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HEL-214 %5 [ JF & IO AH BY. 55 PR B B | Al 7 v,

o W2 H TA R Ak

A

CN 10172405



CN 101724050 A W F E Kk B /15T

Lo — i N EI 82308k F 456 8 1 HEL-214, JURHETE T, e RA AR T P51 2 1
RIEIR A SR P 2 (R IR P A 220 — A B LA 2 B BR ek 1 UG i 2k sl o L A
A58 2 e FER AL e S AR RS MR 51 2 TR B B O IE AL 27 TR & i R
i

2. —Fh NBHI B FRIEKE 745 A8 A HBL-214 [gRiLIE A, & PO ERFIZ —

FPANRA A 1 I HIRT

55 R 1R E ) DNA R BT 90 % DL RIS M, EL4m AL 17 2h RE 25 A 1K) DNA
FP3

3. BABRIER 2 Frif sk B i BAZ A% R B S K

4. FAHBOMER 2 PFrif kAl 140 & .

b AFXIBURIELSR 1 AT ik 8 5B il 5 R 48 Al oA LB DIz B i o i 1 23 9t o

6. EFXRURIER 1 Brid s B RS L 2y AL 54, BTk 4 5 0 A 35 A e P ads 14 2
FE R P9 A s AR ML, DA 242 BRI I AR

7. MRIEBCRE SR 1 ik i) 8 A AEA B AEZ B A A

8. MRIEBAER 1 Prik it & ALEA T AR P I

9. MRIEBMELR 2 il IR DR AE T BT IR 2 250 b IR R

10. ARIEBCRESR | Pk i) 8 e 2 B it A s I
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AEMERABFEEER HEL-214 RERBER SN F

F7 A Gy
[0001] A& HE T AEWERSE2A. BARR UL, AR W K& —FoE i AR 2 RE
S HEL-214 2 g s 35 K 5 /v H

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA ST HT R KB EASARE B RS RS, T 2 b= Al ol 2L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH AR A SR TAHEAER, 5K 7 Il 72, (B AT IR 288 i D ge . B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

ZIRAS

[0005] A B —A B 2 fe i —RioB it N 2R i S22 20K5 1 456 82 1 HEL-214.
[0006]  —Fh AR 22 RIEKS 145 &8 A HEL-214, ' HF PR B4 2 & 5 ER 41
U ) 2 I s BEIRYR S P 4 42 ik — A B LA 2 B R R R I U B R B in LB 5 )%
H1) 2 W SERR R P A AR RIS R B 740 2 fT R R A ek 2 K.

[0007] AR BHI N B =23 Wb 85 i 44 08 HEL-214, B 147 DN IR RR ZE 4 . HEL-214
WA 1A N BT s F0 5 DN EERRA AL i, 08 3 ANER Il 1T S Ee s s A 2
N IS C RIS S . T E, 7 T & 1 4 Phytochrome chromophore attachment
site TREH.
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[0008] AR BHFIEE — A H 2 et gt A SR 1A 8 A HEL-7 R . &2 FAIE
BRIFH)Z—

[0009]  J¥FFH 55 1 [¥) DNA 51, GenBank Y5k :FJ237362 ;

[0010]  ZWALJEAZrh SEQ 1D No. 2 A BBV £ 4R |

[o011]  S/@HIRPFA) 1 BRI DNA JEA)HA 90 % DL [FEYE, H4mhdAH R DhRe s E )i
fX) DNA FE%1).

[0012]  JEH)FE P SEQID No. 1,2 ¢ D N AJF41H 631bp, EAL T A 14 54tk b, 4
5 147 NRAFERR, dwhS 8 9 0 HEL-214, EA 15 5 1K, HIF I 54 Sy 444bp, & — A 585
TEAEAE

[0013] AR BHIISE = J5 1, 34t T R A ZE R TREH R il 4 A N RS2 RIER 7455 5E
[ HEL-214 35 2 K 5, B &0 LR 2R IT O MER, DLW % E AR LB
B3 A

[0014] AR BHIIAE VY 5 1, 424 75 Bk AR 23R IAK 7454 0 HEL-214 ¢ e 45
AU, DRI R IR T B S2 D Be S B S0 AN B R [ 4l B2

[0015] AN J B 56 T 5 0, #8458 TR DA AR th 2 AP N R SR IEKE 745 E B
HEL-214 {575, 'CA 48 KRR INRE T 5 0 Wh 8 A H4s e MEPUIARE — 2 4 R I RIFE R, M
KETIURTAE GV, AHURPUAE G W SOt 3R FE & P A7 AE i

