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AEMEBRIEFEFEAETR HEL-200 R HAEBER SN A

AR
[0001] A& TAEMBOR HE A0 A, AR B Fofr AR S2 R 0E
K745 81 HEL-200 R L Ag 2R 5 i ]

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA ST, HT R KB EASARE B RS RS, T 2 b Al ol s 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH T UAE A SR TAHEAER, Z 5K 7 il 72, B2 A IR 288 G i D ge . B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

XAAE

[0005] A WIS — A H A2 - Bl (1 SR S22 AAKG 1 &5 5 82 11 HEL-200.
[0006]  —Fh AP B R IEKE 745 48 (1 HEL-200, ‘& BB PR H P 2 MR EER T4
SR PA 2 RS IR 7 A 28— A B LA 2B RS (R U ik slids o HLRAT 577
8 2 (R B BRI IE e S AR RS TR B P41 2 R AR R a2 Ik

[0007] A BRI B 5220 36 8 1 i 44 O <HEL=200, H 358 4> 2 B Ak FL 21 1. HEL-200
HEAAFAERT 2 A NBERAL AL A 3 A N= DU R BE AL A A0 13 D BRIRALAL 20, B4 2 4
cAMP—andcGMP i1 H 5 R B R AL A 0 7 AN R O 1T B ALAY A 2 AN R A N C
R AL R AR B BRI R IR AL A o T HL, B 73 3P IE & A A 2R X 42 PH DX I 41 D
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B LA K Sre [RIVE 1 X I .

[0008] AU BHIFIEE —A H W2 2t gmtd N KM SR A5 1 454 88 1 HEL-200 FZ&E K. &
& PN HRITZ — -

[0009]  JF4I) P4 1 ) DNA 741, GenBank JEM5 h :EU668346 ;

[0010]  ZwALFEAZrh SEQ 1D No. 2 & BBV 24 R

[oo11]  S/@HIRHFA) 1 BRE I DNA JEA) HA 90 % LA [REYE, H9midAH R Dhfe s E )5
fX) DNA FE%1) .

[0012]  JEH)Z ) SEQID No. 1, 42K cDNA FE41) K 1618bp, :E247 TN 17 S 4tk |, 4ahd
358 M2 LR, g 1 1 HEL-200, & 15 ‘5 K, H IR SEHE R 107 7bp, a2 — M58 #E 1 132
P HE

[0013] AR BHIIEE = J7 1, $R40E T R AR TREH ARG BA NGRS RIAR 4565
H HEL-200 %51 2 JRE 7775, C ARG & A Lk 200 e /0 830k, LA Z B AR AL B
e LA M.

[0014] AR BHIIAE VY 5 1, 4245 75 Bk NP S23R IAKS 1454 8 1 HEL-200 ¢ 7 1 45
AP, DRI R I T B S2 DhBe 5 B 38U AN B R Al B2

[0015] AR BH ISR 107 [, 3 TR AP 2 BAEANRMBEREE F4E6EA
HEL-200 [ 7532, ‘EAFE SBRPINFE & 5 0 i B A R R B UARTE— e A R AL FIVE AT, W
SRR IR W), A HURPURE S S~ A E i R

[0016]  AJ BHIIAE /577 1, 345 1A i B a A b e ) I i o 9 AR R BH s ]
AR A WA B AE 1) 5 48 10 BUE A e F TR T AN EIE, BUE 8 T &8 Y i
Z G IIEE 5y ¥, Bk T e ik N SR 52 3R 1A K 1 456 82 3 HEL-200 35 P (K Esh 71,
Bkl H T e 4 N SIS B S2 R 1A RS - 45 6 88 1 HEL-200 35 1% IFE P, 8t T IR FRSU &
e, W AR 2R IA K 1454 B2 A HEL-200 HI 4 41 B30 A B, mT V05 | ) sl
EF F T PCR BAZ BR A4AT , B FH Tl & JE LG o AR IR e n] I T 294 54, LIbAE
M BOE R Y T A — PO B R A A B LR g S5 950 IR 25900 o

