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Lo — i NI 823808k 454 8 11 HEL-207, JURHEAE T, e HA FAE P51 2 1
RIEIR A SR P 2 (R IR P A 220 — A B LA 2 B BR ek 1 UG i 2k sl o L A
A58 2 e FER AL e S AR RS MR 51 2 TR B B O IE AL 27 TR & i R
i

2. —Fh NBHI B FRIEKE 145 A48 A HEL-207 (4Rt A, & PO RFIZ —

FPANRA A 1 I HIRT

55 R 1R E ) DNA R BT 90 % DL RIS M, EL4m AL 17 2h RE 25 A 1K) DNA
FP3

3. BABRIER 2 Frif sk B i BAZ A% R B S K

4. FAHBOMER 2 PFrif kAl 140 & .

b AFXIBURIELSR 1 AT ik 8 5B il 5 R 48 Al oA LB DIz B i o i 1 23 9t o

6. EFXRURIER 1 Brid s B RS L 2y AL 54, BTk 4 5 0 A 35 A e P ads 14 2
FE R P9 A s AR ML, DA 242 BRI I AR

7. MRIEBCRE SR 1 ik i) 8 A AEA B AEZ B A A

8. MRIEBAER 1 Prik it & ALEA T AR P I

9. MRIEBMELR 2 il IR DR AE T BT IR 2 250 b IR R

10. ARIEBCRESR | Pk i) 8 e 2 B it A s I
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AEMEBRIEFEFEAETER HEL-207 REABRBER SN A

AR
[0001] A& TAEMBOR HE A0 A, AR B Fofr AR S2 R 0E
K745 8 A HEL-207 R L Ag 2R 5 i ]

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA ST HT R KB EASARE B RS RS, T 2 b Al i ol s 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH T UAE A SR TAHEAER, 2 5K 7 il 72, H2 A IR 888 G i D ge . B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

ERAE

[0005]  AJ BRI — A~ H I 2 SR Bl i AN M SERIA R 745 & 8 H HEL-207,
[0006]  —Fift A\ 52 IA K T 45 A 88 (1 HEL-207, & BAT T AR H A1) 2 (WL IR P 5
SR P 2 RS IR P 4o i — A BU LRSS BRARZE U SR slis in LA 5 7
H1) 2 (R a8 FERRIAIE Fe SAR RIS PR v 41 2 AR B sl ik

[0007] AR BHEG N B 250 B (A 44 HEL-207, £ 461 P EIERR IR IELL K . HEL-207 &
FAFAER 1A N+ PUREBEEEALAT £URT 5 A BERRALAT 21, F45 2 4 cAMP . cGMP #7819 3%
FERA R ALAL A 1 T R AR 1T BRI AL L SORT 2 AN 8 A C BRI AL A AT

[oo08] A BIISE —A> H K2 SR g b A\ MY S2 AN 145 A 811 HEL-207 (2R, &
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& PO HRITFA L — -

[0009]  JF4I) 4 1 ) DNA 741, GenBank JEM5 2k :EU668359 ;

[0010]  ZwALJEAZrh SEQ 1D No. 2 & BUEHI M ZH%HEE ;

[0011]  5/FHIRPFA) 1 BRI DNA JEA)HA 90 % LA [FEYE, H4midAH R DhRe s E i
f¥) DNA 547

[0012] ¥4I SEQID No. 1, 44 cDNA J¥41 24 1800bp, &AL TN 9 ‘T Yok I, 4ihd
461 M2 LR, dnhd 8 1 8 HEL-207, 515 5 K, H IR SEHE R 1386bp, A — M58 #1132
P HE .

[0013] AR BHEISE = J5 1, 34 T R A ZE 8 TREH R il 4 B AR 2 R IR 455 5
[ HEL-207 %51t 2 TR 777, C ARG & A Lk 200 F /080, DL Z B R AL e
R E LM,

[0014] AU BHEISE PUJT I, 3@ 4L T 5 Bl N R s2 R R 1 456 81 3 HEL-207 ¢ S Pk 45
A HIPUA, LR T B T I 52 Dh R B T B AN BRE R A B2 .

