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W&y A Bk 91 2 IR AR 5 aeid — A BULA R A RS B SR s i HA T 5
o) 2 IR LIRS e AR RIS TR I e 810 2 AT 2R I a3 ORI S A 24 7R 5 i 32 5

2. — P AR EERIENE 74568 A HEL-9 1gmidSi R, & T A RIT A2 —

FPAVR A 1 R IRPS 5

S5 A R 1 FRE K DNA 281 BAT 90 % DL L RIS M, HL4RAg A 17 2h BE 2 (A 1K) DNA
FP3

3. BABRIER 2 Frif sk B i BAZ A% R L R

4. EAHBRER 2 Frid R R0 &

b AFXIBURIELSR 1 Frik 8 5Bl il 5 R 28 Al oA LB DIz Bt A o i 1 23 9t o
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AXMERIEBFESER HEL-9 RERBERSNA

F AR G
[0001] AR H)E T AR B4, B, A % 53— R 9 A E I 2%k
K448 1 HEL-9 K Hgehg R 5 M

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA BT HT R KB EASARE B RS RS, T 2 b Al o 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH AR A SR TAHEAER, 5K 7 il 72, (B A IR 288 G i D ge i B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

XAAE

[0005] A WIS — A H A2 - Bl (1 A SKPH S2 R AHE 745 5 82 1 HEL-9,

[0006]  —Fit NI SERILHG T 455 8 1 HEL-9, & RA TP AR P4 2 I 2R IR 741 B
R A 2 R SR e o it — A U LA R A R A 1L SRR sids i R 5 7471
2 RSB IE P FIAR RS TR H e A1) 2 AT AR ER e Ik

[0007] AR HIII N BE S22 WA 1 fir 44 0 <HEL-9, 1 501 DNERERRIRILA K. HEL-9 #1
7R 24> Amidation 47 51, 2 A NHEEALAL AL, 6 A N= - DB BB AL RO 13 D BERR AL
7 ALAE LS cAMP AT cGMP {5 ) 8 11 IR R AL AL 5, 5 AN 8 1 3388 11 BEIRAL AL s AN
6 N HT N C BRIRALAL 53, 1 B IR WAL AL /o 0 L, 22 7P %17 2 4> Aldehyde

3
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dehydrogenasescysteine W AT Ao

[0008] AR BHFIEE — A H 2 He i gt A 2R IAK T 454 82 1 HEL-9 2. B2
TR THNZ — -

[0009]  JF4I) P4 1 ) DNA 741, GenBank JEM5 & :EU668318 ;

[0010]  #whd)FEA) 2+ SEQ 1D No. 2 F AL LT ;

[oo11]  S/@HIRHFA) 1 BRE I DNA JEA) HA 90 % LA [REYE, H9midAH R Dhfe s E )5
f¥) DNA 547

[0012]  JEH)Z (K SEQID No. 1,4>K: cDNA FEAI A 2105bp, EA7 TN 9 Stk |, 4l
501 M2 ZEIR, b 81 1 HEL-9, A& A1 5 K, H IR SEHE R 1506bp, A& — M58 #E 1 132
P HE .

[0013] AR BHIEE = J5 1, 34 T R A ZE R TREH R 4 LA N RS2 RIAR 7454 5
H HEL-9 ¥& PE 2 IR 777, A SH LR 2% 5 IR P2 K BUE, DL R AOZBR A sl
SHTE F4E.

[0014] AR BHIIAE VY Ty, 424 75 BR NI 2R IAKS 7456 80 HEL-9 fe itk &5 &
(R BLA I R ) FH T B S D e S P 3500 AN B9 1R el B 2 W o

[0015] AR BH ISR 107 [, 3 TR AP 2 BAEANRMBEREE F4E6EA
HEL-9 [ 7575, B ARG SR IIEE S5 7 W8 B R R MEDUAHE — e 4 MR RIVE W%
TSR IURE W, APURDUA R GV Boide s P e i .

