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LL#LE
FEVAP

Thr Ser Val
Glu AsnAla Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp

Ile

His

Ser

Glu

Ser

Ala

Ser

Gly

Tyr

Ala

Gly

2. DNA 735, JL PP AN Rl BUR ZER 1 BTd 22 ik

Asp
Leu
Glu
Gln
Val
Leu
Tyr
Asp
Asp
Ser
Arg
Ser
Thr
Ile
Lys
Leu
Asn
Tyr
Gly
His

Pro

Gly Glu Ser Arg Val Val Ile Gln Asp Tyr

Asp

Arg

Gln

Val

Leu

Gln

Ser

Asn

Arg

Arg

Ala

Ser

Thr

Asp

Gln

Phe

Thr

Val

Val Ser Ile

Pro Thr Pro

Asn Asp Val

Thr Tyr Gly

Leu Val Asn

Trp Thr Lys

Tyr Ser Lys

Trp Glu Ala

Thr Ala Ser

Ala Ile Ser

Ser

Leu

Ser

Val

Val

Thr

Gly

Asp

Thr

Pro

Trp

Ser

Ala

Thr

Phe

Thr

Gln

Tyr

Ala

Leu

Thr

Thr

Leu

Phe

Thr

Leu

Thr

Pro

Ser

Gly

Gly

Asp

Val

Lys

Leu

Thr

Ser

Leu

Pro

Ala

Gly

Leu

Ala

Val

Ser

Ser Ala Val Ala Val Leu Ala Pro

3. BAREEA, Hp A EBRE K 2 1) DNA 47 F»

4. FF BT 52 A T R s e e AL 54, i 20

Asp Asn Gln

Arg

Thr

Val

Gln

Arg

Pro

Gly

Glu

Leu

—POINAE 2582 T B2 ISR A BRI EE SR 1 2 K.
5. H T HIEA RSS2 RT3 S YL R T LA B & INAE 25924 bl B2 ik
FIFR ) HEV-ORF2 £ Ik, e 8 hy 5N

Met

Ile

His

Thr
Glu
Asp
Leu
Glu
Gln

Ser

Val

GEIE

Pro

Ala

Tyr

Ala

Pro

Leu

Tyr

Asn

Gly

Phe

Ala

Val

Val

Leu

Arg

Pro

Ala

Ala

Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp

Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln

Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
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Ser Val
Leu
Glu Tyr
Asp
Ser Asp
Ser
Ala Arg
Ser
Ser Thr
Ile
Gly Lys
Leu
Tyr Asn
Tyr
Ala Gly
His
Gly Pro
Val

Arg Ala Asn

Gln Ser Thr

Val Thr Leu

Leu Asp Trp

Gln Gln Tyr

Ser Phe Trp

Asn Thr Thr

Arg Val Ala

Ser Ile Ser

Asp

Tyr

Val

Thr

Ser

Glu

Ala

Ile

Ala

Val

Gly

Asn

Lys

Lys

Ala

Ser

Ser

Val

Leu

Ser

Val

Val

Thr

Gly

Asp

Thr

Ala

Trp

Ser

Ala

Thr

Phe

Thr

Gln

Tyr

Val

Leu Ser Leu

Thr Gly Pro

Thr Gly Ala

Leu Asp Gly

Phe Val Leu

Thr Lys Ala

Leu Leu Val

Thr Thr Ser

Leu Ala Pro

Thr

Val

Gln

Arg

Pro

Gly

Glu

Leu

Ala Ala

Tyr Val

Ala Val

Pro Leu

Leu Arg

Tyr Pro

Asn Ala

Gly Ala

6. HI TSR 4 52 AU BT 9 9w TR 2w 4L, B % 22 /b — PRI 25K 2 11

DNA 73 ¥

7. BUMZER 192 SR 267 TRET 802 W AL I 5% 9 2 e i) 25 W ) e



CN 101367869 B WO P 1/19 7

HT k2 B R ETT IRBE R X mENZ R, RENEARZ
s 70 R

[0001] & BHAI

[0002] A BHES KOG AT R EE (HEV) A B e B iih M 1 22 ik el e — B Rk e = 8 Kk,
HT4%55 HEV-ORF2 £ IKI¥) DNA 737, &7 1% DNA 4 T- BRIk, &7 COR 2 Ik itk s
T Fl T 4mt5 CDR Z Ik DNA 43 -, S /e AT s, JCIL SR8 R I 98 7iBs 12 W e v 97 77 T
(1 3% e A IR B 2 102 W R A s i

RS %N

[0003] [ I 2890 5 (HEV) S A D — Bl 38 A G 1 A 7 AE 2 8L 58 B9 20w BB 5 1 18
1983 T 5L RIS (Balayan et al.,1983. Intervirology 20 :23). JEHRIRF 4 EER
AT TN A Y A 3 YR S e A 1 5, ik T 58 o g 491 32 8 L T Aok R sl (R RAT
AT ARLHBUR T A7 A8, AT IR WAT o AT HAREARBI L TR AR, 58 5 A 0k Tk
KVE Y S R AT R B K AT (Visvanathan, 1957. Indian J. Med. Res. (Suppl.). 45 :
1-30 ;Wong et al.,1980. Lancet. 2 :882-885 ;Myint et al.,1985.Am J Trop Med Hyg. 34 :
1183-1189 ;Belabbes et al.,1985. ] Med Virol. 16 :257-263 ;Hau et al.,1999.Am ]J
Trop Med Hyg. 60 :277-280) . HEV &G % 4 H IRPEIRE, DA 1E AL, (24 4 1 I gL S Y
HFR BTG R AT, AL R =ik 17% L L (Tsega et al.,1992. Clin. Infec Dis. 14 :
961-965 ;Dilawari et al.,1994. Indian J Gastroenterol. 13 :44-48 ;Hussaini et al.,
1997. J Viral Hepat. 4 :51-54)

[0004] % REIMLIF HEV P IR Ao PR B Ol KWFT A S BT U (B T e+
SRR GLEN W) HEV 75 73 WA BEARALK T J L= AN ] B A Ay LV S 0 ) FR) D0 B R, nie 4>
HEV F40 15 5% B AR AIRAR, At 01245 228 & 5515 H TR k7] o

[0005] 1991 4, BF9T# H X3S T HEV K IR R 740, RO 8 5 1% 1 B o0l RNA
JiEE (Tam et al., 1991. Virology 185 :120-131) o XF HEV 3 RIZH (I P41 0 & BH, £ 7. 2kb
(19 B 2 RN AL B = AN TGRS AESE (ORF) o A7 F 57 Kum ) ORF1 gmhds s AE 45/ 8R
frF 37 Kuii i) ORF2 Hahidis &g - B A58 H . ORF3 [ 57 ¥t 5 ORFL [ 37 ¥ 1 MHREERY
HE,3" i ORF2 £ 339 PMFEA B . ORFS M A b 4ihid 5 — AN ThRE i AN B 1) 5 7 2
Ho (Tam et al.,1991.Virology185 :120-131 ;Aye et al.,1992.Nucleic Acids Res. 20 :
3512 ;Ayeet al.,1993.Virus Genes. 7 :95-109 ;Huang et al.,1992.Virology. 191 :
550-558 ;Reyes et al.,1993. Arch Virol Suppl.7:15-25).