[0015] AN J BH (1 56 Ty 0, 4@ 48 TR DA AR th 2 AP N R 2R IENE 745 E B
HEL-207 [ 7532, ‘EAFE SBRPINFE & 5 0 il B A R R M BUARTE— e A R AL RIE A, 0
SRR RIURTAE &Y, A HURPURE S St~ A e I R

[0016] AU BHIIAE 755 1, 345t 1 A e B a R g b e ) I i o B AR R B a1 ]
BeAE WA B AE 1) 5 48 10 BUE A e TR IT AN EIE, BUE 8 T 8T 1Y ik
Z G IIEE 4y 5, Bk T e {2k N SR 52 3R 1A K 1 455 82 B HEL-207 35 PR Esh 71,
Bk T e 3 A SIS B S2 R 1A RS 1 456 88 A HEL-207 35 1 ISP, 8l T IR FR S &
e, R AR IR 1454 8 A HEL-207 14w hd P2 s 3 1 B, AT et 5 1 4 sl
BT F T PCR BRBZ R A4 AT, B F Tl & JE LG F o AR BB kv H T 294154, AL E
MABOE YR, T AR — O B B i A= B g LR P98 S50 1K1 245400

[0017]  AREHRIE LW, 1840t T —FMAEW, b A6 Wa & ARk HTR K& .
A RRITH) ) s e, LU R 22 BRI 3k

[0018] A% BN 4 1 BEAE 75 B 2 W e S R R 08, B A THS 3K J5 3, PRtk m] g 5 ARG ORI
M IGEH)REH K. BB — M RIAR 8 B 2 0K, v ELIU ] s A S EIE R, A&
B FEARAR s i A CL R R Al IR SR A

Ff 1 152 AR

[0019] . IHEL-207 SR HAE NG T B2 e hr

[0020]  ZLA%5O0 B ks 1% s 4 580 R HEL-207 SR 7N+ LIREANT 5
[0021] A 40 :PHMEXTHR, A3 B8 HEL-75 AL S TEEAME T (XEORE) ;
[0022] B4 :[HHXTHE .

[0023]  C 4] :HEL-207 &[4, C3. o HEL-207 R A4 &1k 735530
[0024]  LEAIR :5mm.

[0025] ¥ 2HEL-207 JE[R 4 2R K1k K] it

[0026] 1 Pff=2sk 2 PHSEfR 3 P2 4 S2AL 506 IF 7T IR 8 B 9 H 10 BMHEXT MY
[0027] & 3. HEL-207 S A{EP 2 R IE K western blot &5

4
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[0028] M :Marker ;1 :FHYERTHE, HEL-75 8 11 52 : AT HE, /N BRLMYE 53 :HEL-207 &
[0020] A% B EE R HE T I £ 11 22 KA EL A AH [R] SSORE ABL I A= A0 2k B DD BE 1 AR S
A, X S AR (EHFART) AN FRAEANEER TIEE T CGEFEN
1-50 4>, B A 1-30 A4, FAEHD 1-20 4, SR 1-10 A4 ) ZEBRIER R AT, 7
Ah, RGO E i (BGh0) W] R AELE C Rl / 80N Ky (IEHA 20 NLLN, B EHD
A 10 ANLAP, SEAERL A 5 A LA I 2 2 BR ik S 8IS N ), 7EARAscrh, MR BRAH U sSAH BA )
ATETR AT BRI, 18 H A S TR 2 LR N D RE, et DI REAH L 2 R I IR sF Pt B R 2
RS FTRAN . N5 A% BT AR B EER % - HER ) N
W) GER (V)RR L) weamdlR (D R RKNER ) R ) Bz, W
T AR M) ENZERR © B e R iR K AR ) R RA&
A O) HABNE Q) o HI EABEIRARE T & A BERTED, &2 % Bakiir 4
YIRE T P B s AR T

[0030] A% BH (A% 78G54 38 5 1] LA PCR 9 3k . B AN T8 I 7 3k 15 . Xt
T PCR 435, AIARYE A% % B BT o F A SR RL IR 7 915 G G R T T D) 1524 471 >R v o 5
W), AR AR N S IR 55 A0 77 923 0 ) 4% 18] cDNA SCEEAE A BER, 37 14 T A5 28741 o
T e L v N, PR ON AN, AR S 0 Ik 0 T A A B IS () e R4l iy AR
RSP TIR

[0031] A BHHR, A FHASSURE AR N 53 SN 90 VR 6 & dn i Ak B I B A A%
B 7 A4 N B R A, i 28 77 VA FR R R RS 41 DNA BoR, TR N B H RS