[0016]  AJ BHIIAE /577 1, 345 1A i B a A b e ) I i o 9 AR R BH s ]
AR A WA B AE 1) 5 48 10 BUE A e F TR T AN EIE, BUE 8 T &8 Y i
ZZIIIEE Sy, B T IR e (e ik N SR P SR 1A RS ¥ 456 B B HEL-9 ¥ PR Il 31, 5.
B F T i e SRR 52 AR 145 A B HEL-9 v MRS BT, olowl T T ik Fe g i it
TEo MRPE AL RN 145 &8 A HEL-9 fgm il e 2 sl 1 A BE, vl Wik 5 1 sl e+
PCR BRI IR A%, B3 F Tl 2 2 RS e AR AT H 29461, LI EA R
TSP AY s FH T AR — RSB S A A I DL K S s (K 250

[0017]  ARBHRIE L, 184t T —FMA G, b d 60 a & ARk HTR &N .
B RITH) ) s e, LR 25 BRI a4

[0018] AR B I REMS7E B 2 WRE Rtk R IE, @ 7 TR 73K S5 3 X, BRI mT R 5508 O
WIS BN R % U E & — R RN & B 2 0K, 7] LT T e A B b IR E A&
B B FEARAR s i A CL R TR Al IR SR

B =135 RH

[0019] & 1. HEL-9 ZRAENNG T LI RRe 9 e hr

[0020] 25O BT S5O0 B HEL-9 AR+ B ;
[0021] A ZH :FHPEXTHE, A3 2R HEL-75 S &5 & THEAMK 7 (LECKK) ;
[0022] B4 :[HHEX .

[0023]  C 4 :HEL-9 & &L, C3. &on HEL-9 AL S ER T LEEkX.
[0024]  LEAIR :5mm.

[0025]  [&] 2HEL-9 JERZHLN K IA K
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[o026] 1 fff=Esk 2Bf=2fk 3R 4% 50 6M T 8Y 98 10PIME
i

[0027] & 3. HEL-9 SE A{E 22 R IE ] western blot &5

[0028] M :Marker ;1 : % &, HEL-75 & (3 ;2 [ PRI, /N BRUMYE 3 :HEL-9 22 [
[0020] A% B £ R 4R T I £ 11 22 KIS EL A AH [R] SSOREABL I A2 A0 2k B DD BE 1 A% S5
T, XA IR EHE (HIFART) A T RAFANAER TG AT GEFE R
1-50 4>, B A 1-30 A4, FAEHL 1-20 4>, SR 1-10 A4 ) ZERIER R AT, 7
Gh, Frids g sdim N () Wl RALE C Ruffl / 8k N R CREA 20 ANLLA, Bk
A 10 ANCAPY, BEAEREA 5 AN DL I 2 R RR SR A B N ), 7E A, Ak REAH T SR 1L
RAEFR AT BRI, B A S UUR Z B R I D RE, 4 4t DhBEAH U B R i fR ~7 M B e R 2
AU TR N5 A% B AR R T B ER % - HE R ) N
(M) B (V) s (L) iR (D 55 ANERR F) B () ez o)
T FRER W) CERRERR (© ik R R) Bz R K AR W) R KA
A O) HABNE Q) o HI EARE LR T & A BT ED, &2 B A
WIREE T P4y B S AV ETE TE

[0030] A% BH (4% HF IR 8 51 8 3 1 LA PCR By, 4L vE sk T4 ki 7 3k . st
F PCR #3575, mIARY A% BT 2 A SR BE TR 7 515 0 L2 T I D) 1524 7 71 >R v v 5 |
V), AR AR N S IR 55 77 922 T ) 4% 1R) cDNA SCEEAE A BEA, 37 14 T A5 28741 o
T e L T N, TR ON AN M, AR S 8 Ik R T A IS B ) Rl iy AR
BFH KT

[0031] A< B A, A0 AR AT B AR N S 00 0400 L7 V25 A & s A R B 1 2] (1 I A%
B 7 A4 AN B AR, IR e A A RR AR RSN 4L DNA BoR, (AN B H RS

[0032]  FR &R n] F 5 Ah Bl uaih > ) I A% RN FLAZ 40 B, LIS BB R 1A Pl 5 1) AR
R ER T, 1 40 M mT DU SRR 41 B, Q4 B 40 Y, SO AR SR B R N MY, Qi REA L 5 B2
T EAZ AN, 0 B R A w] R AL G T B R E IR TR T B ER S LR
BAES  BEL RN S %

[0033] %% BH ()8R 70 40 i P R, 0 SRR, ] R P EC A B ) A 2 VR R E At e e i
R4y B NG R IE T, TR T 1 AU AR N R T BN IR o 3K 28 75 v (491 A,
FEEATR T M 2 A E B A DUE FAE L (CERMT 75 ) VB BB B
AR BB B Lo o JE BT R B E AT B A AT S R SGBAR R  ALE S R ST ROR
FOX LTRSS

[0034] AR BHIS A KE X B v BOE AR 7 1 1K 2 v BB AR R B v B A4, S A0 HE HL
A PG TP Bk & PUIA, W B BRPUAS &R e R OR B ok B N IHT AR 5>
HIE7IRENS