[0006]  iaf 25 HEV /S G FRIAS I = EARME T S e BT BOR (TEM) B8R e ¢ JEioAR, AR 1, JX 44
R AR A7 B, U B3 51, 1T ELAE 2 50530 3 ME DA SE e 78 HEV S5 PR 20 e o R > 50 il
e R B R ARSI 4 AR g K S 22 W BT 56 (ELTSA) 8 H ENZE RS (Western
blot) MIZEABERER MY (PCR) 45, HI T~ HEV GAH AR S AIA I o

[0007]  ELISA BOARA{EH] HEV HE2H 8 F 8liE e IRAE A BT s kil HEV AHSSHTR / BLik 17
1t HEATHAZ U H HEV-0RF2 H1 HEV-ORF3 [} 355, & 2 Ikt FH K1 2 24 HEV-0RF2 L[]
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UG ER AL

[0008]  HIT HIAFST O & LV T HEV-ORF2 [ 2 ik i Al R b () B4l 2 Ik A EX T L B4
B EEFEEURL (VLP) (Li et al.,1997.] Virol71 :7207-7213) . HARPRIE /N, (Hix Ll
WEFERRAE A ERESURME B S BGHR R AR e O AT (L et al.,1997. ]
Virol71 :7207-7213 ;Xing et al.,1999.Virology 265 :35-45) , FE TiX4b I, HREH
2 IR ZH 5 B TR A R (R S AR B 2 5 4K HEV 55 M) 8 1 21 208 ol JBk 8 M 93 753 S0k IR A 58 3
AMFE. EERR R, XK IR ORF2 St () 45 7 8 (A A B gt O 2 95 41 25 R #E A
Too W F, KA KTE A S W] R HHIRTE42 K ORF2 SR MM 112 f7 2 B2 31 608 fif
AR E/EHZ T Xing et al.,1999. Virology 265 :35-45) . Il ORF2 &
FRU G 111 IR A8 1 B 5 EZIRIEA A A 5%, RMIX— X BRI A B S 5%
BT A S

[0009] & FHfiIIA

[0010] A% B B 2 d Hhar B R R i 55 (HEV) A a1 B G 8 0 0k 1) 22 ksl — 28 4k
B AR, o R A T 28— e (RS T B 205 55 50 — b ME 48 HP 41 W Jis
TR ) 1 225 £7 42 459 A7 28 FE R 2 [A), JLRRFEAR im A T35 — P41 1K 578 7 2 ZE IR 42 610
P FEIRZ (7] o

[o011] AR — H KRR A R i HEV) A & e it 2 ket —
TR B = AR, HE AR IRAL T 28— AP HII1) 37447 22 429 S &R FE R 2 7], HRF AR wmfr T
F— AN 578 frz FE IR A 610 A7 2 HEER 2 [H] .

[0012] AR I — B BRI B R i (HEV) A s S i M 2 ksl —
TR ER = AR, HE AL T 28— AP H11) 394 47 22 429 7 &R FE MR 2 7], HoRF AR umfr T
B MTHIE 578 fr LR A 610 AL FEMR L7 .

[0013] AR I — B K2R EN B R i HEV) A & i M 2 ke —
TR =R, HF A A28 A4

[0014] AR T — B KRR EN B R i HEV) A & i M 2 ke —
TR =R, HF A A2 =41

[0015] AR I — B BRI EN B R iss (HEV) A & o i e 2 ik sl —
FER B =R AK, 0 4 28 WA 471 o

[0016] AR BN I3 — H BRI BN KB R iss (HEV) A & B i i M 2 ik sl —
FEMR B = RAK, HOFP 2 428 A4 o

[0017] AU B[R IR B bk 22 K [RI9s 22 JIRHT / BRfiT A= 2 ik

[0018] AR EHI) I3 — H B2 &AL DNA 43 ¥, Ho /P o4 it ik — i SR 0 8 50 — 1%
S HESR 22 1K o

[0019] AR 7 — B &Rt EA RIEH AR, Hp A& Lk DNA 43 7.

[0020] AR B ) — H B2 4 0 5 v B P Ak, HELRG, B 7 B fe b 5 BiR
HEV-ORF2 Z ik 454, JITid 5 va FE DU HH 22 AT I AN ML 3R 1F6 43 wlh, Pt 2% A2 8 41 B 2% 16 48 i
sy

[0021] AR T — B 2R AT 4l o &R, 73— P e BE P i HELF6, 1% 5 s E ST
AT L 5 3R HEV-ORF2 £ k454, 40 55k 5 A
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[0022]  AKREHE T — HIF2 Rt Bk s EHLA HELF6 [ B AMEHOE X (CDR) K2 K,
KB PTIAR CDR 2 IR IPiiR 7+ 8 B

[0023] AR EHI) 57— H R RRUEH T RN R sz BT 98 m s Qe A 64, A
FRb—MinfEyYE Bl kR P R EAE AR

[0024] AR EHI) 55— H B U T R R sz SO 98 m s iR Qe v w4 64,
R /b—MnrEyY = BT B AR R R 50 R B S AR A £ K

[0025] AR EHI) 55— H B U T e R sz BT 98 s i e w464,
&b —Ph IR DNA 3 1.