[0016] AR EHIIEE/STTTH, 3t T AR A AL g iE 75 M & . fl a4k B8 e ]
WA IS Wi AT RE [ 20 T4 20, BUE N BRI - 3097 AT E, BOVE 8 JF &R AL ik
ZA IR 5 T, B T AR g NS SRR AR 145 6 B A HEL-214 3R PRI,
BB T s S0 R I 23R IAKS 7456 d1 3 HEL-214 Y MRS B, 8ok T IkFe s
P, AR AR B RS 1455 8 1 HEL-214 ({4065 7 51 s L A BE, AT 35 | 9 sk
BT PCR B R A28, B F IR RLG Ao AR AR AR T T 24464, ULk e
A BGEME RS s AR — R U I A i G LA e S 5 1 2500

[0017] AR BAMIEE-LITH, 34t T —FZima 6y, TR amas AR WA EN .
AR 74 A B 4 i, DL R 22 BT 452 (i 3idk .

[0018] A& B (1 REME 7E B 5B N RE R R IA, 8 7 TR 73K 5 8, BRI IR ] e 5 4 B iR
A %o RN E R — R RAR I 8 1 2 1K, o] DATIL AT e BA B I EIE A Ak B [ JeAth p
SR N BLR B R IR 50

e 1 5% BR

[0019] 1. HEL-214 # AE RS+ BRI S5t e fr

[0020]  ZI(A 550 Bk 1% 4 580 Wos HEL-214 SR AN 1 LIREAN
[0021] A 41 :PHMEXTIR, A3 BoR HEL-75 2 A4 & TR 7+ (XECAE) |
[0022] B4 :[FHHEXTHE.

[0023]  C 4] :HEL-214 & &L, €3. o HEL-214 B A4S0k 73K 534
[0024]  LEAIR :5mm.

[0025] ¥ 2HEL-214 FERIZH 23 % 1k K]

[0026] 1 Pff=2sk 2 PHSEfR 3 P2 4 S2AL 506 IF 7T IR 8 B 9 F 10 BMHEXT MY

4
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[0027] & 3.HEL-214 FEA{E 2 R IE N western blot &5

[0028] M :Marker ;1 :FHYEXTHE, HEL-75 8K 11 52 : AT HE, /N BRLMYE 53 (HEL-214 &
[0020] A% B EE EELHE T I £ 11 22 KIS EL A AH [R] SSOREABL I AR A0 2k B DD BE 1 AR S
A, X 5 AR (EHFART) AN FRAEAMNEER TIEE T CGEFEN
1-50 4>, B A 1-30 A, FAEHD 1-20 4, SR 1-10 4 ) ZERIH R AT, 7
Gh, BTk E I (3G h0) W] RAELE C Rl / 80N Ky (IEHA 20 NLLN, B EHD
A 10 ANCAPY, BEAEHEA 5 AN DL B S R RR SR A B N ) , 7E AR, Atk REAH T BSORE AL
QAR IAT BRI, 8 A S SUR E B R 1 D RE, 42 4 Dh R A AL EU R 1 AR ~1 M B e 2
AU TR N5 A% B AR B EER % - HER 6 N
W) Az (V) izl (L) rsezdlR (D ;55 ANz R F) Rz () O o)
T FREAR O CERRERR © ik R R BER K AR W) R KA
A O) KA Q) o HIN EABE LR T & A BERTEY, &2 % Bakiir A
VIR T Py B AR T

[0030] A% BH (A% 8 5 51 18 3 1 UL PCR 47 B8y 4B T4 i 7 V3545 .
T PCR 435, AIARYE A% % B BT 23 A AL 1P IR 7 915 G G2 T I D) 1524 7 1) >R v o 5
V), AR AR N S IR 55 R 77 922 ) 4% 16) <DNA SCEEAE A AR, 37 14 T A5 28741 o
T e L v B N, R ON AN, AR S 0 Ik 0 T v IS B e R4l iy AR
EFEP SR

[0031] A< B A, A0 ARSI B A N B3 00 0400 L7 V20 A 2 s A R BH 1) 28 (1 I A% 7
B 7 A4 N B R, X 28 77 VA FE A R RS 41 DNA BoR, (AN B H RS