[0032]  FR &R n] F 5 Ak Bl L ail > ) R A% RN ST A% 40 ., LIS L BB A8 3 1A T b () AR
KBS A, 1 40 B nT DU JRUAZ A NG, G040 B 40 MY, SRR AR S5 B A0 e, i REAN A 5Bl
R EAZ NN, 0 B R A A . v R A AL RGOV RE IR IR T B ER S LR
SRS L RN F %

[0033] A BH ) E 7R 40 M Py ZR Ak, G SR RT 22, W] R) A LA B (0] A 2y (R R At R e 2 it
S TR B NAEA RIS ), XL TT 5 R AN U AR N S T NI o X 88 77 7 1491 -
FEAEA PR T A A B E L S E e AL 2 (R ) VB BB R
BB BB or IR AT IR E T B SR R AR E AT A &R ST R R
JOXEE TR S A

[0034]  AJ B A FE X Er 1 By B HA e e 1 1 22 S B DU I L v FE LA, Ie S A
ARG TR PUA b BEsR & DU, W 1A WPTRSE & e e AR IR B ok BN IBT AR &R 2
HEFIRENS

[0035] A% BH LA T DU I A B B3 O A0 B P AT il 2% o i, 4k
()2 PR = Wy el SLHLAA PR I I B, WA T 3h ) LA 5 2 e B UK I 7 A, AR B
[RIPT AR RT LR g FEPTIR . IGSS 5 v B BT R mT LR 24 AT I8 B AR 1l 45

[0036] & B NIE RIS IE— 0 R, 1% 8 (e T kS 710k 5B IX (Kl 1), RT-PCR
6 L G TR AL DR 7 B S8 K 52 i T R U ik (B 2) , R AAE KT i b 2
T N HEL-207 85, FH A/ R 3R15 T HZHiMiE. KA Western blot 7R =2
REBR IR — 4% 46KD £ 45 44415 (B 3) o

[0037] SR BH K 25416 PTHR IR 25 Al i B2 ) J8e o5 R R 2, 308 5 R R 25 0 AL S W il e nT v
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SRR, A8 LR A S VR BB VR 3 T ol R Y S T I A T N S R B VR Y S B A P s A
T2 MR PG AR 25 5% b2 A I 2 rh, A B B 29 406 00T el e DR 4
AR RN RS AR UK B IR 45 25 77 SRR 3 2 A A 33 1050 E AT It H
N TR ARR, AN R & AR DLS HAb 2L R A .

[0038] [l 4 HLAR S, 13F— 25 R A e B, I B 6 S 4] 3 H T BH A S B T AS
FH T PRI A R B TE L, B AR 5 A Rk, AR B SE ke R o AL 2 e e B4
DNA FI 02 2% IR R AR, 3 26 5 2 AU AR N 53 I ) o IR EE 4 ARAE T 1 SCHk A 58
AR B0 Sambrook (4r T rulE LR ET) 5 AR (1989) s (DNA SEFEN S [ FEE 11 25
(D. N. Glover %%, 1985) ; (MRS %) M. J. Gait 4k, 1984) ; (& Z4AC) (B. D. Hames
IS Jo Higgins #4R. 1984) s {dr Fmdifh  JrU BRI SE )5 2 it (Spring—Verlag,N.Y.),
DA R (S8 50 55 2 T I-1V 348 (D. C. Weir A1 C. C. Blackwell #r4E 1986) 5K, 7] Lz it
I R PR R U B AT