[0026] A BH) 75— H RS2 P4 —FioR il e 28 i 28 g 2 B g () 5 v, ARG H —eiE
R 22 b—Fh EIR Z K, 540G U IR A2 il

[0027] AR BHI) 75— B B2 PR A — iR il e 2 I 98 v B B gL i 5 v, JLAaRE 2 /b —Hp |
WHUAE 7B B,

[0028] AR B ANLBFFUR I, S Eumdr T4 — N T A 225 £7 42 459 {7 2 KL 2 (7], H
TR IE A AL T — NS 578 LR FEIR & 610 A7 & FE MR 22 7] ) HEV-ORF2 £ ik ; 54 &
AFERIAL T —MNPHIN 374 AL 52 429 A& IR 2 7], REER L T3 — NP4 578
PR FEIRE 610 A2 F R 2 7] ) HEV-0RF2 2 Jik ; 8 47 & & 3 K um AL T 55 — AN P 41 11 394
P AR 429 fT SR 2 0], REEAR wir T3 — AT AU 578 1 2 LR 2 610 {7 Z LR [ Y
HEV-ORF2 £ ik ; BE4F 52 J7 41 24 58 — AN 41 (1) HEV-0RF2 2 ik 5 534752 J7 40 A 55 = AP 41 i
HEV-ORF2 £ JIk ; 58 4F 52 /5 41 A 5 DU AN 7 41 (1) HEV-ORF2 2 ik 5 BE 4752 7 41 A 5 AN P 41 1
HEV-ORF2 2 JIK s BE 472 31 4 5575 A7 51 (1) HEV-0RF2 2 ik, 18 ik 6 3 1 JrUAZ RIS EUATE K
WAt B (B. coli) ARk i YIX 48 HEV-ORF2 £ ik, 2[4 T 4> K HEV-ORF2 [ N i 4 /3 2 k2
[F]IT 22 B% 7 HEV-ORF2 1] C ¥ il 73 28 55K, AT AE E. coli ik th ) E 240 8 H e T i 7
FERURE , FLAT 5 P S B0 1k, I 250 22 R tH — A 5 TR Pk 3 5 38 1101 R AR A AH AH A () A AH 2 e
JRERAT, A RAL AT 5 — AN VR AH R AL ) B v BEBUAR BT R e 45 6, I — R AT I AH N P AR A
HEV B 1f BRI AT I, PR ] DA 2 HEV % 15 A HEV SR GLAS AT o

[0020] A% B[R] IS F A R0k i L IA FE 20 B8R (A e/ B, il 2% T LR HEV-ORF2 4§
SR IE DR g FEPUIR HESFS 5 55 U] _Edk HEV-ORF2 2 Jik b — N2t Ar, 1
SLfE B HELF6 F5 57 00 HEV-ORF2 Z2 ik E I — A B R A .

[0030] AR BHIFIBFEAL T —M WA AW, B 5 A S S AN A I HEV B4 & H, LA
LA IR, S shPyn] 7= A REFUAR RN, Al ERIP SEER BN 552 HEV gL,

[0031] AR HIFE LS T —A HEV Hiiaf il &, UL B S 4 & S AR o, K br
A HEY Fifk e FAMEATH FIR B v BRI T — A HEV I ek 25 & .

[0032]  FE4HHHIA

[0033]  ATHME

[0034]  [RAE S A1 E X, 3% B AT I BTE HORFI R 2% 44 17 # IA IR A2 AE A R B 5 K Ak B
(ISR FE AN I BT A 30 & o 31X B BT 0 22 FHAE 40 e B 95 2 TIst Ak 24 L IR 1L
S P AE S AR D BRI O AR AR N I A I R R . FEAKR B, BR S Ah R
H PN A 1 SUNA

[0035] AU EE 7, B “HEV”, 245 —Moiss, s R A, s 2800, (D EgliEk

6
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R TR ARG 28 5 (T1) "EAE MG 2R EASE T BB R %5 (HAV) « ST 280 55
(HBV) VA R I 28 i B (HCV) AT BY I &9 8 (HDV) 5 (TTD) & & — D FRYE T4 A
pTZKF1(ETL. 1) "z 1.33kb cDNA RYZEREIZH X IR, Prid JBORE B ATCC FFAF 805 67717 YK
JUr T TR B PR BB4 5 o

[0036] 4 A% FH A 58 A ik 1% B F0 5k (1 B A5G 2R 04 6 B K1) ALIGN 2 )%, 19 tH )
MR H B R A B WAL EOR T 5 (hn vl 22 47 ), WA IA A
fib i1 & A 98 B (2 0L Dayhoff, M. 0., Atlas ofprotein sequence and structure
(1972) Vol.5.NationalBiomedical Research Foundation, ppl01-110, UL &% 1% %% 38 1)
2.pp. 1-10) o FH ESCHTIR K] ALIGN B i AT S R TR HERT G R PN 41) ) e AT —#84,
U2/ 30 MEERK ) MZIER K T B T4 50 % A5 R, WIEATA S ) R Y8 2
[0037]  GR—ADZIFHNE S HARAEK 1 27 Pri’k Z K750, (HH N s/ 8% C oy
A HARAEPTIAR 22 IRA S (K AH 20 7 51) 1) HAR 2 5518, 1015 21 1) 2 IR BB e 1 fo i ot ok 5 A2
W2z R TR AL, WIFRZ 2 RO BRI BER 1 22 7 Frik 2 IKIIAT A2 22 K, FEAH Y 1) DNA 43+
FRARTA DNA. QAR T RIS AEBCREESK 1 22 7 Prik Z 0K 7201 N s i bR dh 2 56 %
T 28 R B A 5 | IR/ B 5 Ik, BAE C i b LA 2R LA T4l 55 .

[0038] A B FTIk () 55— 240

[0039]  ZE—AFH

[0040] 1 Met Arg Pro Arg Pro Ile Leu Leu Leu Leu Leu Met Pheleu Pro Met 16

[0041] 17 Leu Pro Ala Pro Pro Pro Gly Gln Pro Ser Gly Arg ArgArg Gly Arg 32
[0042] 33 Arg Ser Gly Gly Ser Gly Gly Gly Phe Trp Gly Asp ArgVal Asp Ser 48
[0043] 49 Gln Pro Phe Ala Ile Pro Tyr Ile His Pro Thr Asn ProPhe Ala Pro 64
[0044] 65 Asp Val Thr Ala Ala Ala Gly Ala Gly Pro Arg Val ArgGln Pro Ala 80
[0045] 81 Arg Pro Leu Gly Ser Ala Trp Arg Asp Gln Ala Gln ArgPro Ala Ala 96
[0046] 97 Ala Ser Arg Arg Arg Pro Thr Thr Ala Gly Ala Ala ProLeu Thr Ala 112
[0047] 113 Val Ala Pro Ala His Asp Thr Pro Pro Val Pro Asp ValAsp Ser Arg 128
[0048] 129 Gly Ala Ile Leu Arg Arg Gln Tyr Asn Leu Ser Thr SerPro Leu Thr 144
[0049] 145 Ser Ser Val Ala Thr Gly Thr Asn Leu Val Leu Tyr AlaAla Pro Leu 160
[0050] 161 Ser Pro Leu Leu Pro Leu Gln Asp Gly Thr Asn Thr Hislle Met Ala 176
[0051] 177 Thr Glu Ala Ser Asn Tyr Ala Gln Tyr Arg Val Ala ArgAla Thr Ile 192
[0052] 193 Arg Tyr Arg Pro Leu Val Pro Asn Ala Val Gly Gly TyrAla Ile Ser 208
[0053] 209 1le Ser Phe Trp Pro Gln Thr Thr Thr Thr Pro Thr SerVal Asp Met 224
[0054] 225 Asn Ser Ile Thr Ser Thr Asp Val Arg Ile Leu Val GlnPro Gly Ile 240