[0035] A% BH BT AR AT LI I AR BN 58 LA 45 AR R IEAT il 2% o 9 2t Alidk
[ PR = Wy el S A B M p B, IR T30 LA 5 2 e B BUIR IR A, AR B
IPTARE T LLR Bog BEPUIA . RS B g BT A nT LRI 24 A8 S R AR il 4%

[0036]  JxBH NG A S — 20 R IR, % e A T RS TSk G X (B 1), e =2
KEEALO BTV ERIEEE S (F2), HUSAKRAERE. RPUAEKRBIHEPERET A

5
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HEL 9 &5 H, HH A/, 395 T HZH0ME . KA Western blot 75 b S2 &R I 21
—%% 50KD 457 (K 3) .

[0037] SR BH K 25416 PTHR IR 25 Al B2 ) J8e o5 BRI 2, 308 5 R R 25 0 AL S W il e nT v
| I Y s SR 2 B I 1 ) 0 s 1 1| B O L (WA 2 5 s RN = A LN TR
T2, M Ui AL HE 7R 25 5% E T B2 3R I e b, AR Ik B B 25 46 0 mT vl B DR 4
AR RN RS PR E R SR IR 45 25 77 SRR 2 0 08 8 AN 71 050 E AT It H
H T PR R 2R, A B ) ] DL A 25 3L R

[0038] T[4 HLAR S, 10F— 2 R A e B, N B 6 S 4] S H T BH A S B T AS
FH T BRI A R B TE L, B AR DA Rk, AR B SE ke R o AL 2 e B4
DNA F P2 2 IR R AR, 3 26 05 2 AU AR N 53 T ) o IR BB ARAE T 11 SCHk A 58
FERIAR a0 Sambrook (4> ¥ rRESEIR TR ) 5 AR (1989) s (DNA SEREN S 1 FIEE 11 2%
(D. N. Glover %4k, 1985) ; (MRS ) M. J. Gait 4k, 1984) ; (BEEZ4AC) (B. D. Hames
FIS. Jo Higgins . 1984) s (A Al s JRHFISL B VA 2 Mt (Spring—Verlag,N.Y.),
DL (SIS s 22 TF N T-1V 2% (D. C. Weir 1 C. C. Blackwell %8 1986) 853, 1] UL MR,
VA R PR R U B AT

BIAKEAR

[0039]  SEjiiAs) 1. SRAIFEER TREE A & NI 23Rk 8 1 HEL-9

[0040]  EEPAI ve o Ko 741 3 i

[0041] % A SI 50 = 44 T 1K) N B 52 eDNA SCZE R AT DX RIUASE I 7 0 12k, 3R HU R 8 e 91 s 28
(BST) , #J FH Uni gene %504 FEEAT B8 1 50 [, 3798 A HEL-9 42K cDNA. {# ] Expasy Translate
tool (http://us. expasy.orghttp://us. expasy. org), InterProScan(http://www. ebi.
ac. uk/Tools/http://www. ebi. ac. uk/Tools/) Fl Protein #{ roteinblast (http://www.
ncbi. nlm. nih. gov/BLAST/http://www. ncbi. nlm. nih. gov/BLAST/) Z& ¥ 1 HEL-9 ik
B AR E ThBe. SignalP (http://www. cbs. dtu. dkhttp://www. cbs. dtu. dk) , PSORTII FH
WoLFPSORT (http://psort. nibb. ac. jp) & B {473 #r FUIM 1% 85 A B 15 5 Bk A M N € AL
ProfileScan (http://myhits. isb—sib. ch/cgi-bin/PFSCANhttp://myhits. isb—sib. ch/
cgi—bin/PFSCAN) TIGMl N ikl S0 FBE R AL AL A5 o

[0042]  XF3RAFHIAN HEL-9 424 cDNA, Beit— X5 5149 :FO1 :5° ~TTGGTACCTCATCCTCA
[0043]  GGTCATCCTCAGGCACGCCA-3’, FO2 :5” -GCGGCGAATTCTGAGTTCTTCTGAGAGAT-3" |}
e 510V i 4 ) 5 | 30 B ) 14 Y DT 8 KpnT A EcoRTe 514 Bl A TA) TR EARNK
AR AT A . PAASZEG A ) B2 cDNA SCIE M AR, PCR §18 HEL-9 FE R F B,
PCR W46 :94°C FIAEPE 10min, (94°C,40s 555°C,45s ;70°C, 30s) 30 MM EFR, 70 °C FiE
10min, 4 CIRAF o VSIS, 1. 0% BTt 12 A pikoAer i 3 43 5 (Bl e B AR B, i N e P 28
A pMD-18T R gEAT M7 %5 5