[0032]  FR &R n] H 4 Ah Bl Ll 2 ) R A% R FLAZ 40 ., LIS L BB R 1A Pl B (1) AR
R ER T, 1 40 M mT DU SRR 41 B, Qi B 40 e, BSOS R AN MY, G RE 4 s Bl
R EAZ AN, 0 B R A . n] R AL G T B R E IR TR T B ER S LR
B S  BEL RN S %

[0033] A% BH ()R 70 40 i p e, T SR 5, ] R P EC A B ) A 2 VR R E At e e i
TG B ANAAL R T, TR T 1 AU AR N R T I o 3K 28 5 v 49 A
FEEATRT M Z AR E I E A DUEFAEEE (R 775 ) V0B IE R R
BB B O o IR E AT R E T L SR R AR E AT A &R E TR
MR T4

[0034]  AS B A FE 0 Er 1 B B HA R e 1 I 22 S LA B v FE LA, Ie RS A
A e PR PUA  BEsk G PUE, i A BPTIARES S e R IR B ok B NI BT 4>
HOE7IRENS

[0035] A% BH LA ] DU I AU BN G2 A0 25 P R IEAT il 2% o 9 2, 4liq
[ PR =y el S A B M B, IR T30 LA 5 2 e BEBUIR I A, AR B
PR E T LU g BEPUIAR . RS B g BT AT DL 24 A8 S R AR 1l 4%

[0036] A EH NIEIEHFFCHE— 2 &I, %8 e TRk 7k EIX (KD, fER 52 52
MR IS B, A e AR R G BRSO E RE (E 2), KRIALERGF £
&7 N HEL-214 85 H, HH AR 5 T HZ2HiMiE. KA Western blot 7R 52
BRI R — 4% 15KD 245 4445 (B 3) W
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[0037] AU BH K 25416 P HR IR 25 il B2 ) J8e o5 BRI 2, 308 5 R R 25 0 AL -6 0 il e nT v
| I e U s SR 2 B A I 1) 0 s 1 1| B L (WA 5 s RN = A N TSR
T2, M B AL A6 7R 25 5% E T s 3R I e b, ARk B B 25 4060 mT vl s DR 4
AR RN RS PR EUR BUR IR 45 25 77 SRR = 0 08 i N 71 0 ) E AT It H
M T PR 2R, Ak B ) AR ] DL A 25 3L R

[0038] [l 4 HLAR S, 13F— 2 R A e B, N B 6 S A S T BH AR S BH T AS
FH T BRAAS & B Ta ] BRAE S5 A R, A% B SE i K H o A2 2 A e B4
DNA FI P2 2 IR R AR, 3 26 5 i AU AR N 53 I ) o IR B8 ARAE T 1 SCHk A 58
AR B0 Sambrook (4r T rulESEER TR EI) 5 AR (1989) s (DNA SEFEN S [ FIEE 11 2%
(D. N. Glover %4k, 1985) ; (AL H RS R (M. J. Gait 44k, 1984) ; (B 4AT) (B. D. Hames
F1Se Jo Higgins guf. 1984) ; (ER A4l ; JRBEAISLBN S 2 it (Spring—Verlag,N. Y. ),
AR (SEB6 50 28 24 T I-IV 4% (D. C. Weir Al C. C. Blackwell Zi%E 1986) i, nJ LI ik
VA R PR R U B AT