[0055] 241 Ala Ser Glu Leu Val Ile Pro Ser Glu Arg Leu His TyrArg Asn Gln 256
[0056] 257 Gly Trp Arg Ser Val Glu Thr Ser Gly Val Ala Glu GluGlu Ala Thr 272

[0057] 273 Ser Gly Leu Val Met Leu Cys Ile His Gly Ser Pro ValAsn Ser Tyr 288
[0058] 289 Thr Asn Thr Pro Tyr Thr Gly Ala Leu Gly Leu Leu AspPhe Ala Leu 304
[0059] 305 Glu Leu Glu Phe Arg Asn Leu Thr Pro Gly Asn Thr AsnThr Arg Val 320

[0060] 321 Ser Arg Tyr Ser Ser Thr Ala Arg His Arg Leu Arg ArgGly Ala Asp 336
[0061] 337 Gly Thr Ala Glu Leu Thr Thr Thr Ala Ala Thr Arg PheMet Lys Asp 352

7
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[0062] 353 Leu Tyr Phe Thr Ser Thr Asn Gly Val Gly Glu Ile GlyArg Gly Ile 368
[0063] 369 Ala Leu Thr Leu Phe Asn Leu Ala Asp Thr Leu Leu GlyGly Leu Pro 384
[0064] 385 Thr Glu Leu Ile Ser Ser Ala Gly Gly Gln Leu Phe TyrSer Arg Pro 400
[0065] 401 Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu TyrThr Ser Val 416
[0066] 417 Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro HisAsp Ile Asp 432
[0067] 433 Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp AsnGln His Glu 448
[0068] 449 Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg ProPhe Ser Val 464
[0069] 465 Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr AlaAla Glu Tyr 480
[0070] 481 Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val TyrVal Ser Asp 496
[0071] 497 Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln AlaVal Ala Arg 512
[0072] 513 Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg ProLeu Ser Thr 528
[0073] 529 Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro LeuArg Gly Lys 544
[0074] 545 Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly TyrPro Tyr Asn 560
[0075] 561 Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu AsnAla Ala Gly 576
[0076] 577 His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu GlyAla Gly Pro 592
[0077] 593 Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro His SerVal Leu Ala 608
[0078] 609 Leu Leu Glu Asp Thr Met Asp Tyr Pro Ala Arg Ala HisThr Phe Asp 624
[0079] 625 Asp Phe Cys Pro Glu Cys Arg Pro Leu Gly Leu Gln GlyCys Ala Phe 640
[0080] 641 Gln Ser Thr Val Ala Glu Leu Gln Arg Leu Lys Met LysVal Gly Lys 656
[0081] 657 Thr Arg Glu Leu stekok 661
[0082]  HEV E4 A

[0083]  HEV EZHZ ik

[0084]  ZJik 414-603, FFAI A VI, AL T8 — A FEAIK) 414 frzd ZEmR 4 603 frzd ZER .
[oo85]  ZEPUAF41

[0086] Thr Ser Val

[0087] Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp IleAsp

[0088] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln HisGlu

[0089] GIn Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe SerVal

[0090] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala GluTyr

[0091] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val SerAsp

[0092] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val AlaArg

[0093] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu SerThr

[0094] Tle Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg GlyLys

[0095] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro TyrAsn

[0096] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala AlaGly

[0097] His Arg Val Ala Tle Ser Thr Tyr Thr Thr Ser Leu Gly Ala GlyPro

[0098] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

[0000] ik 459-603, FFAI N 5 -LA P A, AL T 58— NP A 459 L2 FE IR 2 603 fra Fk

2
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[0100]  ZH-EAFH

[0101] Ser Arg Pro Phe Ser Val

[0102] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala GluTyr
[0103] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val SerAsp
[0104] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val AlaArg
[0105] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu SerThr
[0106] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg GlylLys
[0107] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro TyrAsn
[0108] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala AlaGly
[0109] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala GlyPro
[0110] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

[0111] 2 Jik 429-603, #5455 1A P, AL 55— NP FII 429 fr 2 LR 2 603 152
748

[o112]  SHHAFH -

[0113] His Asp Ile Asp

[0114] Leu Gly Glu Ser Arg Val Val Tle Gln Asp Tyr Asp Asn Gln HisGlu
[0115]  GIn Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe SerVal
[0116] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala GluTyr
[0117]  Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val SerAsp
[0118] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val AlaArg
[0119] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu SerThr
[0120] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg GlylLys
[0121] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro TyrAsn
[0122] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala AlaGly
[0123] His Arg Val Ala Tle Ser Thr Tyr Thr Thr Ser Leu Gly Ala GlyPro
[0124] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

[0125] £ JIk 394-603, &5 A5 =P80, AL T3 — DR FI 394 ALz ZER 22 603 iz ik
748

[0126] %5 =474 -

[0127] Gln Leu Phe Tyr Ser Arg Pro

[0128] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val
[0129] Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asplle Asp
[0130] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
[0131] GIn Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val
[0132] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0133] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0134] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg
[0135] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr

[0136] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
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[0137] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0138] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly
[0139] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly AlaGly Pro

[0140] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

[0141] ik 374-603, #5455 )\A e, AL 15— NP FIR 374 fi s B iR 2 603 {22
748

[0142] BB N\AFH -

[0143] Asn Leu Ala Asp Thr Leu Leu Gly Gly Leu Pro

[0144] Thr Glu Leu Ile Ser Ser Ala Gly Gly Gln Leu Phe Tyr SerArg Pro
[0145] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val
[0146] Glu Asn Ala Gln GIn Asp Lys Gly Ile Ala Ile Pro His Asplle Asp
[0147] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
[0148] GIn Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val
[0149] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0150] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0151] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg
[0152] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr
[0153] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
[0154] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0155] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly
[0156] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly AlaGly Pro