[0044] 4] HEL-9 & (A% IE M4tk

[0045]  JMJ- %5 5E 5 HEL-9 FEPAIH L KpnT A EcoRT A7 5 5o i 42 R IA B4 pET-32b (+) 1,
A5 FC 5 Rl S PR A5 P AE — 3, EZHARIAEA pET32b (+) -HEL-9 #£ A\ E. coli BL21 (DE3) /&
AN, F B PCR G e PH % ve e, TREBRRAE 1mM TPTG, 32°C 4441 N3 4h Ji5, N i

6
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WA His—tag MEH R AL “W DL ENE” X EH HEL-9 SR AT /B aift.
R UL, SRR ] T EA Trx-HEL-9 B4 & A . REES & O HEA mik
B 2R, RN R G AR . e, I H A 2D oR M a7 R BB 40 HEL-9 S . ik J5 R
A A A Bradford (Bradford 1976) VAT & &, R G FHA R TR T R 17

[o046]  SEjiifs)] 2. HL HEL-9 % v BEHUINIE ¥ il 4%

[0047]  FHEE 4 HEL-9 25 [ % ¥% BALB/C /DR A& 2P, fjphhil, B L2 T3 | RiE
S 500 g EAEH SEFEN AR (CFA) » RJSTEH 15,30 F1 45 KyF G 25ug B4
A E A TSR KA (TFA) nsg . 28 60 R MIRIREUM, 43 & M35 5 H ELASA
Fl western blot 73 My HUAR KM FIkE S . ELISA 23 M8 BIPT AR &3] 1 ¢ 10000,
Westernblot Sty B Ex A B S230  Ah BRUR R AR HEL-9 #S HAT R AF IR e 1
[0048]  SEzjiifs) 3. A HEL—-9mRNA ZHZ3 %A A 57

[0040] 24 T ffiE HEL-9 FERAE S, K 2 7€ & RT-PCR 73 #fr HEL-9 ZERIFE A B 52k A4
F&, 52, 0, B BB L S, B SR RIS T . B TRIzol (Tiangen, Beijing, China)
HER S RNA, Tug 5 RNA FH 20UAMV 105 4% 5%l (Promega) F1 0. 3ugoligod,18 (Promega) %
SR cDNA. RS, 2ul 5 K] cDNA R FHZEPRIRE 7 5 [ AT PCR P . 20ul R NARREH -
20110 XPCR buffer (with MgCl,),2ul dNTP Mix (10mmol/L), lul £-4~5| ul (25umol/L) , lul
TagDNA 248 (2. 5U/ul) , 2ul cDNA 545 PL &2 11ulddH,0. PCR W FIFEF A4 :94°C, 10min ;
94°C, Imin ;564°C (% HEL-9) /49°C (B —actin)30s ;72°C, lmin (35 fH¥ ) ;72°C 4L/ Tmin.
B-actin WERKMENNS. P PCRYIGWH L 6% Bl ik . &R ER, %%
PRI F) mRNA 76 A B2 52500 0 T IR ARG Rk, BASIRE R,

[0050] S5 4. A HEL-9 8 FALELL SN S 5 6 e AL

[0051]  HU A S2AL. B S ZRUKE DI v, AT S 2Ot gs (, Horp— 34 BT rHEL-9 2451
(1 2 400), —Hi A FITC- brid *EPii 1gG (1 © 200) , 40 iz ] PT e ta. Jet s ra P A
1 80% HitiEr v, ARG LR B (Leica TCS SP2 AOBS) W4 3, LI AN LA/ R
o2 i ME AP E A B

[o052]  sEjfs] 5. A =2 SRS Western blot

[0053] 4 M AP 52 S B S BR324 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF i EHEAT western blot. PN HEL-9 ZHh—Hi (1 © 5000), —Hi A HRP- bnic2F
Pris TG (1 & 500) o BRAL LS AEE I P H 3 9 2 HRP-DAB JIEY) B (0155 & 73 Western
blot 7Rt A\ HEL-9 2 HUx B 2H 8 A0 AN B 5293 T Sl BRI R 2R HEL-9 S AT R 47 HE S+
P

