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1. HIV-1 #& Tat EQ B ELBBRURER, AREETEE
FARN Tat EOQHLEABRISHEY —NRE, EEHRIF/RS5F
EVAAECRE, BEP, URTLTFLEMBIFCETARLER
LE 49 ZRAMEE STEHELSY, BHAY, SRELFLEMHRS T
i, EXEETF RGD AAFTRA £ 88-92 RF, REAH—MAARK
WA —REBREBHEAEYRE,

2. BBAFNEZR1IARER, AR EETUEHHMAREALEMIKS
4 88-92 R P Bf, "€ AALE 89 Fu/K 92.

3. RERAERK 1 R 2HEER, AFEETLEMR 4 F/KS
FHREBEFTRATHREFHE ) —F:

—BEREAR Tat T HE M,

~KREFLY Tat B 4L,

4. REBAEZR IR 2HGRER, ARELETELOHF LB EFL
B Tat TOAORXBAEFHRELYK T E,

5 RERHMEBR IR 2HRER, HBEELETFECAFAR Tat &
AH4EMRIH N-RBEBRNEELBREET 49 ZRLABEE 5584+
SHRE,

6. HBPRAZR IR 2HRER, AR ELATFTEAFAR Tat &
BUEMR2LFLLERE,

7. BREBAEZRHRER, ABEETAFLLY Tat TOLMH
B2VPHRERMSE—F AR E i,

8. MEMRAZR 6 IREKR, AFEETAFALY Tat TALMH
R2PHRERAFE—FHARBML ARG TR,

9. RERFABRIK 2HRER, HFEEATFTELAUNTES —
FHRIE:

— 5 27 45 6 F PR R B 4 R B IRAXR,

— 5% 51 4169 B R B A BB,
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— % 52 15 69 H BB T RBRERAK,

— % 5515 09 RBK B R,

— 5 57 43 69 M RERAR T BRI,

— 5 79 L6 H R M B RBRIRK,

- % 89 15 84 # BB T ABRERA,

-5 92 159 5 BB AR S R BB IR A,

10, RERFNEZRLK 1 R 2HRERKR, AREETFEL TELA
AFREGRER, SREAZBEKEAT: FE-XF-58F, £+
BFRATREREBNOEE, KFTHFENEREFATRGELR,
BFENFHRATATERRKFWNEALAMA AR

K51T-R52L.  (SEQIDNO :2)
K51T-R55L  (SEQIDNO : 3)
K51T-R57L  (SEQID NO : 4)
K51T-G79A (SEQIDNO :5)
K51T-K89L (SEQIDNO :6)
K51T-E92Q (SEQIDNO :7)
R52L-R55L (SEQIDNO : 8)
R52L-R57L. (SEQIDNO :9)
R52L-G79A (SEQID NO : 10)
R52L-K89L (SEQIDNO : 11)
R52L-E92Q (SEQIDNO :12)
R55L-R57L. (SEQID NO : 13)
R55L-G79A (SEQID NO : 14)
R55L-K89L (SEQID NO : 15)
R55L-E92Q (SEQID NO : 16)
R57L-G79A (SEQID NO :17)
R57L-K89L (SEQID NO : 18)
R57L-E92Q (SEQIDNO : 19).

1. REAANERK 10 G REKR, AFELTEL A T REH4K:

3
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KS51T-R55L
R52L-R55L
RS52L-G79A
RSS5L-R57L

(SEQIDNO : 3)
(SEQIDNO : 8)
(SEQID NO : 10)
(SEQID NO : 13).

12. RERAERK 1R 2HREK, AHELATFECRTERR
EHEREHREAR, SREAZREKRT: FERKF-FF, L+ 8

C27S-RS52L-RS55L

(SEQID NO :

29)

BFEATEERABRNGE , KFTHFITEREATP RAHRARK,
BFENFHEATATELRMFNRARG ALK

C27S-K51T-R52L  (SEQID NO : 23)
C27S-K51T-R55L  (SEQID NO : 24)
C27S-K51T-R57L.  (SEQID NO : 25)
C27S-K51T-G79A (SEQ ID NO : 26)
C27S-K51T-K89L  (SEQ ID NO : 27)
C27S-K51T-E92Q (SEQIDNO : 28)
C27S-R52L-R55L  (SEQIDNO : 29)
C27S-R52L-R57L  (SEQ ID NO : 30)
C27S-R52L-G79A (SEQID NO : 31)
C27S-R52L-K89L (SEQID NO : 32)
C27S-R52L-E92Q (SEQIDNO : 33)
C27S-R55L-R57L  (SEQID NO : 34)
C27S-R55L-G79A (SEQID NO : 35)
C27S-R55L-K89L (SEQID NO : 36)
C27S-R55L-E92Q (SEQIDNO :37)
C27S-R57L-G79A (SEQID NO : 38)
C27S-R57L-K89L (SEQIDNO : 39)
C27S-R57L-E92Q (SEQID NO : 40).

13. REFERF)EZR 12 9 REK, AFELTESRHTHREAK:
C27S-K51T-R55L  (SEQID NO : 24)
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C27S-R52L-G79A (SEQ ID NO : 31).

14 RERAZR 1R 2HTEKR, AREETCHRA TRER
WHEENREER, EREAZRKEREAT: FHE-KF-FF, £+
BFATREEERABULE, KFTHFENEREAT ARG RLR,
KFEHFERATATERKFIHRAEAMBY ALK

C27S-K51T-R52L-G79A
C27S-K51T-R52L-K89L
C27S-K51T-R52L-E92Q
C27S-K51T-R55L-G79A
C27S-K51T-R55L-K89L
C27S-K51T-R55L-E92Q
C27S-K51T-R57L-G79A
C27S-K51T-R57L-K89L
C27S-K51T-R57L-E92Q
C27S-K51T-G79A-K89L
C27S-K51T-G79A-E92Q
C27S-K51T-K89L-E92Q
C27S-R52L-G79A-K89L
C27S-R52L-G79A-E92Q
C27S-R52L-K89L-E92Q
C27S-R52L-R55L-G79A
C27S-R52L-R55L-K89L
C27S-R52L-R55L-E92Q
C27S-R52L-R57L-G79A
C27S-R52L-R57L-K89L
C27S-R52L-R57L-E92Q
C27S-R55L-G79A-K89L
C27S-R55L-G79A-E92Q
C27S-R55L-K89L-E92Q

(SEQIDNO :

(SEQ ID NO
(SEQ ID NO
(SEQ ID NO
(SEQ ID NO
(SEQ ID NO

(SEQ ID NO

(SEQ ID NO

44)

: 45)
. 46)
1 47)
. 48)
. 49)
(SEQID NO :
(SEQIDNO :
(SEQIDNO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQ ID NO :
(SEQID NO :
(SEQIDNO :
(SEQIDNO :
(SEQID NO :
. 61)
(SEQIDNO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
> 66)
(SEQID NO :

50)
51)
52)
53)
54)
55)
56)
57)
58)
59)
60)

62)
63)
64)
65)

67)
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68)
69)
70)
71)

(SEQIDNO :
(SEQIDNO :
(SEQID NO :
(SEQID NO :

C27S-R55L-R57L-G79A
C27S-R55L-R57L-K89L
C27S-R55L-R57L-E92Q
C27S-R57L-G79A-K89L
C27S-R57L-G79A-E92Q (SEQID NO :72)
C27S-R57L-K89L-E92Q (SEQID NO : 73).

15. REAFER 14 TRAR, HHFELETEH A TH R

C27S-K51T-R55L-G79A (SEQ ID NO : 47)

C27S-K51T-R55L-K89L  (SEQ ID NO : 48)

C27S-K51T-R55L-E92Q (SEQID NO : 49)

C27S-R52L-R55L-G79A (SEQID NO : 59).

16. REBFNER 1R 2HETLEK, A EEATERATREER
AMBREHEEKR, EREAZBART: FHE-LF-F8, L4
BFEAFTEERABMYLE  MFITNFISEREAT ARG AL,
BFEEHFFATATEREFINRARYG ALK

C27S-K51T-G79A-K89L-E92Q
C27S-KS51T-R52L-RS5L-G79A
C27S-KS51T-R52L-RSSL-K89L
C27S-K51T-R52L-R55L-E92Q
C27S-K51T-R52L-RS57L-G79A
C27S-K51T-R52L-R57L-K89L
C27S-K51T-R52L-R57L-E92Q
C27S-K51T-R52L-G79A-K89L
C27S-K51T-R52L-G79A-E92Q
C27S-K51T-RS52L-K89L-E92Q
C27S-KS1T-R55L-R57L-G79A
C27S-K51T-RS5L-RS7L-K89L
C27S-K51T-RS55L-RS7L-E92Q
C27S-K51T-R55L-G79A-K89L

(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQIDNO :
(SEQID NO :
(SEQIDNO :

75)
76 )
77)
78 )
79)
80)
81)
82)
83)
84)
85)
86)
87)
88)
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C27S-K51T-RS55L-G79A-E92Q
C27S-K51T-RS55L-K89L-E92Q
C27S-KS1T-RS57L-G79A-K89L
C27S-K51T-R57L-G79A-E92Q
C27S-K51T-R57L-K89L-E92Q
C27S-R52L-R55L-RS7L-G79A
C27S-R52L-R55L-RS7L-K89L
C27S-R52L-R55L-R57L-E92Q
C27S-R52L-R55L-G79A-K89L
C27S-R52L-R55L-G79A-E92Q
C27S-R52L-R55L-K89L-E92Q

(SEQ ID NO
(SEQ ID NO
(SEQ ID NO
(SEQ ID NO
(SEQ ID NO
(SEQ ID NO

(SEQ ID NO
(SEQ ID NO
(SEQ ID NO

: 89)
: 90)
1 91)
1 92)
:93)
. 94)
(SEQIDNO :
: 96 )
:97)
. 98)
(SEQIDNO :

95)

99 )

C27S-R52L-R57L-G79A-K89L
C27S-R52L-R57L-G79A-E92Q
C27S-R52L-R57L-K89L-E92Q
C27S-R52L-G79A-K89L-E92Q
C27S-R55L-R57L-G79A-K89L
C27S-R55L-R57L-G79A-E92Q
C27S-R55L-R57L-K89L-E92Q
C27S-R55L-G79A-K89L-E92Q (SEQ ID NO : 107)
C27S-R57L-G79A-K89L-E92Q (SEQ ID NO : 108).