[0157] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

[0158] £ JIk 225-603, FEAI N S AN A, AL T30 — DR A 225 s FE R & 603 {2k
748

[0159]  SEHAFA -

[0160] Asn Ser Ile Thr Ser Thr Asp Val Arg Ile Leu Val Gln ProGly Ile

[0161] Ala Ser Glu Leu Val Ile Pro Ser Glu Arg Leu His Tyr ArgAsn Gln
[0162] Gly Trp Arg Ser Val Glu Thr Ser Gly Val Ala Glu Glu GluAla Thr
[0163] Ser Gly Leu Val Met Leu Cys Ile His Gly Ser Pro Val AsnSer Tyr
[0164] Thr Asn Thr Pro Tyr Thr Gly Ala Leu Gly Leu Leu Asp PheAla Leu
[0165] Glu Leu Glu Phe Arg Asn Leu Thr Pro Gly Asn Thr Asn ThrArg Val
[0166] Ser Arg Tyr Ser Ser Thr Ala Arg His Arg Leu Arg Arg GlyAla Asp
[0167] Gly Thr Ala Glu Leu Thr Thr Thr Ala Ala Thr Arg Phe MetLys Asp
[0168] Leu Tyr Phe Thr Ser Thr Asn Gly Val Gly Glu Ile Gly ArgGly Ile
[0169] Ala Leu Thr Leu Phe Asn Leu Ala Asp Thr Leu Leu Gly GlyLeu Pro
[0170] Thr Glu Leu Ile Ser Ser Ala Gly Gly Gln Leu Phe Tyr SerArg Pro
[0171] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val
[0172] Glu Asn Ala Gln GIn Asp Lys Gly Ile Ala Ile Pro His Asplle Asp

[0173] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
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[0174] Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val

[0175] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0176] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0177] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg
[0178] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr
[0179] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
[0180] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0181] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly
[0182] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly AlaGly Pro

[0183] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

[0184]  ZJIk 394-606, FEA1 55 —ANFH, AL T3 — D FAIH 394 fr 2 5 R & 606 {22k
748

[0185] %5 —ANFA -

[0186] Gln Leu Phe Tyr Ser Arg Pro

[0187] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val
[0188] Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asplle Asp
[0189] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
[0190] Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val
[0191] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0192] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0193] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg
[0194] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr
[0195] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
[0196] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0197] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly
[0198] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly AlaGly Pro

[0199] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro His Ser Val

[0200] ik 394-610, JPFI N A PA, AL T 58— NP 394 AL 2L iR 2 610 fraFk
748

[0201]  BTAFH

[0202] Gln Leu Phe Tyr Ser Arg Pro

[0203] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val

[0204] Glu Asn Ala GIn GIn Asp Lys Gly Ile Ala Ile Pro His Asplle Asp
[0205] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
[0206] Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val
[0207] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0208] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0209] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg

[0210] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr
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[0211] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
[0212] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0213] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly
[0214] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly AlaGly Pro
[0215] Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro His Ser ValLeu Ala

[0216] Leu Leu

[0217] £ ]Ik 394-593, FEA 5 +— D FA, AL T 56— D P A 394 b A FER &2 59 37
FER

[0218]  ZE+—AF

[0219] Gln Leu Phe Tyr Ser Arg Pro

[0220] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val
[0221] Glu Asn Ala Gln GIn Asp Lys Gly Ile Ala Ile Pro His Asplle Asp
[0222] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
[0223] Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val
[0224] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0225] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0226] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg
[0227] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr
[0228] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
[0229] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0230] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly
[0231] His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly AlaGly Pro
[0232] Val

[0233]  ZJik 394-583, JF A A+ ZAEH), AL T — T 394 AL IR 2 583 {2
TR o

[0234] R+ ZANFS

[0235] Gln Leu Phe Tyr Ser Arg Pro

[0236] Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val
[0237] Glu Asn Ala Gln GIn Asp Lys Gly Ile Ala Ile Pro His Asplle Asp
[0238] Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn GlnHis Glu
[0239] GIn Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro PheSer Val
[0240] Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala AlaGlu Tyr
[0241] Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr ValSer Asp
[0242] Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala ValAla Arg
[0243] Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro LeuSer Thr
[0244] Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu ArgGly Lys
[0245] Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr ProTyr Asn
[0246] Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn AlaAla Gly

[0247] His Arg Val Ala Ile Ser Thr
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[0248]
FEIR .
[0249]
[0250]
[0251]
[0252]
[0253]
[0254]
[0255]
[0256]
[0257]
[0258]
[0259]
[0260]
[0261]
[0262]
[0263]

Z Ik 394-578, [P 5 S+ =P H AL T AR — AN AN 394 LB B IR A2 578 4if

=)
Gln Leu Phe Tyr Ser Arg Pro

His

Z Ik 193C, 7514

Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr ThrSer Val

Glu
Leu
Gln
Leu
Asp
Ser
Ser
Ile
Leu
Tyr
Arg

Asn Ala
Gly Glu
Asp Arg
Arg Ala
Gln Ser
Val Thr
Leu Asp
Gln Gln
Ser Phe
Asn Thr

Gln
Ser
Pro
Asn
Thr
Leu
Trp
Tyr
Trp
Thr

Pavanliih}

CEVA

Gln
Arg
Thr
Asp
Tyr
Val
Thr
Ser
Glu
Ala

Asp
Val
Pro
Val
Gly
Asn
Lys
Lys
Ala

Ser

394 AL ZFEIR & 578 AT A AR I 2 ik
BN

[0264]
[0265]
[0266]
[0267]
[0268]
[0269]
[0270]
[0271]
[0272]
[0273]
[0274]
[0275]
[0276]
[0277]
[0278]
[0279]

pGEX-ORF2 4745 HEV-ORF2 {4 K-gmtg 3L K. H 5’

Met
Glu
Leu
Gln
Leu
Asp
Ser
Ser
Ile
Leu
Tyr
His
Val

Thr
Asn
Gly
Asp
Arg
Gln
Val
Leu
Gln
Ser
Asn
Arg
Ser

Ser Val
Ala Gln
Glu Ser
Arg Pro
Ala Asn
Ser Thr
Thr Leu
Asp Trp
Gln Tyr
Phe Trp
Thr Thr
Val Ala
Ile Ser