[0054]  sEjfifsl] 6. A HEL-9 8% FALENGE T ISy 92 6 2 4r

[0055]  WCHEENS T H PBS PRI JG iR AT T 1 % B 208 b, B AR I, 4R i P I
[ 52 10 43 Bhe SRS T3 A 3% BSA 76 %5 N B 1 /NI, SR JE s I BT rhBD32
Zht (1 1 200),4Cik . FREar/ RumiE M Ex . H PBST(PBS containing 0.1%
Tween—20) PEIE =K, MIAXT R FITC- fRid i TeG =91 (1 ¢ 200) . ¥ A A PBST
vk =%, ARG 80 % Hlid o F Olympus BX-52 B4 M %, HEL-9 8 (45 & 76k 13k
Ja X

[0056]  SLjififsl] 7. HEL-9 FE4H &% (A I e v 1k

7
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[0057] iz H vo I 16 ¥ T B S A7 (CFU) J3 M bt B0 o 7 B0 3 U, 3 3% 77 1 E. coli
XL-1blue £ K FIXFE ] (0D600 = 0. 4-0. 5) J5 Fil 10mM PBS (pH 7. 4) Fké. K25 2X 10°CFU/
ml 4R LS 12.5 ~ 100ug/ml ¥] HEL-9 V& &, 37°CHi 9%, fEHIHEEFR G 1 15,30,60 and
120min 73 Al AEEURE o K AE Al ] 10mM PBS (pH 7. 4) MR SRS, B MR FEEL 100ul YA T
LB B g4, 37 CREFR I B TE A B V& o G v IR 00 DU M F 40 R A2 5 1 B 2 0k
> AN AR = CEEAATE S A s/ R4 i A AL P S A7 05 1 e ) X 100,
SEEY L 10mM PBS (pH 7. 4) AR Ex A Ab FE 40 B 4R 4 B

[0058]  SEJfifs] SHEL-9 55 iE Tz st LA RS ZRG I KR ZR AT

[0059]  #A] HEL-9 £ $idst M EH AKG T, SRS AT R T issh MERA SN 2K 70 B o SES %
W vitrolife bRl & fe Bt B 7 A0TSR, K 7S5 H SpermRinse—30 - 37°C.
5% CO, H5J% 1 /DI ERBE. ARG 1 1 200 I BBT rHEL-9 245, T 37°C.6% CO, 577 2
NI REAT BT P A R R Ry, — B LA T AL B R G R T is
Shtk. S—# 0 H G-Fert Yk 2 K, FHAIERLIRE N 1. 0X 107 cel Is/ml. I 100ug ¥5
FAEN T 35mm RS FRILA, AR5 78 w4 BN 37°C (6% CO, MM AR HE IR A0 A
8 G-MOPS AL P I jse 384 O BEAH 0 A\ PIUSGHE A U (1 52 K5 T 5 4 37°C 16 % CO, AT AIE B2 1%
IR IR M RGO, B R R B 0. LB 25 (R S /iy /s B
R R B PEXS A

[o060]  JFHIFK

[0061]  <110> ZsFRi

[0062]  <120> NP =2RIAKS 1454 B HEL-9 S L gmhs i Al 55 b A

[0063] <160>2

[0064] <170>Patentln version 3.5

[0065] <210>1

[0066] <211>2105

[0067] <212>DNA

[0068] <213> AJ@ AFP (Homo sapiens)

[0069] <220>

[0070]  <221>CDS

[0071]  <222>(45).. (1550)

[0072]  <400>1

[0073] aaattgctga gccagtcacce tgtgttccag gagecgaatc agaa atg tca tcc teca 56
[0074] Met Ser Ser Ser
[0075] 1

[0076] ggc acg cca gac tta cct gtc cta ctc acc gat ttg aag att caa tat 104
[0077] Gly Thr Pro Asp Leu Pro Val Leu Leu Thr Asp Leu Lys Ile Gln Tyr

[0078] 5 10 15 20

[0079] act aag atc ttc ata aac aat gaa tgg cat gat tca gtg agt ggc aag 152
[0080] Thr Lys Tle Phe Tle Asn Asn Glu Trp His Asp Ser Val Ser Gly Lys

[0081] 25 30 35



i
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CN 101724032 A AR 7/11 1
[0082] aaa ttt cct gte ttt aat cct gea act gag gag gag ctc tge cag gta 200
[0083] Lys Phe Pro Val Phe Asn Pro Ala Thr Glu Glu Glu Leu Cys Gln Val

[0084] 40 45 50

[0085] gaa gaa gga gat aag gag gat gtt gac aag gca gtg aag gcc gca aga 248
[0086] Glu Glu Gly Asp Lys Glu Asp Val Asp Lys Ala Val Lys Ala Ala Arg