17. BERFA)ZRK 16 RER, KB EETEHL A TH LA
C27S-K51T-R55L-G79A-K89L ( SEQ ID NO : 88)
C27S-K51T-R55L-G79A- E92Q (SEQ ID NO : 89).

18. HARERFNEZR 1 £ 17T EF—AYREARZI—HBETRA

3.

19. ARERFANERK ISHEHFRAFINELYERE.
20. 4 ARERFER 1 E1THE—FAHRERZ—BHRK, LR

RANFAR B REH KL,

21. AREAF| 2R 20 9k, HRANFANEZOR.

(SEQID NO :100)
(SEQID NO : 101)
(SEQID NO :102)
(SEQ ID NO : 103)
(SEQID NO : 104)
(SEQ ID NO : 105)
(SEQ ID NO : 106)
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22. BEFERF)ZRK 20 9K, ERRANFLBEZAOR.

23. B, COA A ERRINE Y —FHRERAELR 1
E1I7THE—RAREARRE) —FRERANZR 18 HHFRFFIRE
Y —FRERFER 2022 F-RARAARGFETEAK, L+ H
BEBREINIETFRAER 1-17 F—AHREARZ — B R KA FT
ST 6 AR Z T

24. R\ERFER 23 HHELSY, LARY.

25. A EV —FeRAERK1E17TE—RATHE LT LK,
REY—FRERFER 20 £ 22 F—FHREGBRANF/RE T
HIV-1 % &85 BT84,

26. R A/REZEFRA R HIV-1 BEHONRGE DB RS
HIV-1 &8 7%, AR EETEZFE0ETHHK:

—ERRENHTRAEEADHSREEA R AER1E174£—T
T2 L REARR AR A)E K 20 £ 22 F—FF 2L GFARG S w4
AhER, APEREIEABHAFLEAZL AT RARE4TFAR Tat
FaRARZE, R ERZXGRAEFLER Tat T a0 H RFAK/
WREAY, F=

~-AESHNFRAERNF/REEMEEILSWNET K.

27. RERFERK 26 89Tk, LVYHEADHSL ALY, ©F
KLY,

28. 2V —FBAAEZR1IE1TE—RFEZLHREARRE ) —
FAREARA)E R 20 £ 22 1F— A FARERI R LA Y RARMAES F
HIV-1 & & F & A ik,

29. 2 —#FRANBRIEVTE—RAFEAXGELTARREY —
FREARF|ER 20 £ 2 F—ANRARLEFERGESH T AL,
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HIV-1 % & TAT- %4 T x4k

ALPH—NEZHME HIV-1 HF Tat-Z O XEK, UROLEY
—F PR R ERG G YY), RAHARCEE ) —FATERERGE
H.

HIV %&2 4 AIDS #9% B4R, HIV BT AR Z%EFH
( Retroviridae) A F L. AFHMN HIV £& (HIV-1 #= HIV-2)
PLoHIV-1 ZE @B AT LELCRALRBFIRRY & 54045,
HIV-1 B A BRAENMRRE R GET DR,

5 CRMEZREH, HIV-1 EALARFLEHETAHAR,
gag ZBRAY BRFREFELTHCHEOR, OLiEp2d AR, pol ZB %
AAFTRAEE (REXEE) BRELS (X468 ) 6988, env R B %A
EBREE., AR HIV-I WECREEZRFELILE, st EesANY
BHpHEABRLBEGEORGSBBER (tat. rev. nef. vifs vpr Fa
ypu), HIV-1 AREFESH OELAE RELBREGALAFE 5
#2 3'LTRs (KRB EH ).

FEARW, Tat 2 HIV-1 EH LT HEEGR. AN Tat £dEXR
PHHRCHET KEHARL, REFFHENL, Tat I EHEAZI—
AFFEMNSLTR ¥948%. Tat R — B L HEHCHEE T B 442
TAR A5 LR R X#E 5" LTIR 98X MFR T, MAFBREFH X
Fozt K 643 i, LTR & Tat & & 69 R X E s A B R A & 54 A7
REEY, HBHERFHTFK Tat T KM E (17, 18 )& F124% RNAs
FoAKHARAE F, X 4E4E RNA @R GHEBERMTH —AREE
4, Rev & & . Tat # Rev 83 HIV-1 ¥ &4 (7). Tat & & $14k HIV-1
Bethminank., —ERAB ML, CHAEBASFGRERREE S
R (9. 14), AmtFFTRBE THEERBERSHEN.
Bbe HEP A AIDS L BAR TG AL AIDS A A6y RE K,
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)4 K % B8 (Kaposi's sarcoma ).

T Tat ZE W 101 N REBRER, ZREA1-28F —AMIEF
Yoy, RA 73101 9 F AN BFHA, Tat BAZERT. A—&
BERERFIGEEREATAE—F AR TRARABXNGEA 86 N
RAEBYGBBTE X, AR B AR NEERERILFEG ST HEFAT
— AN TR T E AR, (2R AR Tat & P8I 90 % AR%
H o101 MNEEABRGME ., REKAR 87-101 REEXKITL#HFIK (ex
vivo) ¥, 22 CIERIFN HIV-1 RRSED TP HERTHEHZ
CMAMHFERMGIE, A 101 MELEMS HIV-1 AR Tat &4
WANHELEMIRER, ELEEASTIHERRETLERA. §
T, XAENLEMIBRMEET Jeang, K. THFA (18) &9 hadh. &%
BERA P, LMK 1S TREAARE FHRAR 120, LMK 2
st FFREBREALATE (7T MFEMABRERE, £F 6 MUERKRT)
t R AR 21-40, S 3 AT E TRIAERK 41-48 &4 HIV-1. HIV-2
Fa SIV 34 69 RKGLGI A7, 85 #3% 4 5T B TR 49-72 &4 —
A5 RKKRRQRRR A5, VAR LMK 5 *F & F &4 73-101 B &
4-—/~ RGD £ 7U. AABBEEMK 1 GERA. AR T, HEHRK
AR A BRI RIFAT R R R Tat BA . PTR
By —FrEHA, MR TRIEARXRE., AELEMHR2 9L
FRREBTHNAWET Tat TEANDEE. ZLEMEBTTRBMFER
&, AAMBEEMIR I AER. LMK 4 KT Tat £4 TAR RNA
WaER, mBES THREEAR Tat B MHEmREH A TR, 4
MR 5 P R Tat TG W35 MICE 8,

EE@WGEPH#RY, REPAMR ACH320.2A.2.1 %4 4 7l 4
( NCBI accession no. U34604 ), 284t T Jeang, K.T F A& a4 (18)
ol g AR NE, Bk, S FX—4FZHhE, KLAFH
MR T TFRLARR 121 (AREA), £HAK 2 TFREAR
2237 (H AR RNBE), MK 3 S TFRAER 38-48 (MR KR%e)
PABEEMIR 5 sT A TRARR 73-101 (BmpeiEs), EstE TRAR

10
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49-72 44K 4 F, *F44 TAR RNA. L ZALVA R Tat % a 015
kA E BRI 49-57 (18).

A RAESH HIV-1 B EHHFL., AR HIV-1 BEHRFAT,
A EREZBA AIDS 8K & R 5] 5t Tat = Rev 89 %8 R A (26) .
JUSR A Tat #2/3 Rev 3T SIV SRR #ATGEFFRL R T HH oK
MG REERY (46, 21). R, HXEFRAERATFALR
ATHeey., LECH BT, Tat AARIEAFHBE (19, 22) . &
BERKE O (i) STRATH@ERETEA (28, 30) , (i)
$ERETPHRSAREAENEA, B amionit-2 AR

(29), ABAIH T E2HEHERESY (MHC) AR (16) ,
Fa/ Giii) HHELEHA (1. 2. 20) . B Tat BAEAAKAFR
B Z B s R E . — /AN BB it R EE Tat TG EE(10).
K, IHGRERBEENELZTGIRENE®. HTHRBHAFE
REFTEEBEARTHEHEBH XY Tat TG, A XERARIEREHEAR.
A KK PARBFLLZEZOFEX— Tat BOBFERAELAK
B &G B Fo/ RBEAT BAREG — 4,

AERATRENEBRESLBEREFARN Tat-Z A REKRGEARRT
EFHEHRIRE,

HFARN Tat BAERERERAL AN EINMNAABRGBRNKRE
“REFAMN Tat-FAXERBEHRABFEA AT HFHKEY Tat
8. '

o  LTURARMBLSUN, W TFEABLERABZHRLEL R
HEmMPAESTHRE UARBRABR R ERANHER ZEELG RS,
B & 5t F A HIV-1 & 3 69 s f 3L 2 B A SM RS X 6 &4

o Tat ZAWUSBRARY XA TRERE T HiFF2T6
BAEALE Tat TARXKEFRIEAR S @A B e RERE,

11
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“RIEBMUFER Tat-F AR KR ERERAEY Y E 5 5F
FHRAFANRER, XEHRARES Tat-BA REARLELSFAR
Tat & & R L.