[0017] AR BHRSE-CI7 I, 348 T — R A G, kA6 8 & A R HPTR & E .
B RITH) ) s e, LR 25 BRI a4

[0018] A% BN 4R 1 REGE 71 B 52 e e PR R 1A, 8 AL TG 73k Ja i A R il B, BRI T
RE SR B0 RN JOs s 0% BRIAE & — R AR & E 2 1K, AT LAROI AT Be 1A D () R
s A B AL 2 T BT B TR 4R R R %0

B =135 RH

[0019] . IHEL-200 & FH7ENKGF B Rz 58t r

[0020]  ZLEA5GC BT 45O B HEL-200 &5 FI{ERS + e AL

[0021] A ZH :FHPEXTHE, A3 2R HEL-75 S &5 & THEAMK 7 (LECKK) ;

[0022] B4 :[HMHEXTHE

[0023]  C 4 :HEL-200 & (527, C3. 7 HEL-200 8% (45 & 70k 73k 5 3 K B B
[0024]  LEAIR :5mm.

[0025] ¥ 2HEL-200 JE[A4H 2R K1k K] it
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[0026] 1 Pff=2sk 2 PHSEfR 3 P2 4 2 AL 506 IF 7 IR 8 B 9 F 10 BMHEXT MY

[0027] & 3. HEL-200 SE A{E M 2 R IE K western blot &5

[0028] M :Marker ;1 :FHPEXTHE, HEL-75 8 [ 52 : X HE, /D BLUIMTE 53 :HEL-200 & 4
[0020] AR HIIE AAHE T P 88 A 2 K A AH R s AL AR 23 PE B D RE I AL S+
A, R 5 AR (EHFART) AN FRAEAMNEERTIEE T CGEEN
1-50 4™, B4 1-30 4>, BEAEHL 1-20 A4, mAER) 1-10 4> ) ZEERR IG5 i AFEUR. 5
Gh, BTk Ei A (B50) W] RAELE C Rl / 80N Ky (IEHA 20 NLLN, B AEHD
A 10 ASLAP, SEAERL A 5 A LA I 2 R BR ik S B G N ), 7 ARG rh, MR BEAH U sSOAH BA )
ATEMR AT BRI, 18 A S TR 2 R R 1 D RE, $e R DI REAH L 2 5 IR I IR s P B R 2
AR AE . T b A% B A B AR B2 EER IR - HER (6) JNAR
W) AR (V) ezl L) rsezdlf (D) 5k KRR F) gz (V) =ik W)
T AR )RR (© Wi Rz (R) iR K) VAHZAR | R K&
AR O) B2ABE (Q o Hoh EARECESE T HEAN A BERTAEY, 0021 h Bralifir 4
YIREE T Py BB AR T

[0030] A% BH (A% 7 EE 540 38 1] LA PCR 3k . B AN T8 I 7 3k 158 . Xt
T PCR 9 M43, AR YR A BH T 28 I B0 AL HF IR P A1), U G A2 S I8 ) A 7 471 2k 1 v 5 |
V), AR AR N S IR 55 77 925 T ) 4% 1R) cDNA SCEEAE A BEA, 37 14 T A5 28741 6
TR AW L v R N B, P N AR, A 8 I T R NI B S 1 A b o A
N EE SR

[0031] A BHHR, A8 FHASSURE AR N 53 TN B0 V8 & dm g Ak B I & A A
R 7 S AN Bk, XL T VAR H AN R TR S B4 DNA HR, R A AR S

[0032] IR #AARTHT T 4% A Bl YL il 0 1) R R P B0 A% A0 e, LA B e 0% 2 1K P i 1 AR
RIS A, 15 40 M n] L2 AL 40 i, G40 s 40 B, BRI SR LA 4 B, LR REAH I s B2
SR EZ AN, B AN B S . W ORI AL G VAR E IR AR T BRI AS SL DT
SRS B LR AN T 5.

