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Erk R o P b P STREN

B GE
[0001] AR K RIS (CORPUKGUATIAR ), DL IR TRESUAER, 45
Zlb S D= LR i NN E S

BAE =

[0002] = [l & & & (Afiatoxin) & B & 1 & (Aspergillus flavus). & 4 i &
(Aspergillus parasiticus).fEME g5 (Aspergillus nomius) FIV B & (Aspergillus
tamarii) SFE B AERREAAR ™), A mEUs A oz iidl . mihEsReg K
A EERSS R B B R AT A, AR F R E B, (AFB,) B, (AFB,) . G, (AFG,) .
G, (AFG,) FIM, (AFM,) 5. £ ORI i FE =, S i H R B s R, gt A7 DA
HRWEE AN RIE RN T REBUEY . IR EEER ZAETHRAR R aE S
A7 S AEAR T I T DA S i ek ek AR A n] e 2 BS54, B dh & E R AR . TR S B il
BRI RGO O LI o DR, R R E PRy R R T ) e i A R e
T3, 0 TR B At 22 4 /D FH s e 40t O A J1 2 3

[0003]  TAT IR i B E R A I 7 VA T 2 g o ik AR A UG 2 B S, K
HH G 35 A AT ]k e HL e R SR T VAR AE I — e B, B REUR & AR DA AT I3 ke
AR o BB o3 By ) JiR 2 e 8 T 0 S A4 AR e P TR ), AR 1) 2 B A %8 o A 1
RGUE W R SRR I O TR 2R o PRI SRAS 41 60 o it B B 3R [ PuAg =2 A R S 2
R ES R NI K7 (158

[0004]  BIREBFEGUAE ( XRPUKPUAE ) J& HHFEIE EREDTIE R A28 X H ik, XK ST
&, EA Y BRI ) il PA S 7 T A = S o IX M e T o th B m R IR A Al
A5 FH 1 50 % S I 7 VA B S I SE A AE

RARE
[0005] AWK B AR B A3 oxo ot 8 5 2K 1) PP sl S BT, T DA P T ot A 00 5 o
BHRNEHIMTA,

[0006] A4 AL — AN EE 0 i B AR P IE R U (AR KW Redr R E 4 &
55 35 R AIGUK TR, TR ), B SEQ 1D NO. 1 Fron @ L r s, HaE LR F 31
IMGT %5 Al &5 A 3 ) R 0 B 45 DU AMHEZR X (Framework region, FR) Al = AN T At 2 X
(Complementarity—-determining region, CDR) .

[0007] AR HHRGE—AMZIR S, HAFEZ S5 SEQ 1D NO. 1, ilid i L % g+ ] LLFH
I SRAF AL IR 7+ BV BAR P51

[0008] AR HHICIR{E—MZIR S, HAHIE29mAS SEQ ID NO. 1 F4 &5 i, il it 18t 4%
SR AR SRAF 1A% R 7T B4R 51, w] RN SEQ 1D NO. =2 IR 75

[0009] AR BHFTRAEAZE IRy P B 2 /0 343 e 7 a] LLE I Al I Rk R kAT #R
ISV BIAE R & A B2 IR . X RIS RGVEFEANTE , BERFTR, 2R BT, 34, AR
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S0, A, B RIS R G

[0010] AR WILIRME—Fh A, W E IR IZR P I H T @A HE - HA R, 2R
FEF AT DARAEAS F R S B A

[0011] AU BHIEFR AL —Fhra 40, 455 BT id 8 1 i BRI 84k

[0012] A& BlILfRft— A i BRI RN SHAKNIRE D mil R
I B AR . BT A KRG B S i T R R R E iR St B R R
MGG, @ i B w R BRI vk, Hodb, ARk 10 7 VA A R O S % W B
(Enzyme—1linked immunosorbent assay, ELISA), %G H0%7E (Fluoroimmunoassay, FIA),
o Bt i, SEANE RN G 5 S 5%

[0013] A& W R (it = B e Fe 51 w] AR Jy RS, il FE AL BOE MR AR B BT 20,
REMEIRIF IR (AVETE R B VE A T LA Rr e M5 ) BB IR SRR

[0014] ARG JRiA xS o il 55 75 2 A I B BUARAE S i ) S B R R B 4
PASAEAL TR R o 3K 6 f 2 A TN 4 1 2 AR B m 2 iy T B B Sz il .