AERRTRENERESBERMEFAR Tat-BH REKRG F %,
HAFie T e Q38

- HBEFAR Tat-ZAXRARGNEK, %5 2831845455
AR Tat TONBERFERE,

- BHREBREREARGNR, AR ERETROKIEETAS @0
AMIBEZAEERE. ARATHBAERXYMEZEN, f

- RHRARBRERGHNE, ZLR AR ERGKIEET
CMEFFFER AN AEARERFPFAR Tat B G KK,

R RSB 7T A AR,

AEmpERLEREALE®REY, AOREIHNBHEE T TE
i LTR-BREABLEM T HE LD T RBEFHRATER, HlRE
FLBARBE (CAT) AR FLFHT, REZLBAHBEG R
BT ORI YmPETHRERST (LTR) (31) , #ELEZXZ
WHmpe Ut RFXFAEN Tat- B A RERER, Flod T F T
LH%E LTR REMBEAR G ERANEIE (32) FAH Tat-%&
B R TR,

HEAAYBEETARZL AR RAFAR Tat-Z G REKRG LR
Fm L mRRERET Tat RO WAL, Bl E 72 I HA,
TAER G Tat-BORERGERE L mEASETXELARE =Y
8 % B AT IR A R A FE AR RATIER, LT UAASEEAIERE
A5 A EAEG B4 EGFP B G MR AL R A Tat REKRKBAD
A B ez et 8 nat 4T al (33, 34) .

FEXBEENST LT RERLDTFHREEE, BEAHDELR
Tat-Z O REARGERELCEINBRASETURTRELBAH KR
RARBATAD, REXAFRLEZBOE T ORERBTHRE
BT (LTR) YR EX LB B8 (CAT) (31).

12
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AL PLEH A HIV-1 RENBFELERME Tat B REIK, L4
ETEEFAR Tat EOAOHRRAF/R ST EVAAERANARE, B
Ed, UREAFLEMBEIRBHECLETFAEABRLEE 49 ZRAHL
ESTEFSsT, BEFP, SRELFLEMEKS PRERE/SLTF RGD
EAPRAL 8892 B, it AL E 89 /K 92, RERAG—IR
ABEk S —RAREBEURGYRE.

—FRBERLPAUF AT ERR e ERATR LG ERAK, L4
ETFEERKRAFTESSH—ANRE,

AEREF BRI ERFREX Y RER, LAREETEHR 4 F/
RSFHRERTRATHAETGES —F:

— ERFAN Tat TG MR,

- REFARN Tat A HEZL,

AERF BRI LR R XN EER, LREETECEH RBIRLET
AR Tat TORXBEFRERGHMRE,

B 5T A AE SR AP SR A Tat B @ ¥ 3% 2T 5 KIH 44504

— ER Tat B @R (LME4H/KS)

— KE Tat 9 4L (MK 4)

~ AR XEEEN (HMHR2)

- BEEAOFHRBRM(ESARSARE, RTRIGRE
CTL &%)

RE—FAHEZAFTX, RLATR LRTELHRER, H
B AP BT AESFAR Tat BH LMK 46 N-RBRXRF, H5—2EMN
SFABLEE 49 ERLABEE STRXHLST, ©AKK.

—FARIE R L A MA R R TR R e ERPT R LK R TR, H4F1E
AFEEFAR Tat FOLEMR 4 N-RBRBMEARILE 49 £
RABAEE 55 XFST A RE.

—FARIE AL A AR EARR I LR X REKR, L4l
EFCAFARN THEAEMESTHTHES —AREASH RL:

~  RGD 4R,

13
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- X 3% 88-92, HiLAEALE 89 Fo/K 92.

—FARERL AU A REARR e ER AR X REIR, H451E
AFECEFAN Tat TALEME 2 TASRE, HHATE—FRE
BREGEH, FAMRRLRBER.

AERALEF BRI ERFTREXGRER, AFEEATELSHAUTE
y—FRE:

B 27 158 F LR 2 BB,

~ B 51 A B AR A BB,

- F 52 4 6 HE R BRAR B R BRI,

- F 55 15 4 RER AR 7T RERERAX,,

— B 5T ARt R B R BB,

- F 79 45 64 H RERAR B BB,

— B 89 {Lt) B AR T RBIRA,

- F 92 4549 5 R BRAR B BB IRAX .

AXRAEF BRI ERFEZNHERK, ARFEETECHRARLAT
ABEFETHRER, RREAZBREAT: FE-KF-FF, £F
WBFEATFTERRAABRYEE, RFTHFETERLAPRARE
B, RFEHFFATATELRMFITEABR G RAR:

K51T-R52L (SEQIDNO :2)
K51T-R55L (SEQIDNO : 3)
K51T-R57L (SEQIDNO : 4)
K51T-G79A (SEQIDNO :5)
K51T-K89L (SEQIDNO :6)
K51T-E92Q (SEQIDNO :7)
R52L-R55L (SEQIDNO : 8)
R52L-R57L (SEQIDNO : 9)
R52L-G79A (SEQIDNO :10)
R52L-K89L (SEQIDNO : 11)
R52L-E92Q (SEQID NO : 12)

14
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R55L-R57L
R55L-G79A
R55L-K89L
R551.-E92Q
R57L-G79A
R57L-K89L
R571L-E92Q
G79A-K89L
G79A-E92Q
K89L-E92Q

(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQID NO :

13)
14)
15)
16)
17)
18)
19)
20)
21)
22)

— AR ALK A A A R AR R e R PTR L REAAR, HA4E

ETEkh THREMA

K51T-RS5L
R521L-R55L
R52L-G79A
R55L-RS7L
G79A-K89L

(SEQ ID NO

:3)
(SEQIDNO :
(SEQIDNO :
(SEQID NO :
(SEQID NO :

8)

10)
13)
20)

AL PR B LR REK, AHEETE LA T
RERTRGEEA, EERAZREAT: FE-HF-FF, LT

HMEFRATERALBGEE, BT
B, BFENFERTATERRT

(SEQIDNO:
(SEQIDNO :
(SEQIDNO:
(SEQIDNO:
(SEQID NO:
(SEQIDNO:
(SEQIDNO:
(SEQID NO :

C27S-K51T-RS2L
C27S-K51T-RSSL
C27S-K51T-RS7L
C27S-K51T-G79A
C27S-K51T-K89L
C27S-K51T-E92Q
C27S-R52L-RSSL
C27S-R52L-RS7L

15
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MEFRTREAARGLE, KT

C27S-R52L-G79A
C27S-R52L-K89L
C27S-R52L-E92Q
C27S-R55L-R57L
C27S-R55L-G79A
C27S-R55L-K89L
C27S-R55L-E92Q
C27S-R57L-G79A
C27S-R57L-K89L
C27S-R57L-E92Q
C27S-G79A-K89L
C27S-G79A-E92Q
C27S-K89L-E92Q

(SEQID NO : 31)
(SEQID NO : 32)
(SEQID NO : 33)
(SEQID NO : 34)
(SEQID NO : 35)
(SEQID NO : 36)
(SEQID NO : 37)
(SEQID NO : 38)
(SEQID NO : 39)
(SEQ ID NO : 40)
(SEQID NO : 41)
(SEQID NO : 42)
(SEQID NO : 43)

AERAEFT R LR REX G RER, ARHEETELRATIHER
TR

C27S-KS51T-RS5L
C27S-R52L-RSSL
C27S-R52L-G79A

(SEQIDNO : 24)
(SEQ ID NO : 29)
(SEQ ID NO : 31)

ALPLRF R LRRXHREKR, LFEETELARAT
RWFREHRER, EREAZBRAEAEAT: FH-EF-F5F, £+

B, BRFENFERTATERET

C27S-K51T-R52L-G79A
C27S-KS51T-R52L-K89L
C27S-K51T-R52L-E92Q
C27S-K51T-R55L-G79A
C27S-K51T-R55L-K89L
C27S-K51T-R55L-E92Q
C27S-KS51T-RS7L-G79A

16
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(SEQ ID NO
(SEQ ID NO

(SEQID NO :
1 47)
. 48)
:49)
(SEQIDNO :

(SEQ ID NO
(SEQ ID NO
(SEQ ID NO

1 44)
. 45)

46 )
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C27S-K51T-R57L-K89L
C27S-K51T-RS57L-E92Q
C27S-K51T-G79A-K89L
C27S-K51T-G79A-E92Q
C27S-K51T-K89L-E92Q
C27S-R52L-G79A-K89L
C27S-R52L-G79A-E92Q
C27S-R52L-K89L-E92Q
C27S-R52L-R55L-G79A
C27S-R52L-R55L-K89L
C27S-R52L-R55L-E92Q
C27S-R52L-R57L-G79A
C27S-R52L-R57L-K89L
C27S-R52L-R57L-E92Q
C27S-R55L-G79A-K89L
C27S-R55L-G79A-E92Q
C27S-R55L-K89L-E92Q
C27S-R55L-R57L-G79A
C27S-R55L-R57L-K89L
C27S-R55L-R57L-E92Q
C27S-R57L-G79A-K89L
C27S-R57L-G79A-E92Q
C27S-R57L-K89L-E92Q
C27S-G79A-K89L-E92Q

(SEQID NO :

(SEQ ID NO

(SEQ ID NO

(SEQ ID NO

(SEQ ID NO

(SEQ ID NO
(SEQID NO
(SEQ ID NO
(SEQ ID NO

51)

:52)
(SEQID NO :
(SEQID NO :
(SEQIDNO :
(SEQID NO :

53)
54)
55)
56)

1 57)
(SEQIDNO :

58)

. 59)
(SEQIDNO :
(SEQIDNO :
(SEQID NO :
(SEQID NO :
(SEQID NO :
(SEQIDNO :
(SEQIDNO :
(SEQID NO :
(SEQIDNO :

60)
61)
62)
63)
64)
65)
66 )
67)
68)

1 69)
(SEQID NO :

70 )

2 71)
2 72)
2 73)
2 74)

—FARIE AL GE AR EARR 4 R BT R RIAR, HasiE

ETEikf THREMK:

C27S-K51T-R55L-G79A
C27S-K51T-RS5L-K89L
C27S-K51T-RS5L-E92Q

17
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C27S-R52L-R55L-G79A (SEQID NO : 59)