BAEHEA R

[0039] SR 1. SRHIFE R TR HOAR R % A KT S48t 5 HEL-207

[0040]  HEPRI ve [ fo 7 41) 3 i

[0041] X A 52 56 55 A4 7 160 A B 52 cDNA ST 8F 47 K FIAE I 7 0 3, 3R B3R 3k 7 4
b %% (EST), F) A Unigene % 4 i #F 47 #1730 &, 3K 43 A HEL-207 4> K cDNA, 1
H Expasy Translate tool (http://us. expasy.orghttp://us. expasy.org),
InterProScan (http://www. ebi. ac.uk/Tools/http://www. ebi. ac.uk/Tools/) FH
Protein #{ roteinblast (http://www.ncbi.nlm. nih. gov/BLAST/http://www. nchi.nlm.
nih. gov/BLAST/) %5 7l il HEL-207 K F¢ %1 J2 i 2 Bh BE. SignalP(http://www. cbs. dtu.
dkhttp://www. cbs. dtu. dk) , PSORTIT FlI WoLFPSORT (http://psort. nibb. ac. jp) ZE% A7y
iz & A= 5 Ik & BN 7. ProfileScan (http://myhits. isb—sib. ch/cgi-bin/
PFSCANhttp://myhits. isb-sib. ch/cgi~bin/PFSCAN) FII N s bl KEAL AR BR AL AT A5 o
[0042]  XRAF A HEL-207 41K cDNA, AR4E A=A {15 TN HEL-207 4 X, Bil—kf
3514 :FO1 :5” “TTGGTACCGACGACGACGACAAG GGGAGCCCCGCACA-3’,F02 :5" —GCGGCGAATTC
GGTGTTACAGGTCTGGCTC=3" _E= "1 i 5143 3t 73 7] 5 | ik PR ol 1t A DD A7 A0 Kpn T AT EcoRT. 5]
Y Eilg A TAY TREARIRS AR A7) G . LLASSEE 3 F) 1) B 52 cDNA ST A 1
¥, PCR 348 HEL-207 FEK A BL. PCR [ 4644 :94°CFIAEME 10min, (94°C,40s ;55°C, 455 ;
70°C, 30s) 30 MEH, T0°CLEMH 10min, 4 CIRAF . KV EEHSE, 1. 0% SR ML F vk Al o
Sy e IRI B R B N e FE SR pMD-18T HhagbAT I % 5E

[0043] 4] HEL-207 2% (43K 4tk

[0044] /5% € i HEL-207 LK id Kpn T A1 EcoRT 47 £ 7 [ 2 R IAH AR pET-32b (+) 1,
i L 5 Rl B FR A B BAE — 350, B RIS BIK pET32b (+) -HEL-207 % A\ E. coli BL21 (DE3) /&%
AN, PR PCR G e PH 1t v, TREBRRAE 1mM IPTG, 32°C 4541 N3 4h Ji5, N i
i His—tag MEA E @ " PP EENEITE" MEH HEL-207 8 E 3T 70 54k,
fa b, " LR MEN H T AL EA Trx-HEL-207 @& 8. REMEEAMHE
Y PR, R A AE . BJm, I S SRR R E 2] HEL-207 22 . 40

6
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o JE R E A & A Bradford Bradford 1976) yEUHT & &, 28 5 A T IEATIRAT
[0045]  SEiifs) 2. HL HEL-207 £ v FEHUIATE 1) %

[0046]  FHEEL4 HEL-207 £5 [ %)% BALB/C /NI 2P, fjsHbul, & L2 W T4 1 RiE
U750 g EARH SRR TEMAER (CFA) « SRIGIESE 15,30 Fl 45 RiFEH 25 1 g F4]
B AR SE B ATE A A ) (TFA) sz . 28 60 R AMHBRIREUM, 43 & M35 5 H ELASA
Fl western blot 7 MrHUAR KR FIEE S . ELISA 23 #r& BI P4 &%) 1 ¢ 10000,
Westernblot 7rXy =41 A B 529 A UK AR HEL-207 #BHA R4 IRE 5
[0047]  SEZjifs] 3. A HEL-207mRNA ZH 2R 38 15 1A 5%

[0048] & T #f 2 HEL-207 R A A, K A1 € & RT-PCR 43 #fr HEL-207 2[RI 76\ Fff 52
SKVIRL R, B2, 0, BT, B 0, 5, B SRR R IEE S . ] TRIzol (Tiangen, Beijing,
China) #i#2/5 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
SRS G cDNAe PR S5, 2ul & R cDNA F R ERIRy 7 5 |90 1EAT PCR & 15 0 20ul SN AR R &
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &15] ul (25umol/
L), 1ul Tag DNAZRG T (2. 5U/ul) , 2ul cDNA AR BL A 11ulddH,0, PCR 2 M IFE A :94°C,
10min ;94°C, Imin ;54°C (%f HEL-207) /49°C (B —actin) 30s ;72°C, Imin (35 {F¥f ) ;72°C4E
i Tmin. B -actin [RIEVENNS . FrA PCRYIE=MH] 1. 5% B R BE LIk 0 #7 . RT-PCR
b R R R ZIE TR AE B 52 RS2 O IS IR 2R R

[0049]  SEjififs] 4. A HEL-207 &5 /R Sz 5Ot e fr

[0050]  HY A =201 B AL ZRUKIE D) v, AT e 2Ot e, Horp—$i 4 Pt rHEL-207 £
Pt (1 © 400), —Hik FITC- Frid Pl TG (1 o 200), A A PT Jeti. 5 ra K
PR H 80% Hhd 1, SR a L R AR BBt (LeicaTCSSP2A0BS) M 4E A, SB[l LA/
B A T VB AR — B E A X