[0087] 55 60 65

[0088] cag gct ttt cag att gga tcc ccg tgg cgt act atg gat get tcc gag 296
[0089] GIln Ala Phe Gln Ile Gly Ser Pro Trp Arg Thr Met Asp Ala Ser Glu

[0090] 70 75 80

[0091] agg ggg cga cta tta tac aag ttg get gat tta atc gaa aga gat cgt 344
[0092] Arg Gly Arg Leu Leu Tyr Lys Leu Ala Asp Leu Ile Glu Arg Asp Arg

[0093] 85 90 95 100

[0094] ctg ctg ctg gecg aca atg gag tca atg aat ggt gga aaa ctc tat tcc 392
[0095] Leu Leu Leu Ala Thr Met Glu Ser Met Asn Gly Gly Lys Leu Tyr Ser

[0096] 105 110 115

[0097] aat gca tat ctg aat gat tta gca ggc tge atc aaa aca ttg cge tac 440
[0098] Asn Ala Tyr Leu Asn Asp Leu Ala Gly Cys Ile Lys Thr Leu Arg Tyr

[0099] 120 125 130

[0100] tgt gca ggt tgg gct gac aag atc cag ggc cgt aca ata cca att gat 488
[0101] Cys Ala Gly Trp Ala Asp Lys Ile Gln Gly Arg Thr Ile Pro Ile Asp

[0102] 135 140 145

[0103] gga aat ttt ttt aca tat aca aga cat gaa cct att ggt gta tgt ggc 536
[0104] Gly Asn Phe Phe Thr Tyr Thr Arg His Glu Pro Ile Gly Val Cys Gly

[0105] 150 155 160

[0106] caa atc att cct tgg aat ttc ccg ttg gtt atg ctc att tgg aag ata 584
[0107] Gln Ile Tle Pro Trp Asn Phe Pro Leu Val Met Leu Ile Trp Lys Ile

[0108] 165 170 175 180

[0109] ggg cct gca ctg age tgt gga aac aca gtg gtt gtc aaa cca gcg gag 032
[0110] Gly Pro Ala Leu Ser Cys Gly Asn Thr Val Val Val Lys Pro Ala Glu

[0111] 185 190 195

[0112] caa act cct ctc act gect ctec cac gtg gca tct tta ata aaa gag gca 680
[0113] Gln Thr Pro Leu Thr Ala Leu His Val Ala Ser Leu Ile Lys Glu Ala

[0114] 200 205 210

[0115] ggg ttt cct cct gga gta gtg aat att gtt cct ggt tat ggg cct aca 728
[0116] Gly Phe Pro Pro Gly Val Val Asn Ile Val Pro Gly Tyr Gly Pro Thr

[0117] 215 220 225

[0118] gca ggg gca gee att tet tet cac atg gat ata gge aaa gta gee tte 776
[0119] Ala Gly Ala Ala Ile Ser Ser His Met Asp Ile Gly Lys Val Ala Phe

[0120] 230 235 240
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[0121] aca gga tca aca gag gtt ggc aag ttg atc aaa gaa gct gee ggg aaa 824
[0122] Thr Gly Ser Thr Glu Val Gly Lys Leu Ile Lys Glu Ala Ala Gly Lys

[0123] 245 250 265 260

[0124] agc aat ctg aag agg gtg acc ctg gag ctt gga gga aag agec cct tge 872
[0125] Ser Asn Leu Lys Arg Val Thr Leu Glu Leu Gly Gly Lys Ser Pro Cys

[0126] 265 270 275

[0127] att gtg tta gct gat gee gac ttg gac aat get gtt gaa ttt gea cac 920
[0128] Tle Val Leu Ala Asp Ala Asp Leu Asp Asn Ala Val Glu Phe Ala His

[0129] 280 285 290

[0130] cat ggg gta ttc tac cac cag ggc cag tgt tgt ata gcc geca tcc agg 968
[0131] His Gly Val Phe Tyr His Gln Gly Gln Cys Cys Ile Ala Ala Ser Arg

[0132] 295 300 305

[0133] att ttt gtg gaa gaa tca att tat gat gag ttt gtt cga agg agt gtt 1016
[0134] Ile Phe Val Glu Glu Ser Ile Tyr Asp Glu Phe Val Arg Arg Ser Val

[0135] 310 315 320

[0136] gag cgg gct aag aag tat atc ctt gga aat cct ctg acc cca gga gtc 1064
[0137]  Glu Arg Ala Lys Lys Tyr Ile Leu Gly Asn Pro Leu Thr Pro Gly Val