[0033] AU BH )8 7 40 M Py ZR Ak, G SRR 22, WM FH LA B (0] A 2 (R R At e o i it
B TR B NAEA RIS ), IXLETT V5 2 AN U AR N S BT NI o X 48 77 7 491 -
FEAEA PR T 5 A B E LR S B TiE AL EE (MY 535 ) VB BB
BB B0 o IR E AT IR E T B SR R AR E AT A &R E TR
JOXEE TR S

[0034]  AJ B A FE X Er 1 s B HA e e 1 1 22 S LA L v FE LA, Ie R A
A P TERPUA F B G PUE, W BA BRPUAL AR 7 R OR ok B AN IHT AR 5>
HE7IRE NS

[0035] A BH LR LLE I A4k Y B AR N 52 RN & Rl AR IEAT il & . i, lifk
()55 ER = s L A P s e 1) B, R T3 LA 3 2 s BB AR 1 7 A2, AR B
ROETIRES ERTIN D= SR 71 7 N o e R (e NI B DS S e 5 N7 il

[0036]  JxEH AT I FTHE— 0 I, i ER e A T s 1Sk fa i A B2 B (B 1), 78
B S SRR 2ARFE AR (] 2), REIIALE R R aRis 7\ HEL-200 25, HH A
N RS T HZPUmiE. KR Western blot 7R =2k 2 —4% 36KD ifa 4%t (Kl 3) .
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[0037] AU BH K 25416 P HR IR 25 il B2 ) J8e o5 BRI 2, 308 5 R R 25 0 AL -6 0 il e nT v
| I e U s SR 2 B A I 1) 0 s 1 1| B L (WA 5 s RN = A N TSR
T2, M B AL A6 7R 25 5% E T s 3R I e b, ARk B B 25 4060 mT vl s DR 4
AR RN RS PR EUR BUR IR 45 25 77 SRR = 0 08 i N 71 0 ) E AT It H
M T PR 2R, Ak B ) AR ] DL A 25 3L R

[0038] [l 4 HLAR S, 13F— 2 R A e B, N B 6 S A S T BH AR S BH T AS
FH T BRAAS & B Ta ] BRAE S5 A R, A% B SE i K H o A2 2 A e B4
DNA FI P2 2 IR R AR, 3 26 5 i AU AR N 53 I ) o IR B8 ARAE T 1 SCHk A 58
AR B0 Sambrook (4r T rulESEER TR EI) 5 AR (1989) s (DNA SEFEN S [ FIEE 11 2%
(D. N. Glover %4k, 1985) ; (AL H RS R (M. J. Gait 44k, 1984) ; (B 4AT) (B. D. Hames
F1Se Jo Higgins guf. 1984) ; (ER A4l ; JRBEAISLBN S 2 it (Spring—Verlag,N. Y. ),
AR (SEB6 50 28 24 T I-IV 4% (D. C. Weir Al C. C. Blackwell Zi%E 1986) i, nJ LI ik
VA R PR R U B AT