BIEEAN

[0030]  SEjitifs] 1. SR FHZED TREHA 2 NS 2R A T H HEL-214

[0040]  EEPRI ve [ K741 3 i

[0041] X A 52 56 55 A4 7 160 A B 52 oDNA ST 8F 47 K RIS I 7 0 3%, 3R B3R 3k 7 4
Fr 25 (EST), #] H Unigene % #% FE 2F 47 W ¥ % %, 3K 15 A HEL-214 4 K cDNA, #
H Expasy Translate tool (http://us. expasy.orghttp://us. expasy.org),
InterProScan (http://www. ebi. ac. uk/Tools/http://www. ebi. ac. uk/Tools/) #Fi
Protein #{ roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www. ncbi. nlm.
nih. gov/BLAST/) % Pl HEL-214 K F¢ #1) J2 A 2 Bh #E. SignalP(http://www. cbs. dtu.
dkhttp://www. cbs. dtu. dk) , PSORTIT Fll WoLFPSORT (http://psort. nibb. ac. jp) ZE8 A7
MriiiniZ & A mES k2 A E A7, ProfileScan (http://myhits. isb—sib. ch/cgi—bin/
PFSCANhttp://myhits. ish—sib. ch/cgi—hin/PFSCAN) Tl N st Rk A MR AL A7 557 o
[0042]  XERAT A HEL-214 42K cDNA, MR8 A0 15 & 22 P HEL-214 4 A5 1X, B vt —
YT S 514 :FO1 :5° ~TTGGTACCGACGACGACGACAAG ATAATAATGGTGATAATTTTCTTG -3°, FO2 :
5" ~GCGGCGAATTC TTTAACATAGCCAAGGAAA=3", b i 5 140y W4 vty 43 3l 5 [ 32E PR 1) 7 P 1T AT A5
KpnI Ml EcoRI. 5I#H EilgE TAY TR ARRSA AT G . LAASZE 3 Fa i iy A
52 cDNA SCPE G B4R, PCR 47 1Y HEL-214 FE PR R Beo PCR SN A5 94 CHIAZE 10min, (94°C,
40s ;55°C, 455 ;70°C, 30s) 30 NMAH, TO'CIEM 10min, 4'CHRAF o RMETH A, 1. 0% TR
U P VKRS ) 3 4 s 1m e AR B 4N S P AR pMD— 18T FRaghAT I % 5E

[0043]  EE4 HEL-214 [ K4k

[0044] I3 %552 Ji5 HEL-214 ZEPRE IS Kpn T 1 EcoRT A7 £ v [ 22 R 1A E /K pET-32b (+) H,
{8 L 5 Rl B PR A B BAE — 350, B RIS BIK pET32b (+) -HEL-214 %4 A\ E. coli BL21 (DE3) /&
AN, F AR PCR G e PH % v, TREBRRAE 1mM IPTG, 32°C 4541 N3 4h Ji5, N i
Wi His—tag MEA E @D " PUPEENZENTE" MEH HEL-214 8 EH T 73 54k,
e b, " LR MEN HT AL EA Trx-HEL-214 @&, REEEAMHE

6
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M i R, BRI A hR S . ma, sl B SR MENT” [ 4] HEL-214 85 1 . 46
W E I EHE A Bradford Bradford 1976) VAU T 2 &, R J5 AR T BT IRAF
[0045]  SEifs) 2. Hi HEL-214 £ v FEHUIATE 1) %

[0046]  FHEE4 HEL-214 5[ %)% BALB/C /NI 2P, fjsHiul, & L2 W T4 1 RiE
5750 g EARH SRR TEMAER (CFA) « SRIGTEE 15,30 Fl 45 RiFEH 25 1 g E4]
AR B A TS24 A ) (TFA) sz, 28 60 R AMHIRIREUM, 43 & M5 5 H ELASA
Fl western blot 70 MrHUAR KR FIEE S . ELISA 23 B8 BP0 &%) 1 ¢ 10000,
Westernblot 7rxy =41 AP 529 A EUR R AR HEL-214 R HA R IR
[0047]  SEjifd] 3. A HEL-214mRNA 20 2R 38 15 1EHF 57

[0048]  Jf T #fi s HEL-214 R A, K A1 € & RT-PCR 43 #fr HEL-214 FEEI7E A Fff 52
SKVIRLV R, S0, 0, B, B W, 5, B AP R IEE S . FH TRIzol (Tiangen, Beijing,
China) #i#2 /5 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
S FE L cDNA. AR5, 2ul & R cDNA ) FH S5 R S 5 [0 3647 PCR 3714, 20ul RN AKZR &
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &15] ul (25umol/
L), 1lul Tag DNAZRG T (2. 5U/ul) , 2ul cDNA AR BL A 11ulddH,0, PCR s B IFE A :94°C,
10min ;94°C, Imin ;54°C (%} HEL-214) /49°C (B —actin)30s ;72°C, Imin (35 fHFF ) ;72°C4E
fiff Tmin, B -actin MREAEANHNZ . A PCRY WA 1. 5% Blasl uk o3 #r. 45K 8
TN %I RIAE B 52 SR I R B, AE B A AR IS B B Rk A RIA .