[0015] AR AP AUA K —ARE RGN -

[0016]  ZEAbJIH - B 1 o = J0 45 M) I AR S5 1 B Aor, i AT — 2 I D RE

[0017]  IMGT %%'5 :IMGT Zi45 )% (The International ImMunoGeneTics Datbase) H1HJ—
e tE TR Z R R Y95 Tk, BARdm 5 7514 v 2% SCHk (Ehrenman, F. ,
Q. Kaas, et. al. (2010). IMGT/3D structure-DB and IMGT/DomainGapAlign :a databaseand
a tool for immunoglobulins or antibodies,T cell receptors, MHC, IgSF and MhcSF.
Nucleic Acids Res 38(Database issue) :D301-307.Lefranc, M. P., C. Pommie, et
al. (2003). IMGT unique numbering for immunoglobulin and T cell receptor variable
domains and Igsuperfamily V-like domains Dev comp Immunol 27 (1) :55-77.) S H 4
[0018]  #HF (codon) : XK N =L F (triplet code), fiE AR T IRl & F MR Y
B IR =k . R TR o o M B IR R N A Kb 2 IR A .

BRSHES T

[0019] T PIREEESUIE (20K ) B b SR, 0 AR B A — 0 U, 1X
S BLAA S AS B2 LA AR 7 XA AR o R A B G R FH Y

[0020]  sEjEf) 1 -

[0021] Pk ihEE R PRI BE DU (ROET R o it 85 55 25 1O S I B S AA ) Se% SO
®

[0022] i ihFE R R B HRALMMEEN (keyhole limpet hemocyanin,KLH) FLAMEEK,

7330 35l %5 7 ]\ o0 AFB,-KLH, B 300 1 g AFB,—KLH 5 3 [R 58 & I FLAL )5, X £ 3¢
(Lama pacos) BT R N 2 myER 0% . INss %% i A 150 g AFB—KLH 5 i [CA 52 444 77
FUAK, (B BE 2 J&BEAT , BRI G I 7 K i Bk BRI, % FH 18] 42 BLTSA vEN 58 L5 Ry, i PR
R B i RORE i 9 B Ik L L, 2 R RNA

[0023]  RNA [{J$2H 2 18 TAKARA 23w RNAiso iRk7f U6 B 3ET. BL RNA AR, oligo dT
NG, Z 88 TAKARA ) O SR UL B 55 1l cDNA 35— %k .

4
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[0024] XA PrimeSTAR = {& B DNA 55, 28 8550 PCR 3R45 B8 SR 0 AT A2 [X g i 2 (4]
(CRHMBIMNZE 1) . %% PCR 2 BILASI 4 AlpVh—LD H1 CH2-R 473 cDNA, i R 417,
98°C, 10s,55°C, 20s,72°C, Imin, 20 MEH, 98°C, 10s,68°C, Imin, 72°C ZE/H 10min.

[0025]  J& 55 — % PCR =4 A 1. 2 % 1) 2t JIG W 46 B WL ¥k, [B]1C 600bp ~ 750bp (1) DNA
B, fE NS — % PCR I BLAR, 4 %) F 81 4 AlpVh—Sfil 1 AlpVHHRI-NotI, AlpVh-SFfil
AlpVHHR2-NotT, HE4T ¥ 48, /e B 46 N, 98°C, 10s,50°C, 20s,72°C, 40s,5 P, 98 C,
10s,68°C,40s, 30 NMEFR, 72°CHEMH 10min. £ DNA B BRI & mI . 2 &, T 20 C AR
74 . BWEERL pHENL A1 PCR & 187240 2 5 FH SFi TNot T XUEEY, 28 Fx HE M Bt sz [T A
EEE, L1 ¢ 3 EERLEL, TR 16°C, I %

[0026] R 1 CFEMEE & w BTG4

[0027]
EE B i)
AlpVh-LD 5= CTTGGTGGTCCTGOCTGO: 3

AlpVh-8fil

: 5 -tegegecccagecggecatgeccCAGK TGCAGCTCGTGOAGTCNGONGG- 37
AlDVHIE ol

5°- coaglecepccatGGGGTCTTCGUTGTGGTGCG- 31
5% coagtpcaoccec TTGTGOTTTTGGTGTCTTGGG: 3
5 GGTACGTGCTGTTGAACTGTTCC- 37
MI3-R 5. AGCGOGATAACAATTTCACACAGGA- 3°
pHEN-R 5'. GCCCCATTCAGATCCTCTTC- 3