[0051]1  =Zjif] 5. A28 AEEE S Western blot

[0052] 4 MNP S2 9 S B 2R 324 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF fi& [ 3E4T western blot. FLPTA HEL-207 ZHi 4 —F0 (1 © 5000), —Fi A HRP- §x
WFEPUR Tg6 (1 1 500) o BN ik 440 B 1) 3% 1 FH 3G 5 Y HRP-DAB JEC A4 &2 (iR 55 & 40 A
Westernblot W7nPi A HEL-207 250t H 20 d A A B S23 Al EURI R 2R HEL-207 #8H
A RIS,

[0053]  SEjiifs] 6. A HEL-207 &5 ALK I e 2 g fr

[0054] W BEkh+ H PBS YeidkfaimAn T+ 1% MR B s b, BRI, 2R FH AP et i
TE 10 7380 SRS T BB F 3% BSATE S N EI 1 /I, 285 s I BT HEL-207 2451
(1 2 200), 4 CIER . Ho P B/ BRLILTE A A P4 % B . A PBST (PBScontaining0. 1% Tween—20)
bk =0 A R FITC- bricd EHi i TG —HL (1 & 200) o I H PBST Pk =X, 2R
Ji 1 80% HimiEr e I Olympus BX-52 RIlEE M %E, HEL-207 &K [ 45 & 7EXE K5
[0055]  SEjifs] 7. HEL-207 20 & (1 (B0 B s Tk

[0056] 1z FH o I B V& B B R A2 (CFU) 43 A7 o okl 7% 1tk o ] 55 1 U, ok A0 335 R 1) E. cold
XL~-1blue A= & IS EHE (0D600 = 0. 4-0. 5) J5 FH 10mM PBS (pH 7. 4) #ké . K2 2 X 10°CFU/
ml 4N AES 12.5 ~ 100ug/ml {] HEL-207 V& 4,37 CHi % . fEFFMRE I8/ 15, 30,60 FI
120min 73 HIAERURE . HEAE A 10mMPBS (pHT7. 4) AR5 R, B FBEFEHL 100ul AT T

7
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LB BEE T4, 37 CRE TR A 2 T B BV o G vk B 758 PURTE T F 40 B 705 1 B Jr Hiok
o AN - Ve AEE = CREWAH S B/ RGBS 706 B oS ) X 100,
SEE LA 10mMPBS (pH 7. 4) AU 9 AL FHAM B A A B 1 ) 1

[0057]  SKitifh] SHEL-207 5k iz st LL R AR SN S K 9% R IF 9T

[0058] A HEL-207 2 Hiodf I H A 7, AR5 AT A T I s ME ARSI 2 K 7 B S
I vitro 1ife bR G IR AL A 73T . faf 0 HL UL, K5 156 H SpermRinse—30 - 37°C.
5% CO, 5575 1 /NI 3REE. SR/GHEME 1 ¢ 200 In A BlPt rHEL-207 £$1, T 37°C.6% CO, B¢
2 /NI IEAT P o P S RS 5 20 PR B 23, — BB > BRI AL BY R G Mol T i is
ko Ji o H G-Fert YEdk 2 I, TR R LR R 1. 0X 107cells/mlo JIA 100ul K
AN T 35mm FIRE TR, AR5 48 oA BN 37°C 16 % CO, M ANIR B W5 748 A
28.G MOPS AbTH = il 3 BN BR AR o in A TG HE % UF S K5 T £ 37°C 16 % CO, AT B 1
TR R TR RGO, B FC SRR A B S Ol LT S RN H S e i /s Bl I
E R B PEXS

[0050]  JPAIEk

[0060]  <110> Z=fRiT

[0061]  <120> NJEM=23RIAKGE 146 B2 HEL-207 K Hogm a2k e 5 M H]

[0062] <160>2

[0063] <170>Patentln version 3.5

[0064] <210>1

[0065]  <211>1800

[0066]  <212>DNA

[00671 <213> AJ@ AFP (homo sapiens)

[0068] <2202

[0069]  <221>CDS

[0070]  <222>(42).. (1427)

[0071]  <400>1

[0072] ggaaggcgeg cctgecgagg cgagetaage geccgetege ¢ atg ggg age cce gea 56

[0073] Met Gly Ser Pro Ala
[0074] 1 5)