Gln
Arg
Thr
Asp
Tyr
Val
Thr
Ser
Glu
Ala
Ile
Ala

Asp
Val
Pro
Val
Gly
Asn
Lys
Lys
Ala
Ser
Ser
Val

Lys
Val
Ser
Leu
Ser
Val
Val
Thr
Gly
Asp
Thr
Ala

Lys
Val
Ser
Leu
Ser
Val
Val
Thr
Gly
Asp

Gly
Ile
Pro
Trp
Ser
Ala
Thr
Phe
Thr
Gln
Tyr
Val

Gly
Ile
Pro
Trp
Ser
Ala
Thr
Phe
Thr
Gln

Ile
Gln
Ala
Leu
Thr
Thr
Leu
Phe
Thr
Leu
Thr

Leu

Ile
Gln
Ala
Leu
Thr
Thr
Leu
Phe
Thr

Leu

Ala
Asp
Pro
Ser
Gly
Gly
Asp
Val
Lys
Leu
Thr
Ala

Ala
Asp
Pro
Ser
Gly
Gly
Asp
Val
Lys
Leu

Ile
Tyr
Ser
Leu
Pro
Ala
Gly
Leu
Ala
Val
Ser

Pro

Ile
Tyr
Ser
Leu

Pro

Pro
Asp
Arg
Thr
Val

Ala Gln

Gly

Leu

Arg

Pro

Ala Gly

Val

Pro
Asp
Arg
Thr
Val
Gln
Arg
Pro
Gly
Glu

Leu

AR B FERER S K Bid 2 BRI RIVR 2 IR i AE 2 ik
g i 2 K 1 DNA 2 1 J2& @ ik PCR J7 22 A\ JFURE pGEX-ORF2 b 34 H ok, Ji ks

2l e

it e

Glu

His
Asn
Pro
Ala
Tyr
Ala
Pro
Leu
Tyr
Asn
Gly

His
Asn
Pro
Ala
Tyr
Ala
Pro
Leu
Tyr

Asn

Asp
Gln
Phe
Ala
Val
Val
Leu
Arg
Pro
Ala
Ala

Asplle
GlnHis
PheSer
AlaGlu
ValSer
ValAla
LeuSer
ArgGly
ProTyr
AlaAla

I1leAsp
HisGlu
SerVal
GluTyr
SerAsp
AlaArg
SerThr
GlyLys
TyrAsn
AlaGly
GlyPro

Asp
Glu
Val
Tyr
Asp
Arg
Thr
Lys
Asn
Gly

J—

2

AFFH, F R AR T AR, Fa A5 — P

A Nde I 474,3" witi A EcoRI

AL BIAR R 5 | 404 38 HOAE S B 4 N SR R I8 JIRE pTO-T7 [ Nde  1/EcoRI {7 £, HAE
KM EERERG P IITRE, RIEHWEHERAENImE L E - DFREAR, L5 M
NZIKFH). 2 ISR 12 11,
A 7 A A 2 IR B R B It T A At 5 Y HEV-ORF2 J5 PR i) o e 8 Ak 1T =k,

[0280]
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B IE o P BE PCR 17 VA AN T4 B 15, B 18 ik HoAth A4k oy B AR 52 ] DUAR DL iy 2L
AR 2.

[0281]  HEV SE4H & (A5 il 4%

[0282] L iA HEV 540 4 11 K U8 5 (1) 7 v ) 4 e Be v 2064 DAFR: v o 1 19 O i J ek o
#ian, fE e — NG, 2K 193CFFAENATH)) Wb TE S e —1
HEY, 2 Ik 194-603 W TE BT

[0283]  EEZH 4 9% g% i

[0284]  7E—ANT7 0, AR AR HE T —Fp AT A G52 HEV BegY () 7725, BRI TE A A K
B e e A, 19 LR ST B B2 R VST .

[0285]  7EiZ 77T AE FH I B4 R T A S A0 HEV Fi R, H P 4108

[0286] N i iy — A B2, B A2 BRIP4 58 AP, 808 = A7,
s PO AN 1), B AN R A, B S AN RS, B8R BN RS, 8GR NSRS, BB LA P
B, BN, SR AN, 8 AN A, 8RR A R R A ST AR A

[0287]  SHEFIY, bR H-AY)E I RANLIRE S 4525, il hn, 76 0 K, 10 2K, 30 R&5 1 3
A&, BTE 0 K, 28 R TWAHIE. BMFIEFUIMN 20 g EHEA D] 1000 g EAE
H, Eifte e su g ~ 10w g EALEH,

[0288]  FE4HT anSEjdsl] 12 (1) 75, AR PTR 2 Ik 414-603 (N Sty — i 2
1) WLIAIE S S i . = HURE 9% 0, 10, 30 R JA] FEHE 32 1) 3 AT 1) Sk, B4 7
B 10n g ALK 414-603, I EIA S28, 76565 2 A, = FE 7 pgwy Rims i o
ARSI R B PR, T — RAESE 3 W E T AERUR, 4E58 5 IR, = R P I E B
A P 5015 vy Ve o

[0289]  7E%H 6 JEBS, RIMIEPUATGEAE 1 0 10" ~ 1 ¢ 10°, Bhis B M HBV J@ge M-
JK R S B , e PR Ry R B B M HEV 5 25550k . T 5 s U e B i 3 RS, 4
MME ALT (R 2l ) ACE, Kl IS @b AR rh HEs s ol g RIESMEE 2 H, A ah %k
DLIIE ALT AP, AR (0 HFEs . 1 3 HoR et AL AE TR 30 RN G HER
ALT [IBH BTt my, 300, SEHFRRRF S 5 ~ 8 Jlo P DL Sgitifsl] 12,

[0290] H 5@ fEHi{Ak HE1F6

[0201]  FE407T W0 sEitEf] 13 kA, LEA L K 414-603 AP, Ml AGURATF N 7
RAHN IR LA S B BT 48 J7 325, TR T/ B2 AR 4l ML 3R HELF6 K L 43 WA 1) B S i
A HE1F6. 1% 5 v P AN 72 1% U0 HEV-0RF2 2 Ik E— AN RN BLER AL . HAEdR T -
(1) HTiR s DA EH 2 K 414-603 ZEAT 8 1 ENE SR, 45 SR R Z Wb FE b WA iR
2 ARG E WA 5, AR BTSSR I S, UL s BB TR
R A FHRAIIZRAT 5 (TT) FH PR 5 e B pi A St N HEV MyE Bl HEV MLiE 2547 BH
W SIS, I ZIAE 50 % DA b, $-oR LT UM A A HEV RARRAL 5 (TT1) DU B s HL
IRIEAT So 3R PCR, &5 LRSI SR BIbR A P [ HEV 05 5500 , $2 78 1% 5 vo DU IR 1) 2 A 22
Hr TR EER T .

[0202] A/ BHERALI BRSO HifA HELF6 F11 / B i BOnT A TR AR 4 T HEV it JR Bt f4
BUREZIR . WA T BIA W57 & s 7 % 4 3k PCR.