[0028] v : T RIG A BRI PR A IR R0y 31
[0029] ¥EREFEYL BV, VAT 10 0L TH K, 41 UG AT L2 FL AL K I 8
TGl. HX 10 wL Ml 3537 5 MBS LU B, IR R F B R 2XYT #5381k, 37°C, FI &
B 5% 12 ~ 16h, SR A 514 M13-R 1 pHEN-R AT 7% PCR, 1M R ES s H AR 42 RAA T
24emX 24cm W R HE R 2XYT §7550K, 37°C, B E 15 3% 12 ~ 16h. A 10mL, 2 X YT H555234
B F B E RIS IR IE 15 ~ 30% Hl, 423, -80°CIRA1E%& .
[0030] ARIEHEMESELS R, LM 10 FEREMIEARET 20mL 1) 2XYT (5 2% %]
M, 100 b g/mL 2 FHFEFZR ),30°C,220r/min ¥4 00600 18 0. 5 Fe/E 25 20 @ 1 MA
SHBIE B AA, 37°C, 2201 /min, 60mine FFE5FRME G, A 50mL 1) 2X YT (5 100 1 g/mL 28 %
HFEZEMN 500 g/mL FIHEER) EEIIIE, 30°C, 220r/min TR HE )5, 3000g &5 0B FiF,
BN 5XPEG/NaCl VAW, UK FISCE 1h BL 4°Cit 7, 12000rpm B0 30min, BEEIUTIET & 10%
H B BRZE P (PBS, 0. 01M, pH 7. 4) , BN45 B4 2 i 55 75 25 o o 1 B i 44 02 SO P8, B
10 w L W, R4 T -80°CIRIZEH
[0031] St 2 -
[0032] Pk ih & EE R PRI E R UARIEIL S S
[0033] R A [T AH o35 A vl e 1) 7 v NSt 91 1 P45t o it 5 B 2 P J3 T B Ak % SR
SCPE IR BT R B A B R I SRR E BB . % AFB S UIE A& (albumin, OVA) JEA
I, 153 N THUJRE AFB,-OVA. LN 100 u L ] PBS # e A LHiJE AFB,—0OVA, 4°C, £,
B, BRES VR (R A B TR B 43 5919 100, 75,50 wog/mL W R AT R, PBS ek 3 ¥, FRFLN
A 300 L 3% BSA-PBS, 37°C, 4] 2h sPBS ¥tk 6 K, I 100 w L WRERIUASCE (294
2X 10"'CFU) , 37°C, ¥ 5 1. 5h W H R4S A IMETE A, FH PBST (75 0. 5% Tween—20) ¥R 5 &k
CIEFCIGIN 5 ] ), A PBS Ptk 10 R CEEARIRBUOZFEIE N 5 k) LA 100 w L Fe i (H
AR — IR, pH 2. 2) VoMW 7EBEARFL A (W B 445, B 50 L Tris—HC1 (Imol/L, pH 8. 0)
5
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HRIEE A, B 10 w L TR RE0 e, ARy 5 F T F—5mik. 8 3 =%
Vi1 R Fl 520 B M, 43 FH 50 F1 25ng/mL () AFBIEVRAE 37°C, ¥ & 1h.

[0034] & =#HVAE)S, TR B S A KM13 X REALHRER (1) 5 v B k4T R0HE , 4 B8 31
TNBLAA ] AR X TR A SR , B 1A] 482 phage—ELTSA 1A H: 559+ phage-ELTSA Wl /& Wk B 14
SOURE ) 45 3 T TR S P, SEZT6 188 5 B P o) B T S B, LS D IR LK 2,

[0035] 5% 2 [A]4% phage—ELISA JiNFER

[0036]
| ZRE WERF HEAR EEAR a
AR AFB-OVA  AFB-OVA OVA AFR,~OVA
i 1 XBlocking buffer (3%FHAE4H40 W/V)
B4 HEER pgge HEE PBS
E
gt HRP/anti-M13