BIEEAN

[0039]  SEjitihl] 1. SR AHZED TREH A 2 NP SR 18 88 1 HEL-200

[0040]  EEPRI ve [ K741 3 i

[0041] X A 52 56 55 A4 7 160 A B 52 oDNA ST 8F 47 K RIS I 7 0 3%, 3R B3R 3k 7 4
b 2& (BST), A HI Unigene % #5 F #E 47 W 7 3¢ [, 3K 1§ A HEL-200 42 K cDNA. ¢
H Expasy Translate tool (http://us. expasy.orghttp://us. expasy.org),
InterProScan (http://www. ebi. ac. uk/Tools/http://www. ebi. ac. uk/Tools/) #Fi
Protein #{ roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www. ncbi. nlm.
nih. gov/BLAST/) % Pl HEL-200 K F¢ #1) &2 A 2 Bh #E. SignalP(http://www. cbs. dtu.
dkhttp://www. cbs. dtu. dk) , PSORTIT Fll WoLFPSORT (http://psort. nibb. ac. jp) ZE8 A7
MriiiniZ & A mES k2 A E A7, ProfileScan (http://myhits. isb—sib. ch/cgi—bin/
PFSCANhttp://myhits. ish—sib. ch/cgi—hin/PFSCAN) Tl N st Rk A MR AL A7 557 o
[0042]  XF3R1F 1A HEL-200 224 cDNA, ARG A=015 S5 2 TN HEL-200 Zwbs X, W vt — X
514 :FO1 :5” “TTGGTACCGACGACGACGACAAG CAGGCCGCCGCCCTCC-3",F02 :5” ~GCGGCGAATTC
TCTTTCTTCCACTTCAAAG=3", = 1 i 5 | W03 3 73 3l 5 | 2k BR 1) 4 A DB A2 4 Kpn T A EcoRTo 5]
Vi B A TAY) TR RIS AR A0 G . LLAS SEE 3 R 3 1) N B 52 cDNA STZE A4 4
B, PCR 474 HEL-200 FE[R Fi Bt o PCR M 45 1 :94°CTIAZYE 10min, (94°C,40s ;55°C, 45s ;
70°C, 30s) 30 MEH, T0°C LM 10min, 4 CIRAF. VAT, 1. 0% B IRHEHELS F vkl o
Sy IRI R B N e FE SR pMD- 18T FhahAT I % 5E

[0043] 4] HEL-200 &% (43&IA 4tk

[0044] I3 %552 Ji7 HEL-200 &R I Kpn T A EcoRT A7 £ v & 22 R 1A 8 /K pET-32b (+) H,
55 il S bR A DY AR — B AR IS HAK pET32b (+) -HEL-200 # A E. coli BL21 (DE3) /&
AN, F AR PCR G e PH % v, TREBRRAE 1mM IPTG, 32°C 4541 N3 4h Ji5, N i
i His—tag MEA E @D " PP EENENTE" MEH HEL-200 & H 3T 73 B4k,
fa b, " SR MEN H T AL EA Trx-HEL-200 @l & 8. REREEAMHE

6
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M i R, BRI A hR S . ma, Bl 9 SR MENT” R 4] HEL-200 851 . 46
W E I EHE A Bradford Bradford 1976) VAU T 2 &, R J5 AR T BT IRAF
[0045]  SEiifF) 2. HL HEL-200 £ voFEHUIALIE 1)l %

[0046]  HIEEZH HEL-200 &5 %.J% BALB/C /NI £ i il kb, B 2 W 58 1 Ryt
5750 g EARH SRR TEMAER (CFA) « SRIGTEE 15,30 Fl 45 RiFEH 25 1 g E4]
AR B A TS24 A ) (TFA) sz, 28 60 R AMHIRIREUM, 43 & M5 5 H ELASA
Fl western blot 70 MrHUAR KR FIEE S . ELISA 23 B8 BP0 &%) 1 ¢ 10000,
Westernblot 7rxy =41 AP 529 A EUR AR HEL-200 #BHA R4 IRRE
[0047]  SEjifs] 3. A HEL-200mRNA 2 2R 38 15 1A 57

[0048] & T #f s HEL-200 R A, K A 21 2 & RT-PCR 43 #fr HEL-200 JEEEI7E A Fff 52
SKVIRLV R, S0, 0, B, B W, 5, B AP R IEE S . FH TRIzol (Tiangen, Beijing,
China) #i#2 /5 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
S FE L cDNA. AR5, 2ul & R cDNA ) FH S5 R S 5 [0 3647 PCR 3714, 20ul RN AKZR &
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &15] ul (25umol/
L), 1lul Tag DNAZRG T (2. 5U/ul) , 2ul cDNA AR BL A 11ulddH,0, PCR s B IFE A :94°C,
10min ;94°C, Imin ;54°C (%f HEL-200) /49°C (B —actin) 30s ;72°C, Imin (35 {FFF ) ;72°C4E
fiff Tmin, B -actin MREAEANHNZ . A PCRY WA 1. 5% Blasl uk o3 #r. 45K 8
7N, TE B 52 520 R SRR R R