ARALY BRI LRTRXARER, A EETELRAREAT
EEFEEHRER, EREAZBRAAT: FHKRF-F5, £+
HMBFEATRERABRAOGE, XFNHFESEERMPAHRL
B, BFEHFERTATERKFT T RARYG AL

C27S-K51T-G79A-K89L-E92Q (SEQID NO : 75)
C27S-K51T-R52L-R55L-G79A (SEQIDNO :76)
C27S-K51T-R52L-R55L-K89L (SEQIDNO : 77)
C27S-K51T-R52L-R55L-E92Q (SEQIDNO : 78)
C27S-K51T-R52L-R57L-G79A (SEQIDNO :79)
C27S-K51T-R52L-R57L-K89L (SEQID NO : 80)
C27S-K51T-R52L-R57L-E92Q (SEQIDNO : 81)
C27S-K51T-R52L-G79A-K89L (SEQIDNO : 82)
C27S-K51T-R52L-G79A-E92Q (SEQIDNO : 83)
C27S-K51T-R52L-K89L-E92Q (SEQIDNO : 84)
C27S-K51T-R55L-R57L-G79A (SEQIDNO : 85)
C27S-K51T-R55L-R57L-K89L (SEQIDNO : 86)
C27S-K51T-R55L-R57L-E92Q (SEQIDNO : 87)
C27S-K51T-R55L-G79A-K89L (SEQID NO : 88)
C27S-K51T-R55L-G79A-E92Q (SEQID NO : 89)
C27S-K51T-R55L-K89L-E92Q (SEQIDNO :90)
C27S-K51T-R57L-G79A-K89L (SEQIDNO :91)
C27S-K51T-R57L-G79A-E92Q (SEQIDNO :92)
C27S-K51T-R57L-K89L-E92Q (SEQIDNO : 93)
C27S-R52L-R55L-R57L-G79A (SEQID NO : 94)
C27S-R52L-R55L-R57L-K89L (SEQIDNO : 95)
C27S-R52L-R55L-R57L-E92Q (SEQID NO : 96)
C27S-R52L-R55L-G79A-K89L (SEQID NO : 97)

C27S-R52L-R55L-G79A-E92Q

18
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C27S-R52L-R55L-K89L-E92Q (SEQIDNO . 99)

C27S-R52L-RS57L-G79A-K89L (SEQIDNO : 100)
C27S-R52L-R57L-G79A-E92Q (SEQIDNO : 101)
C27S-R52L-R57L-K89L-E92Q (SEQID NO :102)
C27S-R52L-G79A-K89L-E92Q (SEQIDNO :103)
C27S-R55L-RS7L-G79A-K89L (SEQIDNO : 104)
C27S-R55L-RS57L-G79A-E92Q (SEQID NO : 105)
C27S-R55L-R57L-K89L-E92Q (SEQIDNO : 106)
C27S-RS5L-G79A-K89L-E92Q (SEQIDNO : 107)
C27S-R57L-G79A-K89L-E92Q (SEQIDNO : 108)

—HRFEALAGA AR ERE b LT L RER, L44E
AETFEiLf THREAK

C27S-K51T-R55L-G79A-K89L (SEQID NO : 88)

C27S-K51T-R55L-G79A- E92Q (SEQID NO : 89)

AERLP B LR TR X RERZ—HEERAF].

REPALFBERAARALRABRTRFFSERGBICE.

AREBRLT BAT S e LR AT LR EARGTAR, L RRAFAR
& B R MR DI

XHRAARELL, #ldeE Elisa R P AR FREE55TETF Tat
$EMIR D1 WBRA FR NN RARRRAITERE, EPEREV L F7F)
EPVDPKLEPWKHPGS ( &4 2-16) .

RERL P GIRAFN X RRANTFEREE R

— AR AL A A AL R QIR FAEREG R4 iR
It 52 X G 404K

HRIERL A G IRARR S L ERE LB,

LS ABERARELIAE) —FRERAKLAYRRARLE DK
B, LERNBRAEFHU LFHER, AboF FHEECRS T EE
iRk, 455| RBEEEFREN, DREAT XK, L a
¥ B A AR TR G RR, A RRIBERLAEG R LA,

19
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AREARA L AN EAERARTABALEIBRAEIFT, TLERT
LR,

B—WEY, ARBALAVHERARLEERFW, BFHIK
(RAESFERFELFRIMNESRGER), ZEH B REBR#KESR
FHEATERERGRAR, LERIEFRAREEILERET
Bt (AT HEAM) BOLFAERTE, X BN KT
FRMEARS DT EBRB T EARETIRFAREAN @, SER
A LM X, & FHREAERARGTE, XBF FBHARS
AL AR EARGRF ST A 3= ELISA. —3R =46 %R 4655
%% %K. XA biocaptor HATAR ., MG Libiosbit H 698 L %R
AR, HARARE L FRENEK,

AEREFREHEASY, HIAREY, ©aShEhFHRL
F oy —Frd PR X RERRE Y —F o R AT L E T BA
FIREY — o LRIFRZLFARARGFETHAR, EPHERET
TRAELREARZ —E B RIETLEHAFEHZIT,

LK, RABBAAR HTFREAEG DALY AREASHRE
KRG &,

AEPEFBAHEY —F ERITEARER, REV —Ftde
ER TR L FARG AR A/ R EE HIV-1 RIS RAESD.

LR, KABEAAR G TFRAEAESRE AR 486 RIAK
. .

AEBRL T BARN LTI A G HIV-1 B R G AR G Lo
b HIV-1 REHFE, Flih$, bFRER, IHEETFTECOET
5 M

- AERRABTHRIARAEMHERESA W LAMELREAKR
FAw LR TR LRARA SRS, PREZHEEZTELFNL
HFEEZAHEEAREA S FAR Tat BHWYFRARZINE ., R ERZL
HHEARESFAR Tat BAIAHRAKRARELSY,

—~ FUAEATIE B 6 F kR R Ao/ R ETE T AW T AR,

20
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MR/ ERFQFTERARABRBEARAAR BI QIR ARRT
R, Hliotpikik, PR RABAFEEFHK,

AXPEFRE) —Fm ERTEX G RBEARRE) —FF o Lid
B 2 SUeG AR R 3, R TSNS B A A RIS HIV-1 A&,

AELPARFTREY —Fim LBEEX G RBEARRE ) —FFdw b id
Rl aAcRiE, ATHERGEEY.

KAARkIEd, A LARRARLIHE Tat QLMK FLEEY
—AREF/RE Tat EAHEMRSFLEEV —ANARE, NEBLIREH
FHEIFH T Tat-Z @ REAR, ZERIEX T RIKRGFFHEIITERST,
B RERLEAEARTEY AR EHGREIR: KSIT (MR 4
W2 51 156 B ABAM A RBIAAK ), RS2L (LM% 4 F5 52 5694
REAM B AR ), R55L (MR 4 F F 55 42 6945 BT KEIR
&K, RSTL (M3 4 FF 5T GHRBMTRBRIRNA), GT9A (4
MRS FH 79 156 H REAK A RBRIAK ), KS8IL (£H#3R 5 % 89
150 B R BR AR R RBR IR, ) Ao £92Q (£ MR 5 7 F 92 1589 5 R BK
P EBEIAR). ERBERA RABE ERE ACH320.2A.2.1 #
8100 NERABEREFFIL Y. RAPY—ANTHEALRARTAR, 2
AAERAETGRE Tat TAOLEHBAFEARNREHRTR, K&
“ILE?R TR H REAR KSIT-R55L. R52L-R55L. R52L-G79A.
R55L-R57L #= G79A-K89L. XBAZE R =, BiTHEMiK 4 T4
XERERTHEMKR 2 PHRMEE C27S (A £ ABRAKF R
B ) A, MMEFTAAETHENER, Ak, RARZLEFL
g« = & » % E K C27S-K51T-R55L . C27S-R52L-R55L #=
C27S-R52L-G79A ¥ X T 4. KA AT B REK AR EK
C27S-K51T-R55L. &/JE, MAEEEEHEMR 2 FES AN RE,
BB ATESANREABREAR ST ES - NREGDIERE
Rt EAFAEAEM Tat TAEARBERITFHEAR. ZWE’REAKRLE
£ & 4K (C27S-K51T-R55L-G79A , C27S-K51T-R55L-K89L
C27S-K51T-R55L-E92Q #= C27S-R52L-R55L-G79A. ik Frite R 4K

21
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2 E TR C27S-K51T-R55L-G79A.
B .98

A 12 PCREZEFERRGEL LT,

B 2 FdH4 ACH320.2A.2.1 Tat ZE &G K A5 (SEQ ID
NO:1) 5ALAEE Tat TAKEEGRAFI 4R,

A 3a #v 3b 2R T ACH3202A2.1 AL T ERAXKERHGE
R, BMBEAGERZANE L AEGFHME. B 3a ¥, NT (R$#
) B AT LTR-CAT M4k e R 75 M,

y-H R TR NEFE R F.

B 4a# 4b k7 ACH320.2A.2.1 MR R L R RAKG @mio A 2 4L,

B 5 &7 ACH320.2A.2.1 MEAX L RERGE TR, TFHK

ABAR NI REAFIHE. MZE pEGFP YR NMFT %, @i
TR E AT HME3ISD (FFAEL) RARSTREK.

& AT A 293T/HL3T1 33 5%, BAM E HL3TI @it 4.

y-4 %t fL AR T T B A A ACH320.2A.2.1 R XBEE 92K,

B6ATH LR ERLARRRGWME AN Tk (HET

FHH5) .

A 1 K%M T Tat PCR T é# % 6 FAZHBL.

TS 1. MEHARE Tat T EE DNA.

& kiXF & (Clontech) fok 1 PAIRMZ TR HiE—KE

A 306 AaRAATE cDNA FEFARE, % DNA H B E FT4HH
HIV-1 ACH320.2A.2.1 A% Tat AR AN ETF. PCREEAFR
HBREMRETHE I.