[0075] cat cgg ccc geg ctg ctg ctg ctg ctg ccg cot ctg ctg ctg ctg ctg 104
[0076] His Arg Pro Ala Leu Leu Leu Leu Leu Pro Pro Leu Leu Leu Leu Leu

[0077] 10 15 20

[0078] ctg cgc gtc ccg ccc age cge age tte cca gga tcg gga gac tca cca 152
[0079] Leu Arg Val Pro Pro Ser Arg Ser Phe Pro Gly Ser Gly Asp Ser Pro

[0080] 25 30 3b

[0081] cta gaa gac gat gaa gtc ggg tat tca cac cct aga tat aaa gat acc 200
[0082] Leu Glu Asp Asp Glu Val Gly Tyr Ser His Pro Arg Tyr Lys Asp Thr
[0083] 40 45 50

[0084] ccg tgg tge tce ccc atc aag gtg aag tat ggg gat gtg tac tge agg 248

8
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[0085] Pro Trp Cys Ser Pro Ile Lys Val Lys Tyr Gly Asp Val Tyr Cys Arg

[0086] b5 60 65

[0087] gce cct caa gga gga tac tac aaa aca gcc ctg gga acc agg tge gac 296
[0088] Ala Pro Gln Gly Gly Tyr Tyr Lys Thr Ala Leu Gly Thr Arg Cys Asp

[0089] 70 75 80 85

[0090] att cgc tge cag aag gge tac gag ctg cat gge tet tee cta ctg ate 344
[0091] 1Ile Arg Cys Gln Lys Gly Tyr Glu Leu His Gly Ser Ser Leu Leu Ile

[0092] 90 95 100

[0093] tgc cag tca aac aaa cga tgg tct gac aag gtc atc tgc aaa caa aag 392
[0094] Cys Gln Ser Asn Lys Arg Trp Ser Asp Lys Val Ile Cys Lys Gln Lys

[0095] 105 110 115

[0096] cga tgt cct acc ctt gce atg cca geca aat gga ggg ttt aag tgt gta 440
[0097] Arg Cys Pro Thr Leu Ala Met Pro Ala Asn Gly Gly Phe Lys Cys Val

[0098] 120 125 130

[0099] gat ggt gcc tac ttt aac tcc cgg tgt gag tat tat tgt tca cca gga 488
[0100] Asp Gly Ala Tyr Phe Asn Ser Arg Cys Glu Tyr Tyr Cys Ser Pro Gly

[0101] 135 140 145

[0102] tac acg ttg aaa ggg gag cgg acc gtc aca tgt atg gac aac aag gcc 536
[0103] Tyr Thr Leu Lys Gly Glu Arg Thr Val Thr Cys Met Asp Asn Lys Ala

[0104] 150 155 160 165

[0105] tgg agc gge gee age cte ctg tgt gga tat gga cct cct aga atc aag 584
[0106] Trp Ser Gly Ala Ser Leu Leu Cys Gly Tyr Gly Pro Pro Arg Ile Lys

[0107] 170 175 180

[0108] tge cca agt gtg aag gaa cgc att gca gaa ccc aac aaa ctg aca gtc 632
[0109] Cys Pro Ser Val Lys Glu Arg Ile Ala Glu Pro Asn Lys Leu Thr Val

[0110] 185 190 195

[0111] cgt gtc tgg gag aca ccc gaa gga aga gac aca gca gat gga att ctt 680
[0112] Arg Val Trp Glu Thr Pro Glu Gly Arg Asp Thr Ala Asp Gly Ile Leu

[0113] 200 205 210

[0114] act gat gtc att cta aaa ggc ctc cce cca gge tece aac ttt cca gaa 728
[0115] Thr Asp Val Ile Leu Lys Gly Leu Pro Pro Gly Ser Asn Phe Pro Glu

[0116] 215 220 225

[0117] gga gac cac aag atc cag tac aca gtc tat gac aga gct gag aat aag 776
[0118] Gly Asp His Lys Ile Gln Tyr Thr Val Tyr Asp Arg Ala Glu Asn Lys

[0119] 230 235 240 245

[0120] ggc act tge aaa ttt cga gtt aaa gta aga gtc aaa cgc tgt ggc aaa 824
[0121] Gly Thr Cys Lys Phe Arg Val Lys Val Arg Val Lys Arg Cys Gly Lys