[0049]  Sjfs] 4. A HEL-200 &5 HAEAH R e 2 e fr

[0050]  HY A S2AL. B AL ZRUKE D) v, AT e 2t g, Horp —$i 4 Pt rHEL-200 £
Pt (1 © 400), —Hik FITC- Frid =Pl TG (1 o 200), AR A PT Jeti. 5 ra K
PIA H 80% Hmd 1, SR F I R AR B AEE (LeicaTCSSP2A0BS) M 4E A, S [l LA/
B S /T VB AR — B E A BT

[0051]1  =Zjif] 5. A28 AEEEU S Western blot

[0052] 4 M AP S2 9 S B 2R 24 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF & [ E4T western blot. FPLA HEL-200 Z4Hi K4 —FHi (1 © 5000), —Hi A HRP- b5
WFPUR Tg6 (1 & 500) o BH ik 46 1b Blg 1 375 2tk FH 15 5 Y HRP-DAB i & (4355 & 4 A
Westernblot W rfi A HEL-200 2 Hit # 20 d A A B S23 Al HURI R 2R HEL-200 #(H
A RIS,

[0053]  sZjifs] 6. A HEL-200 &% (ALEKS 7 I s 9 6 e Ar

[0054] WAk H PBS PRk GIRA T 1% BB g b, BRI, 2R FH AP e [
SE 10 738 SRS T I A F 3% BSAZE = N EFHT 1/, 2R 5 8 i it HEL-200 2 5t
(1 ¢ 200),4°CiER o B ai /) BRLE AR B XS B . H] PBST (PBScontaining0. 1% Tween—20)
PRk =V IOAXT R FITC- bRicd BT, 1eG 4T (1 ¢ 200) o 3 A H PBST ¥E¥ =, 2R
J5 FH 80% Hiid o FH Olympus BX-52 W44 M %%, HEL-200 & H 45 & 7ok ka2
B

[0055]  SEjifs] 7. HEL-200 20 &5 (1 (0 B v Tk

[0056] 1z FH o i B ¥ B B0 (CFU) 23 A P B vl 1tk o o) S M 00, 1 2 35 92 1 E. coli
XL-1blue A=K A (0D600 = 0. 4-0. 5) J5H] 10mM PBS (pH 7. 4) #ike . K2y 2 X 10°CFU/

7
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ml B 7E 5 12. 5 ~ 100ug/ml [f] HEL-200 V& &, 37°CHi 9%, {EH IG5 1 15,30,60 Fl
120min 73 A AEECRE . K S0 H 10mMPBS (pH7. 4) il 32 7 ke, B Fa0RE FE X 100ul ¥R AT T
LB B flg~FAi, 37 CHEFR I B BT L B V& o G v IR 200 DUt M F 40 R A7 TS 1 B 0k
o AN - Y AEiE = CREAH S /FE B/ KRG &R B A5 /70 B oS ) X 100,
SEE LA 10mMPBS (pH 7. 4) AU & 9 AL FHAM B A Ay B 1 ) 1

[0057]  SEJfifs] S8HEL-200 554E T~z st LA SRS SZRG I R R AT

[0058] A} HEL-200 2 Hitdf M IE H A 7, AR5 AT A T I s ERIR SN 2 K 7 B S8
I vitro 1ife bR G ERAE R 73T . faT S ML UL, K5 156 SpermRinse—30 - 37°C.
5% CO, 5575 1 /NI 3REE. SR/GHEM 1 ¢ 200 In A BlHt rHEL-200 £ 51, T 37°C.6% CO, B¢
2 /NI IEAT P o B DA RS 5 20 PR B 23, — BB BRI LV AL B R G Mok T i is
BNMEe sy H G-Fert Yol 2 K, AR LR AR 1. 0X 10 cells/ml. B 100ul K
AN T 35mm [YREFRILA, AR5 48 w0 BN 37°C 16 % CO, AT AR 2 W5 7748 A
28.G MOPS AbTH = Bl BN BR AR o in A TG HE % U (R SR T £ 37°C 16 % CO, AR B 1
TR PR TR M RGO, B HC SRR R B Ol LT SE5 R S 5w s B
E R B PEXT R