4ol 1 FTw, AEFAR Tat AE 4 cDNA K, A—MLFR*%
(E5'R E3') 9 R& 5 HFe— AN TEBAFLEFMERESI M
(5% M3'Fe M5') #ATH KRBT 4 PCR (F—4A PCR ##IK) .

R VAF B RRAFA PCR F4, 3 5'3% €4 EcoRI FRH|{L & 5= 3’

22
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3% 6.4 Sall FRFIML &8 K357 Hit/7H —/~ PCRIE3R, dsbkRT
BEFTEALE A REE cDNA.

BRERERTHARER, BT K8IL #» £92Q. xFE&4,
FrEaRRENGEFTBRILFAT cDNA 89— A R3%, XAHFT A EHHATFH
£X PCR ZHHFE, £F —/ PCR HEHKF 53 Al Fi5ldsat:
ES'/K89L (M3’) #= E5'/E92Q (M5') .

AT HHITOLAANARENEAFEUAFAREREAR
R52L-R55L:

R52L-R55L ( M5')

5'-GGCAGGAAGCTTAGACAGCTGCGAAGATC-3'

R52L-R55L (M3')

5'-GATCTTCGCAGCTGTCTAAGCTTCTTCCTGCC-3'

VA R I AR GT9A #) ¢cDNA #4448 (matrix). R52L( M5’ )/R521L( M3’ )
A 5| #y 2t 4T PCR 2 @) 3 42| M E X T 4K R52L-GT79A.

AR T AR GT9A # cDNA #4244 . E5/K89IL(M3') 4 % —A PCR
PEERe 3y at AT F £ X PCR FARE R LK GTIA-KS8IL.

AR E R TR KS1T-R55L #) cDNA A4 . C27S (M5') /C27S

(M3') A5l Hmst# 47 PCR TR FERI=FREHRK
C27S-K51T-R55L (STL) .

oA R AR R52L-G79A # cDNA A4 . C27S(MS')/ C27S(M3')
# 2l a3t 4T PCR £/ F L1738 =& R 14K C27S-R52L-G79A.

J STL # cDNA YA AR A Z G| GTIA (M5') / GT9A (M3')
HATH T AW E R ETIK C27S-K51T-R55L-G79A (STLA) .

FiA ¢4 8% —/~ PCRAESRARA 0.5 pg AH# 0.29 ng/ml & A 3514
JETH &4 FH4T: 1x94°C 5/ 1x[94°C 2' 50°C 2’ 72°C 4'] 25%[94°C 1’
50°C 1' 72°C 4'] 1x72°C 5'.

5l #2t EcoRI/Sall A FFi#A PCR REHFEHE MR, BT
R TR R52L. R55L FXRE 4K R52L-R55L, tE41A 314 E6854
#3354 Sall 3'. EFABITFEABIRARA L F—AEFRARE 4

23
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AT, PR 05l B SFIPCRZH (B 1) .
BR—A 323 BASHES, LEREBEAFEHHARLLELST
pCR2, 1-Topo (Invitrogen, K4500-40) /A#4LvA® 4 pCR-TEX #3¢
.
| DyeTerminator ( & 4% ) R F RESHAE 377X A 3 B F B
( Applied Biosystems ) £ & )@ 5 /S 2 # R M L&, A MacVector 7.0
¥4 (Oxford Molecular) 24754 5], EFARMAEHMERT, &3
BAFERE,RT —AMT4A H PCR-RS5L ZH e ik, LAEMEE 51
ARE —ANAHmEE K->T., B3bRAFEZRER TR KSIT-R55L 4 7
S8 5-H7, FFR 51 4 KS1T( M5! )fe KS1T(M3') = A % 8 K4k K51T.
¥ pCR-TEX #) 324k #) EcoRI-Sall 3\ EcoRI-EcoRI } B & % %3t
A BAK pEGFP-C2 ( Clontech ), # ¥ Tat RE4RE C K% 5 EGFP
(EEROZERALEY ) B4 . AR T, EGFP 5 Tat B8R ARK
T Tat RXRFR S, EXRRBE L @meEs (25). RE\EIFAN ST
A FEHR (23) EXMHAYE (Escherichia coli, E. Coli) DHSa¥ %
ALK, Bidxt A f % A S RAF ik KT pEGFP-TEX #224K,
P @A EANMARRTE@RAEE (CMV) B T4, Ariaade
FRM L RAB AT TH 2, FHXL LKL DNA, FEBLES
# #9480 B Nucléobond AX X F & ( #4F ) ( Macherey-Nagel ) #61t.,

A4 2. Tat RERG R XMFER

A 7 HR EGFP-Tat BAZANRARERS, RATHKEZ
HL3T1. #E %% & HeLa et — N A RE X LBLA B8 (CAT)
AR LGITEY, ZREE CBASBEBRY T HEF HIV-1 B
#HF (LTR) (8). & 6 L F a4 2.5x10° HLIT1 Swfe— R 5, A 2
ng pEGFP-TEX #Zik&B A F k56945 A Exgen 500 XM &
(% Euromedex 45 ) 34 mpe, BHK B E N2 IHE, AREOB
WA X ABREL R RS L @G E. £ 100 pl Tris
0.01M-EDTA 1nM-NaCl 150mM ( TEN) 8 1.5x10° ¥ X X4 e,
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FHLZE—NEK/BENEE T 65CTRAE 20 047, ZEREBITAY
FiE (24) EAARKRAXFRE CATHFH., BTX, 37CTH 70 ul
%5 130 pl CAT B2 RAY (Tris-HCI pH=7.5 150mM, EDTA
0.2nM, NaCl30mM, TBt35 A 0.3 mg/ml, & =8 3%, D-#H-[=
R CB-I-CIREE 0.08nCi) HH 2 I BF. B A 400 pl ARE/ER
Bbh 201 9ANEHTE (2, 6, 10, 14-IFEAT IR ) 5_FRXHR
B IFRE L RAY . FARIRITEE R E 300 pl FTAEH AUAR 69 AT E
.,

B 32 # 3b BF, RA—NERXRERBLHRT L HINR
ACH320.2A.2.1 Tat TEA MR A BEZFMW, BT FEKR C27S. REAK
R55L # R 3EH R F AT ACH320.2A.2.1 Tat R AR EFZ MK, (22
BERELHRE KSIT X R52L X —44- 0 B 7 st Tat K X EFEH
EFERENGTH . EFHRA=FEFTER LI STL #= STLA & & F=.

L34 3: Tat-EGFP &4 Z AW Emlen T,
AR Tat MR AT Tat AR EL., ABRTHENERETEYH
FARMEMKR. B, XPRABRZLEXY A Tat WA ZLEHRE,
B4R A E3EAY 2.5%10° HL3T1 48/8/5, A 2 ng & pEGFP-TEX
M EARERB A FEIBF WS A Exgen 500 X7 2 ( & Euromedex 4¥
) #mp, 1. 23 REEKKEA, HAEA Axioplan2 ( F4R)
RHEM (Zeiss) MR 4% SETRELEZ. wH 4a R b
(A B) A RAR A GHE (25), FAR Tat-EGFP #&4-%& &
ABFIXRERTHELA., $F—Tat RERYhiz 24 (B 4a, CE
H), REXE R52L-R55L (B 4a, I). R52L-G79A (B 4b, C).
G79A-K89L ( B 4b, D). F#=F X T4K C27S-R52L-G79A ( & 4b,
E) L AR¥rh, Kf, KSIT-R55L A4 RaLEH$ R LK (STL,
STLA) £% =X 87 Tat ZEG-EGFP ¥ E 2 @mie/f 24z (B 4a,
JtoL), MAEMRESE —FE _RAZFTPHIR4 T4, Bk, F% Tat
BRI T MR T ELE NGB E ) 64K K51 = RSS5, 22 R4

25
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RS2,

R 4: Tat REKRG B mILiL i,

ARSI R, M Tat £H R T 69 a2 4 % S o jk it
WALt T AT RSN AR T 89 Tat AR LML A LS (X—
REEAFEHETF) BREA., LPARE T EBREEHRTASH T
MERGH TR, ALF @RARE EETT ERARE, £
BERRAEH K (23) vA 3 ng pEGFP-TEX # 32 4R3E 2 203T tmp. 4t
Ja 24 0B, AR 203T MR MR R G BEINAL, HE 100 pM &5
AETSEH 25<10°HL3T1 BAF L3R 48 it I EHRBITAFE,
MR ST 3R 4E CAT F WA T TEN & 22, & T4 4 %5 s H
THFERPRAREZFN, BREPAEF FIHE /R, L3k
A, BAFfeFakst BARLL, A LEMNZHIERSELRRERZ
MERZRNIEZFRRTHFRAGER T, X2 A4 L5
A BIEAAL B 6 ACH3202A2.1 HEFAR B G R XBAEENRT &
BETHEE, UARAH AR EMEARIKEH HLIT! @it
293T/HL3T1 SR L3 F I RAEHRE. B 5 &, RS5L & HF R
BEREEORAETES. TE R2L BERRKBEGRGESRA
(REMERELE S HLITI @AY KX pEGFP-TEX-R52L #
293T e k3 th HL3T1 WILIE 6 CAT E MK 542 ), Eduftsd
G M EH CAT FHFZTREF, WEREIK R52L-R55L 275
F A TALE L. A RS2L #2 R52L-R55L R B AR 43 69 45 B A0 5,
Tat ¥4 58 ) H AN E MR T EBRELNK TR £ (27), Fhat
F Tat 98 FRABE RS UFRABZL RS2 T&., Bk, HEAME
AT R BN FIE T RAEA.

