000000000000000000000000
(72000 00000
000000000000000000000000000000

goo oboogo

(56)0000 0000,1ge40000000000000(Ige4+0LPS) 000000000 002100 OO
00000000, (2010.03), p.77-79
0000000000, (2006), 103, [DOOO0], p.A688(0W14-4)
0000000, (2010.07), 64, [1], p.95-104

(58)000000(Int.Cl.O000)
000000000000000000000
000000000000000
00000000000000000000000000000000000
oooooo



patsnap

ERATROF) AT MRIgGAMERERIAREY & H g
DF(RE)F JP5704684B2 DF(E)A 2015-04-22
HiFs JP2010194326 RiFH 2010-08-31

RE(EFR)AGE) FREASRERKZE
HHRB(ERRAE) FREADRENAZE

FRIRBAA MR R &8
EARESE
RIZEA
AIEF

EHAA MR A&
EXR RS
B2 BA
AiE BA

IPCH %S C12N15/09 C12Q1/68 GO1N33/53

FIZ 25 C12N15/00.A C12Q1/68.A GO1N33/53.D C12N15/12 C12N15/13 C12Q1/6809.Z C12Q1/6813.Z C12Q1
16827.Z C12Q1/6837.Z C12Q1/6851.Z C12Q1/686.Z C12Q1/6869.Z C12Q1/6883.Z GO1N33/68

2G045/AA25 2G045/CA25 2G045/DA14 2G045/DA36 2G045/FB02 2G045/FB03 4B024/AA11 4B024
/CA04 4B024/CAQ9 4B024/HA12 4B063/QA19 4B063/QQ42 4B063/QQ52 4B063/QR32 4B063/QR55
4B063/QR62 4B063/QS25 4B063/QS34 4B063/QX02

M
_|
m
Py
<
3
ok
Jjo

RIEAGR) HEE=
HPAHT
WERBT
L8 &
H N FF sk JP2012050369A
SAEREESE Espacenet
ﬁg(i%) «a )H'ﬁAI:TfL'CSt'eé!ubttﬁ\_f::!fi%iﬁi" ‘ T |T‘;71;=i=':>

ERHEE  BE-FEE |, B TEEIgGAMER KB RS
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