[0037]  #% ELISA BH M ve B2k AR E AR SS A w1 34T 7 5100 e , 43 2046 N A BEIR) DNA 7371,
YA Er 0 o th B B R 1 IR E B b, B AR (SEQ 1D NO. :2) -
[0038]  CAGGTGCAGCTCGTGGAGTCGGGAGGAGGATTGGTGCAGGCTGGGGACTCTCTGAGACTCTCCTGTGCA
GCCTCTGGACGCACCGGCACAATCTATGGCATGGGCTGGTTCCGCGAGGCTCCAGGGAAGGAGCGTGAGTTTGTAGC
GACTCTTTGGTGGACTGTTGGTGCCCCATACTATGCAGACTCCGTGAAGGGCCGATTCACCATCTCTAGAGACAACG
ACAAGAACACGGTGTATCTGCAAATGAACAGCCTGAAACCTGAGGACACGGCCACGTATTACTGTGCATTAGATAAC
CGCCGCAGTTATGTTGATTACCACTCCGTAAGTGAGTATGACTACTGGGGCCAGGGGACCCAGGTCACCGTCTCCT
CA
[0039] K4 DNA Wl /7> 485 A B h 2 W] SRAS 0t 285 il 5 753 2% 10 B S H S A () 2 B R
%1 (SEQ ID NO. :1) :
[0040]  QVQLVESGGGLVQAGDSLRLSCAASGRTGTIYGMGWFREAPGKEREFVATLWWTVGAPYYADSVKGRET
TSRDNDKNTVYLQVNSLKPEDTATYYCALDNRRSYVDYHSVSEYDYWGQGTQVTVSS
[0041] R[] 422 3% 4+ phage—ELISA V2% {1 P va B2 5 JU R0 AN [F] 25 il 25 83 8 I 2R (19 A8 X
SN ZEBEAT I 5E , #F AFB,« AFB,. ARG, ARG, ARM , FLRPFRAE AR B E 12 MR TR
JEE, 75 [FIRE (K 26 28 T 34T 8] B2 35 4+ phage—ELISA WU 5E , 43 Wl 2 1 55 4+ ELISA il 2%, 1 5410
il 2R 50 % B (AR AE S (ICs,) » #BR A A R ML Z (% ) = (AFB, 1C./ M)
ICs0) X 100% , BTk AN A AFB, ARG, ARG, B AFM |, 73 B4 BHBH M ve B (B xof 3 it 75 55
R RS E BT ) KT AFB ¥ 50 % ik 5. &5 SRR, AR ARH M v b (P x) i ith &
B MR IRE B PR ) 0T AFB B BT (MR 1, R ARG AT ARG A — B A RETT.
[0042]  SEJEH] 3 -
[0043] i ih 7 5 2R PRI BE DU AR O RIASE ) 2%
[0044] bt AFB, 38 BEHUAAR KT DNA B B IERER < 1. SR ARl Pk N UIBE STil/Notl,
LTI T R pHEN- 35 AR, B35k 55 B4 470 A4 i IR, B IR W8 Bt R 3K RTUAC e AP | B3 B B
6
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SR 52, ELERR U AP, BRI E BE PR IR AD 7 IR AR RS A F AT A K 53, Wit
TS5 4, Eit PCR EiAR ML (Lama pacos) SRIEET cDNA FEH I,

[0045] #5152 HIPT AFB, BRIECE BE AR L IR 1y By Sl 22 SRIA Bk 44 pET25, £ PCR M U] %

5E > PR SE T AFB, SR 380 BE U AA K K W T 3 1A Bk

[0046]  HgRIAFURIAL AL KT BL21, BEEUCR I AT 1 SR . B R EEEA 4nL
LBA (Luria—Bertani broth with 100 1k g/ml. ampicillin) JEAEE;FRIEH, 37°C.250r/min
PG 577 12h s DA 1 Yo 3537 AR AR 4 P &l L 2 31 50mL. LBA VAR RE F=24H, 37°C . 2501/
min JEHETFFE Do F] 0. 5 (AT 2.5 ~ 3h), IIANKHKEE 0. 1mM [¥) IPTG, 30°C .200r/min
7R,

[0047] 5S35 8000 /min B0y, ZEAHMLYTIE M 20mL BEBRZE PP (pH 7. 4) VRES,
8000r/min By, 25 13, (R B 4B UTIE s7EAN My E TP NN 10mL A8 R 22 oy, 51, K i
A 2 R R AR EER R S R AR A S 200w, BRRE 2, [AVEK 3, 4 240 MGIR, 75 4°C T 441 L
TEAEA) 120001 /min B4 20min, B HiEBEAT RN ZHr 20 SDS-PAGE HLIK 73+, BUAE HiF
HOIMN 2GR 30 %6 (R H L VRS, ARAE T —20° CUKAEREAT

[0048]  JEILACALIE FRIALM (WG FH RIS F SRR ) I8 DA TPTG 3K &
), AU AR E HEA (RIRERETVE) RIEE, N KEH &1 AFB, BiEE R iE
fefit 1t

[0049]  sEjiafs] 4 -

[0050]  PuE [l F R IR BEPUA R & 1k

[0051]  H4 A% BT AFB, B3 B B B A B A ol P & il SR AA 304 pAP, 28 PCR AR %5 52

AR 5E BT AFB, 5380 T o A 1 Tl M Tl I il 53R 08 B R o

[0052] BTk Rt T] LA et P e AT 10 P T 7K S A R TE AL Bt R M IS P I Ty AR 28
Wat. AN E SIRZEH T ELISA. S s AL S UL S B R N v Rl 308 ks
YEHT AFB, B3 BE PR B A T A M R N 3, 25 N S22 Hh RIS T IE, Al BATE

KA thRIA AL B A 82 1 AP- 3T APB, SIS R HUAR L [A .