L5 AEAALAHERFIS LG EME.
W E A X HIV-1 Tat & @ st ok B A3 6 20 66X 10 35 B4 fl 40
BRERZZEORNERE. BRELXAAZS TREALRE Tat-B g =
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TR @A, A, ¥ HeLa @A 2.5x10° s R ILEFR T 6 JLIK,
ZEFH R 2 pg B EF Tat R X4kE DNA A EH Exgen 500

(& Euromedex 4§ € ) 3¢ 4. AstiX it mpitiTA M LlE, @K
Aok 3 KB R MRE G BN LI, 2B A 3 2 30N mAC A FL g R .
AR IESAN 96 MR (HRIEF G ESHH 288 £ 480 5L )
BT & 96 UK. Z B 500 pg/ml geneticin ( Geneticin ALEL 3 ,
Gibco-BRL) A AT F 96-FKFHKR 15 K. 15 KRG, ¥FaRBAA
EHRERBGIAA AR, EFEFET, SRAMAEENS 96
AT AH VT 10 AFaILER, MANZENAEZRIN ., IG5
F£ geneticin AETHERELNI 215 ANFEMILEEE S KA KRBT L
RGATAAmpE. 5K, ALAESB (ZARWPE) BiE
& F Mt Tat 89 &3,

A fitBEal T TadimitR P&y Tat REAZXE, XHAA
R TAERBTRE HIV B3F (LTR-CAT #4K) & CAT &
Bl ey Fa ik, ARG EBORARANEREALE. AR T
BT, HmBREY Tat REAHBEIRZEREXRECMNORXLFF®E

(BHo6).

L) 6: 4LE 58 ) R IR

vA ACH.320.2A.2.1 % EF A& Tat AE 4 cDNA HAEK. S58A
(M5') / S58A (M3') A 3|t HKFEERIL S58A. R, AEFKL
B E S8 RAEH AEABELLA S (L. RAHREFF)
Tat A 45 M 64 £ HIV-1 4k, %4 HXB2 #k. ACH320.2A.2.1 /. Lt
THHEE S58A REEEZE AR HITHBRTHER Tat &
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R#5l4, F—ANHEK |FF)

ES’ 5'- GAA TTC ATG GAG CCA GTA GAT C- 3’

E3’ 5'- AGA TCT CTA ATC GAC CGG ATC- 3’

A4, FoNMER

EcoR I 5'- AAA GAA TTC ATG GAG CCA GTA GAT CC- 3’

E6854 5'- AAA GAT CTC TAA TCG ACC GGA TCT GTC
TCT GTC TC- 3’

Sal I 5'- AAG TCG ACC TAA TCG ACC GGA TCT GTC
TCT GTC TC- 3’

¢ 53] 4h

WIIF (M5') 5'- CCA GTA GAT CCT AAA CTA GAG CCC TTC
AAG CAT CCA G-3'

C27S (M5') 5'- ACA ATT GCT ATT CGA AAA AGT G- 3'

C278 (M3') 5'- CAC TTT TTC GAA TAG CAATTG T- 3'

K50R (M5’) 5'- ATC TCA TAT GGC AGG CGG AAG -3’

K50R (M3') 5'- CTT CCG CCT GCC ATA TGA GAT -3’

K51T (M5') 5'- GGC AGG AAG ACC CGG AGA CAG C- 3

K51T (M3') 5'- GCT GTC TCC GGG TCT TCC TGC C- 3’

R52L (MS5') 5'- GGC AGG AAG AAG CTT AGA CAG CGA CGA
AGATC -3’

R52L (M3') 5'- GAT CTT CGT CGC TGT CTA AGC TTC TTC
CTG CC- 3’

R55L (MS') 5'- GGC AGG AAG AAG CGG AGA CAG CTG CGA
AGATC-3'

R55L (M3') 5'- GAT CTT CGC AGC TGT CTC CGC TTC TTC
CTG CC- 3

RS7L (M5') 5'- GAC AGC GAC GAC TAT CTC CTC AAGAC -3’
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R57L (M3') 5'- GTCTTGAGGAGATAGTCGTCG CTG TC- 3’
G79A (M5') 5'- CAG CCC CGA GCG GAT CCG ACA GG-3'

G79A (M3') 5'- CCT GTC GGATCC GCT CGG GGC TG-3'

K89L (M3') 5'- CTG TCT CTG TCT CTC TCT CCA CCT TAA

GCT TCGATT CC-3'

E92Q (M3') 5'- CTG TCT CTG TCT CTC TTT GCA CCT TCT
TCT TCG AAT CC- 3/

R52L-R55L (M5') 5'- GGC AGG AAG AAG CTT AGA CAG CTG CGA
AGATC -3’

R52L-R55L (M3') 5'- GAT CTT CGC AGC TGT CTA AGC TTC TTC
CTG CC-3'

R55L-R57L (M5') 5'- GAA GCG GAG ACA GCT GCG ACT ATC TCC

TCAAGAC-3

R55L-R57L ( M3') 5'- GTC TTG AGG AGA TAG TCG CAG CTG TCT
CCG CTT C -3/

S‘58A (M5’) 5'- GAC AGC GAC GAA GAG CAC CTC AAG ACA
GT -3’

S58A (M3') 5- ACT GTC TTGAGG TGC TCTTCGTCG CTGTC

-3
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Frol&
<110> BIOMERIEUX SA

<120> HIV-1Hi# TAT BEARZLE
<130> IFB 01 CE BIO MTAT

<140> PCT/FR03/00051
<141> 2003-01-09

<150> FR 02/00319
<151> 2002-01-11

<160> 108

<170> PatentlIn version 3.1
210> 1

<211> 101

<212> PRT
<213> HIV-1 &

<400> 1
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro:Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100
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210> 2

<211> 101
<212> PRT
213> AIF3FY

<220>
<223> Tat ARk K51T-R52L

<400> 2
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 , 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 3
211> 101
<212> PRT
213> ANIF%

<220> ,
<223> Tat BFA R K51T-R55L

<400> 3
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15
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Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 4
<211> 101
<212> PRT
Q213> ATLF3

{220>
<223> Tat A4 K51T-R57L

<400> 4
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His G1n Val Ser Leu Ser Lys G1n Pro Ala Ser Gln Pro Arg Gly Asp 65 70
75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
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85 90 95

Thr Asp Pro Val Asp
100

210> 5

211> 101
<212> PRT
213> A3

<220
<223> Tat FHFZEZ4K K51T-G79A

<400> 5
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 : 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 6

<211> 101
<212> PRT
213> AILF5

<220>
<223> Tat BH %1% K51T-K89L
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<400> 6
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 7
211> 101
<212> PRT
213> ANIR%I

<220>
<223> Tat AR K51T-E92Q

400> 7
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
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50 55

60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp

65 70

Pro Thr Gly Pro Lys Glu Ser Lys
85

Thr Asp Pro Val Asp
100

<210> 8

<211> 101
<212> PRT
213> ANIFF5)

<220>

<223> Tat EFZEZE 4% R52L-R55L

<400> 8
Met Glu Pro Val Asp Pro Lys Leu
1 5

Gln Pro Lys Thr Ala Cys Asn Asn
20

His Cys Gln Val Cys Phe Thr Lys
35 40

Arg Lys Lys Leu Arg Gln Leu Arg
50 55

His Gln Val Ser Leu Ser Lys Gln
65 70

Pro Thr Gly Pro Lys Glu Ser Lys
85

Thr Asp Pro Val Asp
100

<210> 9

75 80

Lys Lys Val Gln Arg Glu Thr Glu
90 95

Glu Pro Trp Lys His Pro Gly Ser
10 15

Cys Tyr Cys Lys Lys Cys Cys Phe
25 30

Lys Gly Leu Gly Ile Ser Tyr Gly
45

Arg Ser Pro Gin Asp Ser Glu Thr
60

Pro Ala Ser Gln Pro Arg Gly Asp
75 80

Lys Lys Val Glu Arg Glu Thr Glu
90 95
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<211> 101
<212> PRT
213> AT

<220>

<223> Tat HEH & R52L-R57L

<400> 9

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 10
<211> 101
<212> PRT
213> ANILFAF%

<220>
<223> Tat ARZEH R52L-GT9A

<400> 10
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
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20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 11
211> 101
<212> PRT
213> ANTIFPF

<220>
<223> Tat HAZRE{A R52L-K8IL

<400> 11
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro GIn Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95
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Thr Asp Pro Val Asp
100

210> 12

211> 101
<212> PRT
213> ANTLFF%|

<220>
<223> Tat ZAZRAE4E R52L-E92Q

<400> 12
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys GIu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 13
<211> 101
<212> PRT
213> ANIF%

<220
<223> Tat HHFTZ{& RG5L-RETL
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<400> 13
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 14
<211> 101
<212> PRT
213> AIRFF

<220>
<223> Tat HH28Z54k R55L-GT9A

<400> 14
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60
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His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
"~ 65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 15
<211> 101
<212> PRT
213> AIFF3

<220>
<223> Tat HE R4 R55L-K8IL

<400> 15
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 - 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 16
211> 101
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<212> PRT
Q213> AIRH|

<220>
<223> Tat HH €3 4% R55L-E92Q

<400> 16
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 17
211> 101
<212> PRT
213> AILF%F|

<220>
<223> Tat FHHEZA{E R5TL-G79A

<400> 17
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30
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His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 18
<211> 101
<212> PRT
213> ALF3F

<220>
<223> Tat EAFZRH RGTL-KBIL

<400> 18
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

48



03802072. 6 oo 5E41/103m

Thr Asp Pro Val Asp
100

<210> 19

211> 101
<212> PRT
213> ATLF¥

<220>
<223> Tat A2k RHTL-E92Q

<400> 19
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
v 50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp

100

<210> 20
211> 101
<212> PRT
213> AILFF

<220
<223> Tat HFRAEE GT9A-K89L

<400> 20
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Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 21
<211> 101
<212> PRT
213> ANTIFF)

<220>
<223> Tat B HFRZE{& GT9A-E92Q

<400> 21
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp

50



03802072. 6 oo 5E43/103m

65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 22
<211> 101
<212> PRT
213> ANTLFF5)