[o049]  Sijffs] 4. A HEL-214 &R AAEH R e 2 e fr

[0050]  HY A S2AL. B AL ZRUKE D) v, AT e 2ot e, Horp— 38 Pt rHEL-214 £
Pt (1 © 400), —Hik FITC- Frid =Pl TG (1 o 200), AR A PT Jeti. 5 ra K
DI 80% Hihdr fr, AR5 L AL BHEE (LeicaTCSSP2A0BS) MZREE R . S0 RIS LA/
B S /T VB AR — B E A BT

[0051]1  =Zjif] 5. A28 AEEEU S Western blot

[0052] 4 M AP S2 9 S B 2R 24 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF & [ E4T western blot. FPLA HEL-214 ZHi K —FL (1 : 5000), —Hi A HRP- b5
WP 186 (1 ¢ 500) o BN I 48 A0 I (1) 45 2k FH 4 55 21 HRP-DAB JE49) 8 €855 & 0 By
Westernblot W7nPi A HEL-214 2 HU% 8520 a5 A0 A BH 523 Fh R R 4R HEL-214 #5 R
A RIS,

[0053]  sZjfifs] 6. A HEL-214 & ALERS 7 28 6 2 hr

[0054] WAk H PBS PRk GIRA T 1% BB g b, BRI, 2R FH AP e [
SE 10 738 SRS T I A F 3% BSAZE S N EFHAT L/, AR5 I i P HEL-214 251
(1 ¢ 200),4°CiER o B ai /) BRLE AR B XS B . H] PBST (PBScontaining0. 1% Tween—20)
PRk =V IOAXT R FITC- bRicd BT, 1eG 4T (1 ¢ 200) o 3 A H PBST ¥E¥ =, 2R
Ji FH 80 % HihE o F Olympus BX-52 EABE M52, HEL-214 &5 (A 45 A0k T 103k 5 3, v]
RE S5 HE IR U A Ko

[0055]  SEjifs] 7. HEL-214 20 & (1 B0 B s Tk

[0056] 1z FH o i B ¥ B B0 (CFU) 23 A P B vl 1tk o o) S M 00, 1 2 35 92 1 E. coli
XL-1blue A=K A (0D600 = 0. 4-0. 5) J5H] 10mM PBS (pH 7. 4) #ike . K2y 2 X 10°CFU/

7
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ml 4N AES 12.5 ~ 100ug/ml [ HEL-214 V& 4,37 CHi % . fEFF KT8/ 15,30,60 FI
120min 73 A AERURE . HEAE LA 10mMPBS (pHT7. 4) ARSI R, B AR B FE L 100ul AT T
LB EHG AR, 37 C 5 Rk 5 2 B PR B 7% B v 18 78200 DU B I T 4 i A7 96 1 3 ek
e A - WAEE = (EOAAHEEE R/ REE DA 5715 1 e 2 X100,
SEEG UL 10mMPBS (pH 7. 4) AU 8 [ AL T3 40 B 48 A [ PR i o

[0057]  SEjiifs] SHEL-214 5H5 @ s LA ARG 52K K 8 RIF T

[0058]  FH HEL-214 it A IEE AR+, SR IG AT KS g sh MR IS K 0 i S50
M vitro 1ife bRUEIRFEHLAEM 710047 o f St , K 145 H SpermRinse-30 1 37°C.
5% CO, 5575 1 /NI 3REE. SR/GHEM 1 ¢ 200 I AN Bldt rHEL-214 Z251, T 37°C.6% CO, B¢
2 /NI REAT A o ) W S BRIRS 20 M 1 23, — 30 BN T AL B R ks 1 iis
BE. B H G-Fert Yk 2 WK, IR R LIRAE R 1.0X 107cells/ml, A 100ul K
T T 3omm RREFRIILA, 2R 5 78 oA 5 VIO 37°C 6% CO, PR FE 35724 s o
22 G-MOPS Ab P R BN BEAR L in A\ FUSGAE 2 I I SRS o, £E 37°C 6% CO, AL FIVE FE 15
FEAA TP IR TR GGG O, B H il R B 0L LA B S8 [ FH Sz /T /) B
VR 93 PR

[0059]  J¥AI&K

[0060]  <110> Z=7¥t

[0061]  <120> NRMHEREKEF&5EHE A HEL-214 K gmbSIE 5N A

[0062]  <160>2

[0063] <170>PatentIn version 3.5

[0064] <210>1

[0065]  <211>631

[0066]  <212>DNA

[0067] <213>Homo sapiens

[0068] <2207

[0069]  <221>CDS

[0070]  <222>(101).. (544)