[0138] 325 330 335 340

[0139] act caa ggc cct cag att gac aag gaa caa tat gat aaa ata ctt gac 1112
[0140] Thr Gln Gly Pro Gln Ile Asp Lys Glu Gln Tyr Asp Lys Ile Leu Asp

[0141] 345 350 355

[0142] ctc att gag agt ggg aag aaa gaa ggg gcc aaa ctg gaa tgt gga gga 1160
[0143] Leu Ile Glu Ser Gly Lys Lys Glu Gly Ala Lys Leu Glu Cys Gly Gly

[0144] 360 365 370

[0145] ggc ccg tgg ggg aat aaa gge tac ttt gtc cag ccc aca gtg tte tet 1208
[0146] Gly Pro Trp Gly Asn Lys Gly Tyr Phe Val Gln Pro Thr Val Phe Ser

[0147] 375 380 385

[0148] aat gtt aca gat gag atg cgc att gec aaa gag gag att ttt gga cca 1256
[0149] Asn Val Thr Asp Glu Met Arg Ile Ala Lys Glu Glu Ile Phe Gly Pro

[0150] 390 395 400

[0151] gtg cag caa atc atg aag ttt aaa tct tta gat gac gtg atc aaa aga 1304
[0152] Val Gln Gln Ile Met Lys Phe Lys Ser Leu Asp Asp Val Ile Lys Arg

[0153] 405 410 415 420

[0154] gca aac aat act ttc tat ggc tta tca gca gga gtg ttt acc aaa gac 1352
[0155] Ala Asn Asn Thr Phe Tyr Gly Leu Ser Ala Gly Val Phe Thr Lys Asp

[0156] 425 430 435

[0157] att gat aaa gcc ata aca atc tcc tct get ctg cag geca gga aca gtg 1400
[0158] Ile Asp Lys Ala Ile Thr Ile Ser Ser Ala Leu Gln Ala Gly Thr Val

[0159] 440 445 450
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[0160] tgg gtg aat tge tat gge gtg gta agt gee cag tge cee ttt ggt gga 1448
[0161] Trp Val Asn Cys Tyr Gly Val Val Ser Ala Gln Cys Pro Phe Gly Gly

[0162] 455 460 465

[0163] ttc aag atg tct gga aat gga aga gaa ctg gga gag tac ggt ttc cat 1496
[0164] Phe Lys Met Ser Gly Asn Gly Arg Glu Leu Gly Glu Tyr Gly Phe His

[0165] 470 475 480

[0166] gaa tat aca gag gtc aaa aca gtc aca gtg aaa atc tct cag aag aac 1544
[0167] Glu Tyr Thr Glu Val Lys Thr Val Thr Val Lys Ile Ser Gln Lys Asn

[0168] 485 490 495 500

[0169] tca taa agaaaataca agagtggaga gaagctcttc aatagctaag catctcctta 1600
[0170] Ser

[0171] cagtcactaa tatagtagat tttaaagaca aaatttttct tttcttgatt tttttaaaca 1660
[0172] taagctaaat catattagta ttaatactac ccatagaaaa cttgacatgt agcttcttct 1720
[0173] gaaagaatta tttgccttct gaaatgtgac ccccaagtcce tatcctaaat aaaaaaagac 1780
[0174] aaattcggat gtatgatctc tctagctttg tcatagttat gtgattttcc tttgtagecta 1840
[0175] cttttgcagg ataataattt tatagaaaag gaacagttge atttagcttc tttcccttag 1900
[0176] tgactcttga agtacttaac atacacgtta actgcagagt aaattgctct gttcccagta 1960
[0177] gttataaagt ccttggactg ttttgaaaag tttcctagga tgtcatgtct gettgtcaaa 2020
[0178] agaaataatc cctgtaatat ttagctgtaa actgaatata aagcttaata aaaacaacct 2080
[0179] tgcatgaaaa aaaaaaaaaa aaaaa 2105
[0180] <210>2

[0181]  <211>501

[0182]  <212>PRT

[0183] <213> AJB AFP (Homo sapiens)