[0059] ¥4Ik

[0060]  <110> Z=3iz

[0061]  <120> AKFHESERILNG 1456 HH HEL-200 L gmbidFE R 55 M A

[0062] <170>Patentln version 3.5

[0063] <210>1

[0064] <211>1618

[0065]  <212>DNA

[0066] <213> AJ@ AFf (homo sapiens)

[0067] <2202

[0068]  <221>CDS

[0069]  <222>(85).. (1161)

[0070]  <400>1

[0071] cgeggtgecag ccgggtegee ttecageceg tecgecteee gaccagggee cgegeeeegt 60

[0072] ccegectete teccegeccag ccaa atg cag gee gee gee cte cct gag gag 111
[0073] Met Gln Ala Ala Ala Leu Pro Glu Glu
[0074] 1 5)

[0075] atc cgt tgg ctc ctg gaa gat gct gaa gag ttt ctg gca gaa ggt ttg 159
[0076] Ile Arg Trp Leu Leu Glu Asp Ala Glu Glu Phe Leu Ala Glu Gly Leu

[0077] 10 15 20 25

[0078] cgg aat gag aac ctc agc gct gtt gca agg gat cac aga gac cat att 207
[0079] Arg Asn Glu Asn Leu Ser Ala Val Ala Arg Asp His Arg Asp His Tle

[0080] 30 35 40

[0081] cta cgg ggc ttt cag caa atc aaa gcc agg tac tat tgg gat ttt cag 255
[0082] Leu Arg Gly Phe Gln Gln Ile Lys Ala Arg Tyr Tyr Trp Asp Phe Gln

8
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[0083] 45 50 bb

[0084] ccc caa ggg gga gac att gga cag gac age tct gat gat aat cac agce 303
[0085] Pro Gln Gly Gly Asp Ile Gly Gln Asp Ser Ser Asp Asp Asn His Ser

[0086] 60 65 70

[0087] ggg act ctt ggc ctg tce cte aca tce gat gea cce ttt ttg tca gat 351
[0088] Gly Thr Leu Gly Leu Ser Leu Thr Ser Asp Ala Pro Phe Leu Ser Asp

[0089] 75 80 8h

[0090] tat cag gat gag gga atg gaa gac atc gta aaa gga gct caa gaa ctt 399
[0091] Tyr Gln Asp Glu Gly Met Glu Asp Ile Val Lys Gly Ala Gln Glu Leu

[0092] 90 95 100 105

[0093] gat aac gta atc aag caa gga tac ttg gag aag aaa agc aaa gat cat 447
[0094] Asp Asn Val Ile Lys Gln Gly Tyr Leu Glu Lys Lys Ser Lys Asp His

[0095] 110 115 120

[0096] agt ttc ttt gga tcg gag tgg cag aag cga tgg tgt gtt gtc agc aga 495
[0097] Ser Phe Phe Gly Ser Glu Trp Gln Lys Arg Trp Cys Val Val Ser Arg

[0098] 125 130 135

[0099] ggt ctc ttc tac tac tat gct aat gag aag agc aag cag ccc aaa ggg 543
[0100] Gly Leu Phe Tyr Tyr Tyr Ala Asn Glu Lys Ser Lys Gln Pro Lys Gly

[0101] 140 145 150

[0102] acc ttc ctc att aag ggc tac ggt gta cgg atg gcce cce cac ctg cga 591
[0103] Thr Phe Leu Ile Lys Gly Tyr Gly Val Arg Met Ala Pro His Leu Arg