[0122] 250 2hb 260

[0123] ctc aat gcc cca gag aat ggt tac atg aag tge tce age gac ggt gat 872
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[0124] Leu Asn Ala Pro Glu Asn Gly Tyr Met Lys Cys Ser Ser Asp Gly Asp

[0125] 265 270 275

[0126] aat tat gga gcec acc tgt gag ttc tce tge ate gge gge tat gag cte 920
[0127] Asn Tyr Gly Ala Thr Cys Glu Phe Ser Cys Ile Gly Gly Tyr Glu Leu

[0128] 280 285 290

[0129] cag ggt agc cct gee cga gta tgt caa tcc aac ctg get tgg tet gge 968
[0130] Gln Gly Ser Pro Ala Arg Val Cys Gln Ser Asn Leu Ala Trp Ser Gly

[0131] 295 300 305

[0132] acg gag ccc acc tgt geca gee atg aac gte aat gtg ggt gtc aga acg 1016
[0133] Thr Glu Pro Thr Cys Ala Ala Met Asn Val Asn Val Gly Val Arg Thr

[0134] 310 315 320 325

[0135] gca gct gea ctt ctg gat cag ttt tat gag aaa agg aga ctc ctc att 1064
[0136] Ala Ala Ala Leu Leu Asp Gln Phe Tyr Glu Lys Arg Arg Leu Leu Ile

[0137] 330 335 340

[0138] gtg tcc aca ccc aca gece cga aac cte ctt tac cgg ctc cag cta gga 1112
[0139] Val Ser Thr Pro Thr Ala Arg Asn Leu Leu Tyr Arg Leu Gln Leu Gly

[0140] 345 350 355

[0141] atg ctg cag caa gca cag tgt ggc ctt gat ctt cga cac atc acc gtg 1160
[0142] Met Leu Gln Gln Ala Gln Cys Gly Leu Asp Leu Arg His Ile Thr Val

[0143] 360 365 370

[0144] gtg gag ctg gtg ggt gtg ttc ccg act cte att gge agg ata gga gea 1208
[0145] Val Glu Leu Val Gly Val Phe Pro Thr Leu Ile Gly Arg Ile Gly Ala

[0146] 375 380 385

[0147] aag att atg cct cca gece cta geg ctg cag cte agg ctg ttg ctg cga 1256
[0148] Lys Ile Met Pro Pro Ala Leu Ala Leu Gln Leu Arg Leu Leu Leu Arg

[0149] 390 395 400 405

[0150] atc cca ctc tac tcc ttc agt atg gtg cta gtg gat aag cat gge atg 1304
[0151] Ile Pro Leu Tyr Ser Phe Ser Met Val Leu Val Asp Lys His Gly Met

[0152] 410 415 420

[0153] gac aaa gag cgc tat gtc tcc ctg gtg atg cct gtg gee ctg ttc aac 1352
[0154] Asp Lys Glu Arg Tyr Val Ser Leu Val Met Pro Val Ala Leu Phe Asn

[0155] 425 430 435

[0156] ctg att gac act ttt ccc ttg aga aaa gaa gag atg gtc cta caa gcc 1400
[0157] Leu Ile Asp Thr Phe Pro Leu Arg Lys Glu Glu Met Val Leu Gln Ala

[0158] 440 445 450

[0159] gaa atg agc cag acc tgt aac acc tga catgatggtt cctctettgg 1447
[0160] Glu Met Ser Gln Thr Cys Asn Thr

[0161] 455 460

[0162] caattcctet tcattgtcta catagtgaca tgcacacggg aaagccttaa aaatatcctt 1507
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[0163] gatgtacaga ttttatttgt aatttaaaag tctattttat tatgagcttt cttgcactta 1567
[0164] aaaattagca tgctgetttt tgtacttgga agtgtttcaa aaaattatat gaccatattt 1627
[0165] actctttcta actttcttta ctccatcatg getggttgat tttgtagaga aattagaace 1687
[0166] cataaccata cacaggctat caacatgtta ttcaatgtga cacctaactc ttttctattt 1747
[0167] tgttttttaa gtaagacttt tattaataaa acaaaatgtt ttggaaaaaa aaa 1800
[0168] <210>2

[0169] <211>461

[0170]  <212>PRT

[01711  <213> AJB@ AFP (homo sapiens)