[0053]  SEJEH 5 -

[0054] Pk ph & aE R RIE R TUAH T th &5 R BRI

[0055]  FENhHER IREUAS B8 th B 8 2 AL AR L KBRS & =40, 23 BN AFB A i

10 1 g/kg, 50 1 g/kg, 100 1 g/kg, H 25mL. 60 % ) FF % ~PBS VA VR i PR 3% 15min, 9000g &5 L
10min, 54 PBS Fikt ot .

[0056]  [A)42 % 4 W K Aoy A D)

[0057] A PBS(0.01M, pH 7.4) ¥ AFB, N LHUJEMRBES 0. 25 ug/mL, 100 L/ L, B4 T

BFRAR, 4°CIERL, 75 0. 5% Tween—20 (V/V) HIBERRZE MR (PBST) ¥tk 5 I, AR, A
3% A=y (W/V), 300 wl/ fL,37°CH A 2he PBST Hebi 3 ¥R, BALINMA 50 u L InAA K
R0 AFB BRI BEDTAAN 50 w L AFB Ak SIS ERRIIARE &, 7K1 7 M R AR 50, 37°C

HLE 1he PBST ¥eAR 5 K, 11, INA BRI E AL VB AR G SRIT His Tag FR2dife, 100 w L/
FL,37CHLE Lhe PBST ¥eHR 5 ¥, 87T, 0 100 w L/ FL TMB S0, 37 C#E & {4 5min.
TIN50 L/ FLZ IR (M H,S0,) , BEFRACE R . AR I B MR G AR v BRE S o AFB, 5

HEHo

7
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[0001]
SEQUENCE LISTING

<170> PatentIn version 33

210> 1
D> 126
<212> PRT
23> ALFH

<400> 1
GlneVal Gln Leu Val Glu Ser Gly Gly Gly Leu Val GlonAla Gly Asp

1 5 10 I5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Arg Thr Gly Thr Ile Tyr
20 25 30

Gly Met Gly Trp Phe Arg GluAla Pro Gly Lys Glu Arg Glu Phe Val
35 40 45

Ala Thr Leu Trp Trp Thr Val Gly Ala Pro Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr le Ser Arg Asp AsuAsp Lys Asn Thr Val Tyr
65 70 75 80

Leu Gln Met Ash Ser Leu Lys Pro/GluAsp The Ala Thr Tyr Tyr Cys
&5 90 95

Ala LenAsp AsnArg Arg Ser Tyr Val Asp Tyr His Ser Val Ser Glu
[0002]
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[0003]

100 103 110

Tyr- Asp Tyr TrpGly GIn. Gly Thr Gln Val Thr Val Ser Ser
115 120 125

2

378
DNA
AT

<400 2
cagatgeage tegtggagtc gepagaagea tgataeage clggagactc fetgagacte 60

fcetgtgeag cotetggacg caccgacaea afetatggca teggeteptt cogogagect 120
ceagggaagy agegteagtt totagegact cittggteey cigttggtesicecatactat 180
geapactceg tgaagggecg atteaccate tetagagaca acgacaggaa cacggatatat 240
ctgeanatga acagectgan acctgageac acgeceacyt aftactgtge attagataac 300
cgecpeagtt atgtigatta ceactecgta agtgagtate aclactgese ccagggaace 360
cageteacog tetectea 378
<Z210> 3

211> 18

212> DNA

213> ANL5|¥

<400> 3

citggteete clggetge 18

210> 4
<211> 49
212> DNA
213> AL

<220
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[0004]

> misc feature
(44)..(44)
© onisa, ¢ g oort

misc feature
(47).47)
nisa,; c.g ort

223>

<400> 4

tegoggeeca gecggecatg geccagktge agetegtgga glongengg

210> 5
<1l 33
<212» DNA
213> AL54

400> 5
cgagtgcgnc cgaggaetot togotatagt pox

Q210> 6
211> 34
<212> DNA
213> A5
<4005 6

cgagtgeger cgetigtapt Higgtatet togy

210> 7

<21 23
217> DNA
213> ANLHl4

<400> 7
getacgtoct gttgaactgt tee

<210> 8
11> 24
<212> DNA
213> ATL514

49

Lo

34

23
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400> §
agcggataac aaftfcacac agga 24

210> 9
211> 20
212> DN
213> A5

<400> 9
geeceattea gateetettc 20

11
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