<220>
<223> Tat FHFRZE 4 K8IL-E92Q

<400> 22
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 23
<211> 101
<212> PRT
213> AR5
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<220>
<223> Tat HAEAE K C27S-K51T-R52L

<400> 23
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 24
211> 101
<212> PRT
213> ATLF3

<220>
<223> Tat HMERZEH C27S-K51T-RS5L

<400> 24
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys.Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 ) 45
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Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

“ Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 25
<211> 101
<212> PRT
Q213> ALFFF)

<220>
<223> Tat AR C27S-K51T-R57L

<400> 25 .
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 26
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<211> 101
<212> PRT

213> AILRF3

<220>
<223> Tat HEFEEEH C27S-K51T-G79A

<400> 26
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 27

211> 101
<212> PRT
213> AIF%)

<220>
<223> Tat HEARZE C27S-K51T-K89L

<400> 27
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30
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His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 28
<211> 101
<212> PRT
213> ALF3

220>
<223> Tat FHHEZEAE C27S-K51T-E92Q

<400> 28
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
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100

<210> 29
<211> 101
<212> PRT
213> ANIFFF

<220>

<223> Tat FEAZEE 4 C27S-R52L-R55L

<400> 29

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1

Gln Pro Lys Thr
20

His Cys Gln Val
35

Arg Lys Lys Leu
50

His Gln Val Ser
65

Pro Thr Gly Pro

Thr Asp Pro Val
100

<210> 30

211> 101

<212> PRT

213> AILRFF

<220>

5 10

15

Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe

25

30

Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly

40

45

Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr

55

60

Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp

70

75 80

Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu

85 90

Asp

<223> Tat A ZEAE{& C27S-R52L-R57L

<400> 30

95

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1

5 10

15
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Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95
Thr Asp Pro Val Asp
100

<210> 31
<211> 101
<212> PRT
213> ANILF5

<220>
<223> Tat B E A C27S-R62L-G79A

<400> 31
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
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85 90 95

Thr Asp Pro Val Asp
100

<210> 32

<211> 101
<212> PRT
213> ATLFF%

<220>
<223> Tat FH A4k C27S-R52L-K8IL

<400> 32
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 .15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 33

<211> 101
<212> PRT
213> ANILFF5

220>
<223> Tat HEZ3 4k C27S-R52L-E92Q
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<400> 33
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 34
211> 101
<212> PRT
213> ALFF

<220>
<223> Tat HHFZF{k C27S-R55L-R57L

<400> 34
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gin Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr 50
55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
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65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 35
<211> 101
<212> PRT
213> ATIF3

<220>
<223> Tat HHZEZ5{k C27S-R55L-G79A

<400> 35
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 36
211> 101
<212> PRT
213> AT
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<220> 4
<223> Tat HEFEA 4k C27S-R55L-K89L

<400> 36
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 37
<211> 101
<212> PRT
213> ANILFF%

<220>
<223> Tat HERE M C27S-R55L-E92Q

<400> 37
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45
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Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 38
211> 101
<212> PRT
213> ALFF|

<220
<223> Tat B H 28254k C27S-R57L-GT9A

<400> 38

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1 5 10 15 :

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 39
<211> 101
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<212> PRT
213> AIREF

<220>
<223> Tat HHZEAE4F C27S-R57L-K8IL

<400> 39
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 _ 60

His Gln Val Ser Leu Ser Lys Gin Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
‘ 100

<210> 40
211> 101
<212> PRT
213> ANLF3

{220>
<223> Tat H A RA 4k C27S-R57L-E92Q

<400> 40
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
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35 ‘ 40 45

Arg Lys Lys Arg Arg Gin Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 41
<211> 101
<212> PRT
213> AIF3

<220>
<223> Tat FHHZEZ M C27S-G79A-K89L

<400> 41
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gin Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100
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<210> 42
<211> 101
<212> PRT
213> ANIFFE3F|

220>
<223> Tat HARZ I C27S-GT9A-E92Q

<400> 42
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
' 100

<210> 43

<211> 101
<212> PRT
213> AIFF3|

<220>
<223> Tat A RZ4E C275-K89L-E92Q

<400> 43
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15
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Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 44
211> 101
<212> PRT
213> ALF5

<220>
<223> Tat HERAE{K C27S-K51T-R52L-GT9A

<400> 44 _
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

66



03802072. 6 oo 5E59/103m

Thr Asp Pro Val Asp
100

<210> 45

211> 101
<212> PRT
213> ALRF3F

<220>
223> Tat & AZZK C27S-K51T-R52L-K89L

<400> 45
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 46
<211> 101
<212> PRT
213> A%

<220>
<223> Tat FHEFEE C27S-K51T-R52L-E92Q

<400> 46

67



03802072.6

i

B 5E60/1031

Met Glu Pro Val Asp Pro Lys Leu
1 5

Gln Pro Lys Thr Ala Cys Asn Asn
20

His Cys Gln Val Cys Phe Thr Lys
35 40

Arg Lys Thr Leu Arg Gln Arg Arg
50 55

His Gln Val Ser Leu Ser Lys Gln
65 70

Pro Thr Gly Pro Lys Glu Ser Lys

Glu Pro Trp Lys His Pro Gly Ser
10 15

Cys Tyr Ser Lys Lys Cys Cys Phe
25 30

Lys Gly Leu Gly Ile Ser Tyr Gly
45

Arg Ser Pro Gln Asp Ser Glu Thr
60

Pro Ala Ser Gln Pro Arg Gly Asp
75 80

Lys Lys Val Gln Arg Glu Thr Glu

85 90 95

Thr Asp Pro Val Asp
100

<210> 47

211> 101
<212> PRT
213> ATLFF

<220>

<223> Tat B H €Lk C27S-K51T-R55L-GT9A

400> 47
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
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65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 48
<211> 101
<212> PRT
213> ALF3)

<220>
<223> Tat H 2% C27S-K51T-R55L-K89L

<400> 48
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 49
<211> 101
<212> PRT
213> AR5
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<2205
<223> Tat FmHZEZE C275-K51T-R55L-E92Q

<400> 49
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 50
211> 101
<212> PRT
213> ALRE%

<220>
<223> Tat B E 534k C27S-K51T-R57L-G79A

<400> 50
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
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50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 51
<211> 101
<212> PRT

213> AIF3

<220>
<223> Tat BBk C27S-K51T-R57L-K89L

<400> 51
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 52
<211> 101
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<212> PRT
213> ATLF3

<220>
<223> Tat EFZREE{E C27S-K51T-R57L-E92Q

<400> 52
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gin Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 53
211> 101
<212> PRT
213> AIF5

<220>
<223> Tat B REE4E C27S-K51T-G79A-K8IL

<400> 53
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30
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His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 54
211> 101
<212> PRT
213> AILF3

<2205
<223> Tat EFRZH C27S-K51T-G79A-E92Q

<400> 54
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100
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210> 55
<211> 101
<212> PRT
Q213> ANIFF

<220>
<223> Tat BHARAk C275-K51T-K89L-E92Q

<400> 55 _
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 56
211> 101
<212> PRT
213> AILF3F)

<220>
<223> Tat FRHRZ4E C27S-R52L-G79A-K89IL

<400> 56
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15
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GIn Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Cly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 57
211> 101
<212> PRT
213> AILREF|

220>
<223> Tat HAZEAK C27S-R52L-G79A-E92Q

<400> 57
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15 '

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
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Thr Asp Pro Val Asp

210>
<21
<212>
213>

<220>

85

100

58

101

PRT
ANTFF5

90

<223> Tat HEARZH C27S-R52L-K89L-E92Q

<400>

58

95

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1

Gln Pro

His Cys

Arg Lys

50

His Gln
65

Pro Thr

Thr Asp

<210>
211>
212>
213>

<220>

5

10

15

Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe

20

25

30

Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly

35

40

45

Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr

55 60

Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp

70 75

80

Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu

85

Pro Val Asp
100

59
101
PRT
ATILF3

90

<223> Tat B %E354k C27S-R52L-R55L-G79A

76
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<400> 59
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 60
<211> 101
<212> PRT
213> ALFKFF)

<220>
<223> Tat B FH %A 4k C27S-R52L-R55L-K8IL

<400> 60
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
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65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 61

<211> 101
212> PRT
213> ATIFF%

<220>
<223> Tat B4k C27S-R52L-R55L-E92Q

<400> 61
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 62
<211> 101
<212> PRT
213> ANILF%|
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<220>
<223> Tat HEFEZEHk C27S-R52L-R57L-G79A

<400> 62
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 63
<211> 101
<212> PRT
213> ANILF3

<2205
<223> Tat HEARZ & C27S-R52L-R57L-K89L

<400> 63
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45
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Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 64
211> 101
<212> PRT
213> AIFF

<220>
<223> Tat HHE ALK C27S-R52L-R57L-E92Q

<400> 64
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gin Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 65
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211> 101
<212> PRT

Q213> AIFF)

<220>

<223> Tat HH Rk C27S-R55L-G79A-K89L

<400> 65
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

GIn Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 66
<211> 101
<212> PRT
213> AIF3

<220>
223> Tat HE %834k C27S-R55L-GT9A-E92Q

<400> 66
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Glh Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
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35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His GIn Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 67
211> 101
<212> PRT
213> ANTLFF%Y

<220
<223> Tat EH A& C27S-R55L-K89L-E92Q

<400> 67
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 ’ 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100
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<210> 68
<211> 101
<212> PRT

213> ANIF¥|

<220>

<223> Tat BEZEA 4 C27S-R55L-R5TL-G79A

<400> 68
Met Glu Pro
1

Gln Pro Lys
His Cys Gln

35

Arg Lys Lys
50

His Gln Val
65

Pro Thr Gly

Thr Asp Pro

<210> 69
<211> 101
<212> PRT

Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

5

10

15

Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe

20

25

30

Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly

40

45

Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr

55

60

Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp

70

75 80

Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu

85

Val Asp
100

213> AIFEF

<220>

90

<223> Tat FRHARZ{E C27S-R65L-R57L-K89L

<400> 69

95

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1

5

10

15
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Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 70

<211> 101
<212> PRT
213> A3

220>
<223> Tat BHZEZRE C27S-R55L-R57L-E92Q

<400> 70
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95
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Thr Asp Pro Val Asp
100

210> 71

<211> 101
<212> PRT
213> ATLFF

<220>
<223> Tat EHE5EZF{& C27S-R57L-GT9A-K89L

<400> 71
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 . 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 172
211> 101
<212> PRT
213> ALFF

<220>
<223> Tat B HZEZE{k C27S-R57TL-G79A-E92Q

<400> 72
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Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 73
211> 101
<212> PRT
213> ALFF5!