[0184] <400>2

[0185] Met Ser Ser Ser Gly Thr Pro Asp Leu Pro Val Leu Leu Thr Asp Leu

[0186] 1 ) 10 15

[0187] Lys Ile Gln Tyr Thr Lys Ile Phe Ile Asn Asn Glu Trp His Asp Ser

[0188] 20 25 30

[0189] Val Ser Gly Lys Lys Phe Pro Val Phe Asn Pro Ala Thr Glu Glu Glu

[0190] 35 40 45

[0191] Leu Cys Gln Val Glu Glu Gly Asp Lys Glu Asp Val Asp Lys Ala Val

[0192] 50 55 60

[0193] Lys Ala Ala Arg Gln Ala Phe Gln Ile Gly Ser Pro Trp Arg Thr Met

[0194] 65 70 75 80

[0195] Asp Ala Ser Glu Arg Gly Arg Leu Leu Tyr Lys Leu Ala Asp Leu Ile

[0196] 85 90 95

[0197] Glu Arg Asp Arg Leu Leu Leu Ala Thr Met Glu Ser Met Asn Gly Gly

[0198] 100 105 110
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[0199] Lys Leu Tyr Ser Asn Ala Tyr Leu Asn Asp Leu Ala Gly Cys Ile Lys

[0200] 115 120 125

[0201] Thr Leu Arg Tyr Cys Ala Gly Trp Ala Asp Lys Ile Gln Gly Arg Thr
[0202] 130 135 140

[0203] TIle Pro Ile Asp Gly Asn Phe Phe Thr Tyr Thr Arg His Glu Pro Ile
[0204] 145 150 155 160
[0205] Gly Val Cys Gly Gln Ile Ile Pro Trp Asn Phe Pro Leu Val Met Leu
[0206] 165 170 175
[0207] Ile Trp Lys Ile Gly Pro Ala Leu Ser Cys Gly Asn Thr Val Val Val
[0208] 180 185 190

[0209] Lys Pro Ala Glu Gln Thr Pro Leu Thr Ala Leu His Val Ala Ser Leu
[0210] 195 200 205

[0211] Ile Lys Glu Ala Gly Phe Pro Pro Gly Val Val Asn Ile Val Pro Gly
[0212] 210 215 220

[0213] Tyr Gly Pro Thr Ala Gly Ala Ala Ile Ser Ser His Met Asp Ile Gly
[0214] 225 230 235 240
[0215] Lys Val Ala Phe Thr Gly Ser Thr Glu Val Gly Lys Leu Ile Lys Glu
[0216] 245 250 255
[0217] Ala Ala Gly Lys Ser Asn Leu Lys Arg Val Thr Leu Glu Leu Gly Gly
[0218] 260 265 270

[0219] Lys Ser Pro Cys Ile Val Leu Ala Asp Ala Asp Leu Asp Asn Ala Val
[0220] 275 280 285

[0221]  Glu Phe Ala His His Gly Val Phe Tyr His Gln Gly Gln Cys Cys Ile
[0222] 290 295 300

[0223] Ala Ala Ser Arg Tle Phe Val Glu Glu Ser Ile Tyr Asp Glu Phe Val
[0224] 305 310 315 320
[0225] Arg Arg Ser Val Glu Arg Ala Lys Lys Tyr Ile Leu Gly Asn Pro Leu
[0226] 325 330 335
[0227]  Thr Pro Gly Val Thr Gln Gly Pro Gln Ile Asp Lys Glu Gln Tyr Asp
[0228] 340 345 350

[0229] Lys Ile Leu Asp Leu Ile Glu Ser Gly Lys Lys Glu Gly Ala Lys Leu
[0230] 355 360 365

[0231]  Glu Cys Gly Gly Gly Pro Trp Gly Asn Lys Gly Tyr Phe Val Gln Pro
[0232] 370 375 380

[0233] Thr Val Phe Ser Asn Val Thr Asp Glu Met Arg Ile Ala Lys Glu Glu
[0234] 385 390 395 400
[0235] Ile Phe Gly Pro Val Gln Gln Ile Met Lys Phe Lys Ser Leu Asp Asp
[0236] 405 410 415

[0237] Val Ile Lys Arg Ala Asn Asn Thr Phe Tyr Gly Leu Ser Ala Gly Val
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[0238] 420 425 430

[0239] Phe Thr Lys Asp Ile Asp Lys Ala Ile Thr Ile Ser Ser Ala Leu Gln
[0240] 435 440 445

[0241] Ala Gly Thr Val Trp Val Asn Cys Tyr Gly Val Val Ser Ala Gln Cys
[0242] 450 455 460

[0243] Pro Phe Gly Gly Phe Lys Met Ser Gly Asn Gly Arg Glu Leu Gly Glu
[0244] 465 470 475 480
[0245] Tyr Gly Phe His Glu Tyr Thr Glu Val Lys Thr Val Thr Val Lys Ile
[0246] 485 490 495

[0247] Ser Gln Lys Asn Ser
[0248] 500
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