[0172]  <400>2

[0173] Met Gly Ser Pro Ala His Arg Pro Ala Leu Leu Leu Leu Leu Pro Pro

[0174] 1 5 10 15

[0175] Leu Leu Leu Leu Leu Leu Arg Val Pro Pro Ser Arg Ser Phe Pro Gly

[0176] 20 25 30

[0177] Ser Gly Asp Ser Pro Leu Glu Asp Asp Glu Val Gly Tyr Ser His Pro

[0178] 35 40 45

[0179] Arg Tyr Lys Asp Thr Pro Trp Cys Ser Pro Ile Lys Val Lys Tyr Gly

[0180] 50 55 60

[0181] Asp Val Tyr Cys Arg Ala Pro Gln Gly Gly Tyr Tyr Lys Thr Ala Leu

[0182] 65 70 75 80

[0183] Gly Thr Arg Cys Asp Ile Arg Cys Gln Lys Gly Tyr Glu Leu His Gly

[0184] 85 90 95

[0185] Ser Ser Leu Leu Tle Cys Gln Ser Asn Lys Arg Trp Ser Asp Lys Val

[0186] 100 105 110

[0187] Ile Cys Lys Gln Lys Arg Cys Pro Thr Leu Ala Met Pro Ala Asn Gly

[0188] 115 120 125

[0189] Gly Phe Lys Cys Val Asp Gly Ala Tyr Phe Asn Ser Arg Cys Glu Tyr

[0190] 130 135 140

[0191] Tyr Cys Ser Pro Gly Tyr Thr Leu Lys Gly Glu Arg Thr Val Thr Cys

[0192] 145 150 155 160

[0193] Met Asp Asn Lys Ala Trp Ser Gly Ala Ser Leu Leu Cys Gly Tyr Gly

[0194] 165 170 175

[0195] Pro Pro Arg Ile Lys Cys Pro Ser Val Lys Glu Arg Ile Ala Glu Pro

[0196] 180 185 190

[0197] Asn Lys Leu Thr Val Arg Val Trp Glu Thr Pro Glu Gly Arg Asp Thr

[0198] 195 200 205

[0199] Ala Asp Gly Ile Leu Thr Asp Val Ile Leu Lys Gly Leu Pro Pro Gly

[0200] 210 215 220

[0201] Ser Asn Phe Pro Glu Gly Asp His Lys Ile Gln Tyr Thr Val Tyr Asp
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[0202] 225 230 235 240
[0203] Arg Ala Glu Asn Lys Gly Thr Cys Lys Phe Arg Val Lys Val Arg Val
[0204] 245 250 255
[0205] Lys Arg Cys Gly Lys Leu Asn Ala Pro Glu Asn Gly Tyr Met Lys Cys
[0206] 260 265 270

[0207] Ser Ser Asp Gly Asp Asn Tyr Gly Ala Thr Cys Glu Phe Ser Cys Ile
[0208] 275 280 285

[0209] Gly Gly Tyr Glu Leu Gln Gly Ser Pro Ala Arg Val Cys Gln Ser Asn
[0210] 290 295 300

[0211] Leu Ala Trp Ser Gly Thr Glu Pro Thr Cys Ala Ala Met Asn Val Asn
[0212] 305 310 315 320
[0213] Val Gly Val Arg Thr Ala Ala Ala Leu Leu Asp Gln Phe Tyr Glu Lys
[0214] 325 330 335

[0215] Arg Arg Leu Leu Ile Val Ser Thr Pro Thr Ala Arg Asn Leu Leu Tyr
[0216] 340 345 350

[0217] Arg Leu Gln Leu Gly Met Leu Gln Gln Ala Gln Cys Gly Leu Asp Leu
[0218] 355 360 365

[0219] Arg His Ile Thr Val Val Glu Leu Val Gly Val Phe Pro Thr Leu Ile
[0220] 370 375 380

[0221] Gly Arg Ile Gly Ala Lys Ile Met Pro Pro Ala Leu Ala Leu Gln Leu
[0222] 385 390 395 400
[0223] Arg Leu Leu Leu Arg Ile Pro Leu Tyr Ser Phe Ser Met Val Leu Val
[0224] 405 410 415

[0225] Asp Lys His Gly Met Asp Lys Glu Arg Tyr Val Ser Leu Val Met Pro
[0226] 420 425 430
[0227] Val Ala Leu Phe Asn Leu Ile Asp Thr Phe Pro Leu Arg Lys Glu Glu
[0228] 435 440 445

[0229] Met Val Leu Gln Ala Glu Met Ser Gln Thr Cys Asn Thr
[0230] 450 455 460
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