[0104] 155 160 165

[0105] aga gat tcc aag aaa gaa tcc tgc ttt gaa ctg acc tcc cag gat agg 639
[0106] Arg Asp Ser Lys Lys Glu Ser Cys Phe Glu Leu Thr Ser Gln Asp Arg

[0107] 170 175 180 185

[0108] cgc agc tat gag ttt aca gct act agt cca gca gaa gcc aga gac tgg 687
[0109] Arg Ser Tyr Glu Phe Thr Ala Thr Ser Pro Ala Glu Ala Arg Asp Trp

[0110] 190 195 200

[0111] gtg gat caa ata agt ttc ttg tta aag gat ctg agc tcc tta acc att 735
[0112] Val Asp Gln Ile Ser Phe Leu Leu Lys Asp Leu Ser Ser Leu Thr Ile

[0113] 205 210 215

[0114] cca tat gaa gag gat gag gag gaa gaa gaa aaa gaa gag aca tat gat 783
[0115] Pro Tyr Glu Glu Asp Glu Glu Glu Glu Glu Lys Glu Glu Thr Tyr Asp

[0116] 220 225 230

[0117] gat att gat ggt ttt gac tcc cca agt tgt ggt tcec cag tge aga ccc 831
[0118] Asp Ile Asp Gly Phe Asp Ser Pro Ser Cys Gly Ser Gln Cys Arg Pro

[0119] 235 240 245

[0120] act atc ttg cct ggg agt gtg ggg ata aaa gag cct aca gag gag aaa 879
[0121] Thr Ile Leu Pro Gly Ser Val Gly Ile Lys Glu Pro Thr Glu Glu Lys
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[0122] 250 2bb 260 265

[0123] gaa gaa gaa gat att tat gaa gtc ttg cca gat gaa gag cat gat cta 927
[0124] Glu Glu Glu Asp Ile Tyr Glu Val Leu Pro Asp Glu Glu His Asp Leu

[0125] 270 27h 280

[0126] gaa gag gat gag agt ggc act cga cga aaa gga gac tat gcc agt tac 975
[0127]  Glu Glu Asp Glu Ser Gly Thr Arg Arg Lys Gly Asp Tyr Ala Ser Tyr

[0128] 285h 290 295

[0129] tac cag ggc cta tgg gat tge cat ggt gac cag cca gat gaa ctg tcc 1023
[0130] Tyr Gln Gly Leu Trp Asp Cys His Gly Asp Gln Pro Asp Glu Leu Ser

[0131] 300 305 310

[0132] ttc caa cgg ggt gac ctc atc cgt att ctg agc aag gag tat aac atg 1071
[0133] Phe Gln Arg Gly Asp Leu Ile Arg Ile Leu Ser Lys Glu Tyr Asn Met

[0134] 315 320 325

[0135] tat ggc tgg tgg gtg gga gaa ctg aac age cte gtt ggg att gtt cca 1119
[0136] Tyr Gly Trp Trp Val Gly Glu Leu Asn Ser Leu Val Gly Ile Val Pro

[0137] 330 335 340 345

[0138] aag gag tat ctc acc act gcc ttt gaa gtg gaa gaa aga tga 1161

[0139] Lys Glu Tyr Leu Thr Thr Ala Phe Glu Val Glu Glu Arg

[0140] 350355

[0141] aacccaggaa atatattctt ccctctetee tgectttatg aggaaactga tcatcaaaag 1221
[0142] ttcccactee ctacttctge caccccacca acgecttgga ctectetett tgetgaagag 1281
[0143] acccaagtct cttgacacct cagagtgact gtaagctacc agtaagacaa gtgggaagag 1341
[0144] gcacgttcat caaacctgtt actaaaccag cctagtcata gctcatccce atctctaaat 1401
[0145] gtgtccacac aaccacatct gecttttcca caagettttc acaaagaagg tgagagagaa 1461
[0146] ggaaaccttg ggaggaggac attactggtt gttctggetg gtttgaaaag cacaaataaa 1521
[0147] cttgggatgt ggttccttge catgaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1581
[0148] aaaaaaaaaa aaaaaaaaaa aaaaaaaaas aaaaaaa 1618
[0149] <210>2