[02903] HFIfEPLIA HESFH
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[0204]  ZEANT AN SEiER] 13 15 iE+, LLEALZ Ik 414-603 P, 18 i AT 5T A 5
SN B R SRR BRI 2% 7325, T T /N SRS AS IR 41 MU R HE3FS R HL A3 A1 B se [ it
& HE3F5. %5 yo FEPUARSR: 5 R0 HEV-ORF2 Z ik | —Ageth kA, HiEdaT - (1) A
BT B g BE TR B 2 Ik 414-603 AT 8 1 EZE S 4G, 45 SRR 8 b AE i LS4 B 1 Rk
PrE W B0 T 2 AR AY, SRR R AR R DL 55, U B R v B TR U SR AL
NERMERAL s (11) P B se Bt A0 2 A HEV 3 806 HEV (M35 12847 BEL W7 S 46, P05
HRAE 30% LA, FEoR AT RO R AL A HEV RAREKAT .

[0205] A% BHERALAY BR FE R BT HESFS F1/ B BYnT A TS AR 48 HEV Pt JR BT 14
SR TR . WA T 1A R & i 38 PCR,

[0296] St fd]

[0297] LM 1 -

[0208] AU R B /SR AII 22 IR 193C JEPA (318 Uk A4 4

[0299] DL HEV-ORF2 FE[A ( i K5 5 SO A WG IR ) WM, 514 A R B, X 2 )ik
414-603 FE[RIHEAT PCR 471, PCR 2fF 20 :94°C 1 43%0.57°C 1 4340.72°C 50 #, 35 NMGIR
(BioMetra T-Gradient). & PCR =440 it But g B ¢ s[RI AC, 28 3k DNA Zlifb A (4E5% 2
7)) 4tk )5, B Ndel/EcoRT T N JFORL & & pTO-17.

[0300] 5|4 A :5” —~CAT ATG ACA TCT GTA GAG AAT GCT CA-3’

[0301] B[4 B :5" —GAA TTC TTA TGC GGA ATG GGG GGC-3’

[0302] £ Ik 193C KR IEMAAL R TR AL N R ISR P Ecoli. ERR2566, HkHUH ba
W&, H & 50ug/ml RIS EE =K LB B3 95 5% 3T CHR G G IR A 0D = 1. 0, FHEKRE N
0. 2mM [¥] IPTG AT T, B F 4R :25°C, 190rpm, 6 /NN B LS8 B A4, FH 48 T 22 A
(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &V, &8 75 B a 4, B OSSRk,
G 2% Triton X—100 [ T (20mMTris—HC1 pH8. 5,5mM EDTA, 100mM NaCl) & V%, Bl
AR AR, 753 0 2MLAMLSM R PR R UEAT 0 A PEAL TR . Horp AM R R ME BB S H
4 K = AP B R 2K, R 100 A5 AR BRI 1XPBS (pH7. 45) 1E 25°C N FAT & &1,
A 3 ke O EME BB, S0 7 i A (64 24 Beckman  System
Gold Nouveaul25NMP/166NMP) HFAT 44k, (o1 454 YAl 4ml/ 53-8, 1XPBS (pH 7. 45) ¥k
i, UV280nm #4531

[0303] St 2 -

[0304] £ ik 459-603 Z& Rl 3Kk ORI A 2L

[0305] DL HEV-ORF2 L[ ( s KA R AR MEIL ) AAA, H 514 A F1 B, XF 2 ik 414-603
FERIBEAT PCR Y14 . PCR 4544F 4 :94°C 1 23%0.57°C 1 43%8h.72°C 50 ¥, 35 MEH (BioMetra
T-Gradient) . Fi& PCR f= 4% ik B Ja bl b e [RIfie, 225 DNA ZiA0AE (3w ) 4ifh)a,
F NdeI/EcoRI g [ NGk 244 pTO-T7.

[0306] 5|4 A :5" —-CAT ATG TCG CGC CCT TTT T-3’

[0307]  B|# B :5° —GAA TTC TTA TGC GGA ATG GGG GGC-3’

[0308] £ Jtk 459603 (IR IEFNAAL 4 FKIE ki e AL N RIEH#K Ecoli. ERR2566, HRHY
sulE, &4 50ug/ml RIBE RN LB 85 755E 37T CIRGIEFEIL A 0D, = 1. 0, HHZIKRFEN
0. 2mM [¥] IPTG AT T, B F 4R :25°C, 190rpm, 6 /NN B Lo B2 B A4, FH 48 T 22 A
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(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &V, &8 75 Il aE w4, B 0SB Ak, FH
& 2% Triton X—100 B 1 (20mMTris—HC1 pHS. 5,5mM EDTA, 100mM NaCl) &%, B
AR BRI, 753 0 2ML AML8M R PR R UEAT 0 A PREAL TR . Horp AM R R ME BB S H
g R = AR B R 2K, F R 100 £5 AR BRI 1XPBS (pH7. 45) 71 25°C N AT &N &M,
A 3 ke BOFEME BIEW, S S0EH  F i Aa (fi) £ 2 Beckman  System
Gold Nouveaul25NMP/166NVP) HEAT 4ifk, (il 4 4F Ky Ji03E 4ml/ 43 %8h, 1XPBS (pH7. 45) ¥k
i, UV280nm K .

[0309]  SEjfs) 3 -

[0310]  ZJik 429-603 & [Al ) S 1K ook A4 72

[0311]  HEV-ORF2 ZE[A ( il K2 R AURMEIR ) MBI, 5190 A F1 B, X 2 Ik 414-603 2
[RIHE4T PCR 4738, PCR 41424 :94°C 1 43%0.57°C 1 434P.72°C 50 #, 35 NMEER (BioMetra
T-Gradient) . & PCR W)t id BEIRHEEES R, 200 DNA 4idbdt: (HE2E AW ) 4ifb)s,
FH Ndel/EcoR1 73 [ N JFki 24K pTO-T7 .,

[0312]  FI¥) A :5” —CAT ATG CAT GAC ATC GAC CTC G-3’

[0313]  F# B :5" —GAA TTC TTA TGC GGA ATG GGG GGC—3’

[0314] £k 429-603 FIRIEFNLiLl K 2RI TR 6 A0 AR IE B P Ecol i. ERR2566, HREX 5
sulE, & 50ug/ml RIBEZR I LB #5755 37T CHRGIEITEIL A 0D5q = 1. 0, HHZIRFEN
0. 2mM /] IPTG AT T, B F 410 :25°C, 190rpm, 6 /NN 25 CoSCBE B A4, FH 48 T 24 A
(50mM Tris-HC1 pH7.2,5mM EDTA,300mM NaCl) &V, &8 75 R i 4, B 0SB Ak, FH
& 2% Triton X—100 B 1 (20mMTris—HC1 pHS. 5,5mM EDTA, 100mM NaCl) &%, B
AR AR, 753 0 2ML AML8M R PR R UEAT 0 AL PREAL TR . Horp AM R R ME BB S H
g R = AP H R 2K, B R 100 A5 AR BRI 1XPBS (pH7. 45) 7E 25°C N FATIET &M,
A 3 ke BHOFEME BIEW, S S0EH  F i Aal (6i) 4 24 Beckman  System
Gold Nouveaul25NMP/166NMP) HEAT 4ifk, (il 2 4F y Ji3E 4ml/ 43%8h, 1XPBS (pH7. 45) ¥
i, UV280nm K .