<220>
<223> Tat FHARA & C27S-R5TL-K8IL-E92Q

<400> 73
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
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65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 74
<211> 101
<212> PRT
213> AILFFI

<220>
<223> Tat HRZEH C27S-G79A-K89L-E92Q

<400> 74
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 175
211> 101
212> PRT
Q213> ALRFF
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<220>
<223> Tat HEARZ C27S-K51T-G79A-K8IL-E92Q

<400> 75
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 5b 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu

_ 85 90 95
Thr Asp Pro Val Asp 100
<210> 76
<211> 101
<212> PRT

213> AIF3

<220>
<223> Tat FHRZ 4k C27S-K51T-R52L-R55L-G79A

<400> 76
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Cln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60
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His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

210> 77
<211> 101
<212> PRT
213> ATFRF

<220>
<223> Tat HHZEZE M C27S-K51T-R52L-R55L-K89L

<400> 77
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 78

<211> 101
<212> PRT
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213> ANLF3F

<220>
<223> Tat HEFEZE4k C27S-K51T-R52L-R55L-E92Q

<400> 78
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp'Pro Val Asp
100

210> 179
<211> 101
<212> PRT
213> ANLF5I

<220>
<223> Tat A RA{K C275-K51T-R52L-R57L-GT9A

<400> 179
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly

90



03802072. 6 oo 5E83/103m

35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 80
<211> 101
<212> PRT
213> AIFF3

<220>
<223> Tat B 5244k C27S-K51T-R52L-R57L-K89L

<400> 80
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100
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<210> 81
211> 101
<212> PRT

213> ANTLFF

<220>

223> Tat FERE M C27S-K51T-R52L-R57L-E92Q

<400> 81
Met Glu Pro
1

Gln Pro Lys
His Cys Gln

35

Arg Lys Thr
50

His Gln Val
65

Pro Thr Gly

Thr Asp Pro

<210> 82
<211> 101
<212> PRT

Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

5 10

15

Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe

20 25

30

Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly

40

45

Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr

55

60

Ser Leu Ser Lys Gin Pro Ala Ser Gln Pro Arg Gly Asp

70

75 80

Pro Lys Glu Ser Lys Lys Lys Val Gin Arg Glu Thr Glu

85 90

Val Asp
100

213> ATLFH|

<2200

95

<223> Tat BHZEAEE C27S-K51T-R52L-G79A-K8IL

<400> 82

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser

1

5 10

15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
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20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro GIn Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Vql Asp
100

<210> 83

<211> 101
<212> PRT
213> ALFEF

<220>
<223> Tat BERZ & C27S-K51T-R52L-G79A-E92Q

<400> 83
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95
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Thr Asp Pro Val Asp
100

<210> 84
<211> 101
<212> PRT
213> ATIF3)

<220>
223> Tat FHHERAR K C27S-K51T-R52L-K89L-E92Q

<400> 84
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 ‘ 90 95

Thr Asp Pro Val Asp

100

<210> 85
<211> 101
<212> PRT
213> AL

<220>
€223> Tat FEHEZREZE C27S-K51T-R55L-RETL-GT9A

<400> 85
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Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 86
211> 101
<212> PRT
213> AR5

<220>
<223> Tat BHRZ{E C27S-K51T-R55L-R57L-K89L

<400> 86
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asb
65 70 75 80
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Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 87
211> 101
<212> PRT
213> AIFF3

<220>
<223> Tat EHAFEZEH C27S-K51T-R55L-R57L-E92Q

<400> 87
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 88

211> 101
<212> PRT
213> A%

<220>
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<223> Tat BHRZ C275-K51T-R55L-G79A-K89L

<400> 88
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 89
<211> 101
<212> PRT
213> A%

<220>
€223> Tat FHHZFZ{ C27S-K51T-R55L-G79A-E92Q

<400> 89
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60
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His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 90
211> 101
<212> PRT
213> ANLFF

<220> :
<223> Tat HAREEH C27S-K51T-R55L-K89L-E92Q

<400> 90
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 91

211> 101
<212> PRT

213> AILF%)
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<220>
<223> Tat EHREAE C27S-K51T-R57L-G79A-K8IL

<400> 91
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys G1n Pro Ala Ser Gln Pro Arg Ala Asp 65 70
75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 92

<211> 101
<212> PRT
213> AILFF3

<220>
<223> Tat HAZEZK C27S-K51T-R67L-G79A-E92Q

<400> 92
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45
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Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 93

211> 101
<212> PRT
Q213> AIFF

<220>
<223> Tat B A4k C27S-K51T-R57L-K89L-E92Q

<400> 93
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Thr Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp

65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 94
211> 101

100
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<212> PRT
213> ATLFF

<220>
<223> Tat B A4k C27S-R52L-R55L-R57L-G79A

<400> 94
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 95

<211> 101
<212> PRT
213> ATLF3F

<220>
<223> Tat HHRE{k C27S-R52L-R55L-R57L-K8IL

<400> 95
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30
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His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 96
211> 101
<212> PRT
213> ALRF3

<220>
<223> Tat FRHZEZ{F C27S-R52L-R55L-R57L-E92Q

<400> 96,
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

102
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<210> 97
<211> 101
<212> PRT

213> AIFF

<220>
<223> Tat HHZEAF{E C27S-R52L-R55L-G79A-K89L

<400> 97
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala SerlGln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 98
<211> 101
<212> PRT
213> AILF%)

<220 .
<223> Tat HEZEA4E C27S-R52L-R55L-G79A-E92Q

<400> 98
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15
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GIn Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 99
<211> 101
<212> PRT
213> ANLFFF)

<220>
<223> Tat HARZE C27S-R52L-R55L-K89L-E92Q

<400> 99
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Leu Arg Arg Ser Pro GIn Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
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85 90 95

Thr Asp Pro Val Asp
100

<210> 100
<211> 101<212> PRT
213> ANIFF|

<220>
<223> Tat HE R C27S-R52L-R5TL-G79A-K8IL

<400> 100
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp

100

<210> 101
211> 101
<212> PRT
213> ALFF|

<220>
<223> Tat HEI5E3F 4k C27S-R52L-R57L-G79A-E92Q

<400> 101
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Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 102
211> 101
<212> PRT
213> ANTLFF5

<220>
<223> Tat H T4k C27S-R52L-R57L-K89L-E92Q

<400> 102
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
65 70 75 80
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Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 103
211> 101
<212> PRT
213> ALRFF

<220
<223> Tat H 9234k C27S-R52L-G79A-K89L-E92Q

<400> 103
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Leu Arg Gln Arg Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 104
<211> 101
<212> PRT
213> ALF%

<2205
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<223> Tat EHFZ{& C27S-R55L-R57L-G79A-K8IL

<400> 104
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Glu Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 105
<211> 101
<212> PRT
213> ALFH

<220>
<223> Tat F %€ 4k C27S-R55L-R57L-G79A-E92Q

<400> 105
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gin Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr

108



03802072.6

i

B P 5101/1031

50

55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp

65 70

75 80

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Gln Arg Glu Thr Glu

85

Thr Asp Pro Val Asp
100

<210>
<21
<212>
213>

106
101
PRT

ANTF3|

<220>

90 95

<223> Tat F A4k C27S-R55L-R57L-K89L-E92Q

<400> 106
Met Glu Pro Val Asp Pro
1 5

Gln Pro Lys Thr Ala Cys
20

His Cys Gln Val Cys Phe
35

Arg Lys Lys Arg Arg Gln
50

His Gln Val Ser Leu Ser
65 70

Pro Thr Gly Pro Lys Glu
85

Thr Asp Pro Val Asp

100

<210> 107
<211> 101

Lys Leu Glu Pro Trp Lys His Pro Gly Ser
10 15

Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
25 30

Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
40 45

Leu Arg Leu Ser Pro Gln Asp Ser Glu Thr
55 60

Lys Gln Pro Ala Ser Gln Pro Arg Gly Asp
75 80

Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
90 95
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<212> PRT
213> AR5

<220>
<223> Tat BHARA & C27S-R55L-G79A-K89L-E92Q

<400> 107
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45

Arg Lys Lys Arg Arg Gln Leu Arg Arg Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

<210> 108
<211> 101<212> PRT

213> AIFRF

<220>
<223> Tat BHRZ & C27S-R57L-G79A-K89L-E92Q

<400> 108
Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Gly Ser
1 5 10 15

Gln Pro Lys Thr Ala Cys Asn Asn Cys Tyr Ser Lys Lys Cys Cys Phe
20 25 30

His Cys Gln Val Cys Phe Thr Lys Lys Gly Leu Gly Ile Ser Tyr Gly
35 40 45
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Arg Lys Lys Arg Arg Gln Arg Arg Leu Ser Pro Gln Asp Ser Glu Thr
50 55 60

His Gln Val Ser Leu Ser Lys Gln Pro Ala Ser Gln Pro Arg Ala Asp
65 70 75 80

Pro Thr Gly Pro Lys Glu Ser Lys Leu Lys Val Gln Arg Glu Thr Glu
85 90 95

Thr Asp Pro Val Asp
100

76
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