[0071]  <400>1

[0072] ggggttggag caggaggaat ctgactgtcec tttgetactt tctatcttce cttactcaac 60
[0073] agcagtcaaa gccaaagatg cgaagtcact cttacctctg atg ata ata atg gtg 115
[0074] Met Tle Ile Met Val
[0075] 1 5

[0076] ata att ttc ttg gtg ctt ctg ttc tgg gaa aat gag gtg aat gat gaa 163
[0077] Tle Ile Phe Leu Val Leu Leu Phe Trp Glu Asn Glu Val Asn Asp Glu

[0078] 10 15 20

[0079] gca gtg atg tca act tta gaa cac ttg cat gtg gac tac cct cag aat 211
[0080] Ala Val Met Ser Thr Leu Glu His Leu His Val Asp Tyr Pro Gln Asn

[0081] 25 30 3b

[0082] gac gtt ccc gtt cct gca agg tac tge aac cac atg atc ata caa aga 259

8
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[0083] Asp Val Pro Val Pro Ala Arg Tyr Cys Asn His Met Ile Ile Gln Arg

[0084] 40 45 50

[0085] gtt atc agg gaa cct gac cac act tgt aaa aag gag cat gtc ttc atc 307
[0086] Val Ile Arg Glu Pro Asp His Thr Cys Lys Lys Glu His Val Phe Ile

[0087] 55 60 65

[0088] cat gag agg cct cga aaa atc aat ggt att tgc att tct ccc aag aag 355
[0089] His Glu Arg Pro Arg Lys Ile Asn Gly Ile Cys Ile Ser Pro Lys Lys

[0090] 70 75 80 85

[0091] gtt gct tge caa aac ctt tcg gee att tte tge ttt cag agt gag aca 403
[0092] Val Ala Cys Gln Asn Leu Ser Ala Ile Phe Cys Phe Gln Ser Glu Thr

[0093] 90 95 100

[0094] aag ttc aaa atg aca gtc tgt cag ctc att gaa ggc aca aga tac cct 451
[0095] Lys Phe Lys Met Thr Val Cys Gln Leu Ile Glu Gly Thr Arg Tyr Pro

[0096] 105 110 115

[0097] gce tge agg tac cac tat tcc ccc aca gag ggg ttt gtt ctt gte act 499
[0098] Ala Cys Arg Tyr His Tyr Ser Pro Thr Glu Gly Phe Val Leu Val Thr

[0099] 120 125 130

[0100] tgt gat gac ttg agg cca gat agt ttc ctt ggc tat gtt aaa taa 544
[0101] Cys Asp Asp Leu Arg Pro Asp Ser Phe Leu Gly Tyr Val Lys

[0102] 135 140 145

[0103] ctcaagatca gctceccegagt ctgagatcte ttctctcaat ggecattggag ctggetgtge 604
[0104] ctgaggcaga cctggaccgt ggacatg 631
[0105]  <210>2

[0106] <211>147

[0107]  <212>PRT

[0108] <213>Homo sapiens

[0109]  <400>2

[0110] Met Ile Tle Met Val Ile Tle Phe Leu Val Leu Leu Phe Trp Glu Asn

[o111] 1 5 10 15

[0112]  Glu Val Asn Asp Glu Ala Val Met Ser Thr Leu Glu His Leu His Val

[0113] 20 25 30

[0114] Asp Tyr Pro Gln Asn Asp Val Pro Val Pro Ala Arg Tyr Cys Asn His

[0115] 35 40 45

[0116] Met Ile Ile Gln Arg Val Ile Arg Glu Pro Asp His Thr Cys Lys Lys

[0117] 50 55 60

[0118] Glu His Val Phelle His Glu Arg Pro Arg Lys Ile Asn Gly Ile Cys

[0119] 65 70 75 80

[0120] 1Ile Ser Pro Lys Lys Val Ala Cys Gln Asn Leu Ser Ala Ile Phe Cys

[0121]

85

90 95
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[0122] Phe Gln Ser Glu Thr Lys Phe Lys Met Thr Val Cys Gln Leu Ile Glu

[0123] 100 105 110

[0124] Gly Thr Arg Tyr Pro Ala Cys Arg Tyr His Tyr Ser Pro Thr Glu Gly
[0125] 115 120 125

[0126] Phe Val Leu Val Thr Cys Asp Asp Leu Arg Pro Asp Ser Phe Leu Gly
[0127] 130 135 140

[0128] Tyr Val Lys

[0129] 145

10
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