[0150]  <211>358

[0151]  <212>PRT

[0152] <213> AJ@ AFP (homo sapiens)

[0153]  <400>2

[0154] Met Gln Ala Ala Ala Leu Pro Glu Glu Ile Arg Trp Leu Leu Glu Asp

[0155] 1 5 10 15

[0156] Ala Glu Glu Phe Leu Ala Glu Gly Leu Arg Asn Glu Asn Leu Ser Ala

[0157] 20 25 30

[0158] Val Ala Arg Asp His Arg Asp His Ile Leu Arg Gly Phe Gln Gln Ile

[0159] 35 40 45

[0160] Lys Ala Arg Tyr Tyr Trp Asp Phe Gln Pro Gln Gly Gly Asp Ile Gly
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[0161] 50 55 60

[0162] Gln Asp Ser Ser Asp Asp Asn His Ser Gly Thr Leu Gly Leu Ser Leu
[0163] 65 70 75 80
[0164] Thr Ser Asp Ala Pro Phe Leu Ser Asp Tyr Gln Asp Glu Gly Met Glu
[0165] 85 90 95
[0166] Asp Ile Val Lys Gly Ala Gln Glu Leu Asp Asn Val Tle Lys Gln Gly
[0167] 100 105 110

[0168] Tyr Leu Glu Lys Lys Ser Lys Asp His Ser Phe Phe Gly Ser Glu Trp
[0169] 115 120 125

[0170] GIn Lys Arg Trp Cys Val Val Ser Arg Gly Leu Phe Tyr Tyr Tyr Ala
[0171] 130 135 140

[0172] Asn Glu Lys Ser Lys Gln Pro Lys Gly Thr Phe Leu Ile Lys Gly Tyr
[0173] 145 150 155 160
[0174] Gly Val Arg Met Ala Pro His Leu Arg Arg Asp Ser Lys Lys Glu Ser
[0175] 165 170 175
[0176] Cys Phe Glu Leu Thr Ser Gln Asp Arg Arg Ser Tyr Glu Phe Thr Ala
[0177] 180 185 190

[0178] Thr Ser Pro Ala Glu Ala Arg Asp Trp Val Asp Gln Ile Ser Phe Leu
[0179] 195 200 205

[0180] Leu Lys Asp Leu Ser Ser Leu Thr Ile Pro Tyr Glu Glu Asp Glu Glu
[0181] 210 215 220

[0182] Glu Glu Glu Lys Glu Glu Thr Tyr Asp Asp Ile Asp Gly Phe Asp Ser
[0183] 225 230 235 240
[0184] Pro Ser Cys Gly Ser Gln Cys Arg Pro Thr Ile Leu Pro Gly Ser Val
[0185] 245 250 255
[0186] Gly Ile Lys Glu Pro Thr Glu Glu Lys Glu Glu Glu Asp Ile Tyr Glu
[0187] 260 265 270

[0188] Val Leu Pro Asp Glu Glu His Asp Leu Glu Glu Asp Glu Ser Gly Thr
[0189] 275 280 285

[0190] Arg Arg Lys Gly Asp Tyr Ala Ser Tyr Tyr Gln Gly Leu Trp Asp Cys
[0191] 290 295 300

[0192] His Gly Asp Gln Pro Asp Glu Leu Ser Phe Gln Arg Gly Asp Leu Ile
[0193] 305 310 315 320
[0194] Arg Ile Leu Ser Lys Glu Tyr Asn Met Tyr Gly Trp Trp Val Gly Glu
[0195] 325 330 335
[0196] Leu Asn Ser Leu Val Gly Ile Val Pro Lys Glu Tyr Leu Thr Thr Ala
[0197] 340 345 350

[0198] Phe Glu Val Glu Glu Arg
[0199] 355
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