[0315]  SiZjtfsl 4 -

[0316]  ZJik 394-603 & [Al ) SR Ak ook A4 72

[0317]  HEV-ORF2 ZE[A ( Frils K2 R AURMEIE ) MBI, 5190 A F1 B, X2 Ik 414-603 2
[RIHE4T PCR §7 3. PCR 41420 :94°C 1 43%0.57°C 1 434P.72°C 50 #, 35 NMEER (BioMetra
T-Gradient) . & PCR ;=420 it B bl B s [RDSC, 280 DNA 4ifb At (4] ) 4ifh ),
FH Ndel/EcoR1 73 [ N JFki 24K pTO-T7 .,

[0318]  F|¥ A :5” —CAT ATG CAG CTG TTC TAC TCT CGT C-3’

[0319]  F# B :5” —GAA TTC TTA TGC GGA ATG GGG GGC—3’

[0320] £ Jik 394-603 [{RIEFNLEAL R IE TR FEAL N K IEBAE Ecoli. ERR2566, HHT 5
sul, & 50ug/ml RIS ZR I LB #5755 37T CHRGIETEIL A 0D5q = 1. 0, HHZIRFEN
0. 2mM [¥] IPTG AT T, B F 4510 :25°C, 190rpm, 6 /NN B CoSCBE B A4, FH 48 T 24 AR
(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) BV, B85S Al i 4, B OB Ak 4, &
H 2% Triton X-100 ¥V I (20mMTris—HCl pHS. 5,5mM EDTA, 100mM NaCl) BJ¥, B0
AL AA, 753 0 2MLAMLBM R R AT 0 A AL T . o AM R BV IS & A 4
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KB R Al R H 22 K, 8 5 100 554K F 1XPBS (pH7. 45) 7E 25°C R TEMNT & 2, H
Bl 3 IR BT EME BIEW, M SR AE o It (il 452 Beckman System Gold
Nouveaul25NMP/166NMP) AT A4k, (A il 45410 Uitidk 4ml/ 53-8, 1XPBS (pH7. 45) Pefit, UV2
SOnm #: .

[0321]  SEJfe) 5 -

[0322]  ZJik 374-603 & (A ¥ 1K Bk A4 72

[0323]  HEV-ORF2 ZE[A ( Frils K R AURMEIE ) MBI, 5190 A F1 B, X2 Ik 414-603 2
[RIHEAT PCR §7 3. PCR 464424 :94°C 1 434P.57°C 1 43%0.72°C 50 b, 35 MiiFF (BioMetra
T-Gradient) . ik PCR ™4t i BEIRHE &L R, 200 DNA 4ifbdt: (HE2EAw]) ) 4ifb)s,
FH Ndel/EcoRI 5[ N Uk 2044 pTO-T7,

[0324] 5|4 A :5” —CAT ATG AAC CTT GCT GAC ACC CTG-3’

[0325]  5|#) B :5" —GAA TTC TTA TGC GGA ATG GGG GGC—3’

[0326] £ Jik 374-603 [FJRIAFNAAL K RIS TR A NFRIKBAR Ecoli. ERR2566, HRHL
sol, & 50ug/ml KARE A LB 859758 ST CIR MG TRIE A 0Dy = 1. 0, FHRWRE N
0. 2mM [ IPTG AT S, B S 44K :25°C, 190rpm, 6 /NN B CoSe 5 B A4, FH 40 T LA
(50mM Tris—HC1 pH7.2,5mM EDTA,300mM NaCl) &V, &8 75 e i 4, B0 e e Ak, FH
EH 2% Triton X—100 HI¥W 1 (20mMTris—HC1 pHS. 5,5mM EDTA, 100mM NaCl) &%, B0
AR AR, 7553 0 2ML AML8M R PR R AT 0 A PEAL B . o AM R =28 ME BIEW &S H
g R = R AR H R 2K B 100 £5 AR FR K 1XPBS (pHT. 45) 7R 25°C N AT &N & 1E,
A 3 ke EOFE M BIEW, M SR A 7 10 Al ()4 2 Beckman  System
Gold Nouveaul25NMP/166NMP) AT &4lifk, (% 2 ¢F y L3E 4ml/ 43%h, 1XPBS (pH7. 45) ¥
i, UV280nm #4531

[0327] St 6 -

[0328]  ZJik 225-603 & (Al ) 1K Tk A4 72

[0329] DL HEV-ORF2 &K ( s KA R IR MEL ) AR, H 5140 A Rl B, XF 2 Jik 414-603
FEEIBEAT PCR ¥ 1. PCR 4c1F 4 :94°C 1 23080 .57°C 1 4380 72°C 50 #2, 35 PMEIR (BioMetra
T-Gradient) . & PCR ¥4t i B NRHE LS R, 281 DNA 4ifbdt: (HE2E A A ) 4ifb)s,
F Ndel/EcoRT Sl N FURE A pTO-T7.

[0330] 54 A :5” —CAT ATG AAT TCA ATA ACC TCG ACG—3’

[0331]  5|#) B :5" —GAA TTC TTA TGC GGA ATG GGG GGC—3’

[0332] £ Jik 225-603 [{RIAFNAIAL 4 KB Tk e AU N R IE B HK Ecoli. ERR2566, HRE
sol, & 50ug/ml KHRE A LB 859758 ST CHR MG TR A 0Dy = 1. 0, FHRWR N
0. 2mM f¥] IPTG HEATE S, B S &A1 H :25°C, 190rpm, 6 /Mo B CoSCEE B A4, FH 40 1 4 v
(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &%, B A5 i i 4, B Do ER A4, A&
H 2% Triton X-100 ¥ 1 (20mMTris—HC1 pHS. 5,5mM EDTA, 100mM NaCl) &V%, B0l
ERALIRAE, 753 0 2MAMLBM [ PR AT 0 AR PEAL R . o AM R 2= ME BB & A 4
KB AR ) H 2 K, B T 100 £5 6B 1XPBS (pH7. 45) 7E 25°C R TEMNT & 2, Ho
B 3 e BT EME BIEW, M GO AE 4 1Tt (il 452 Beckman System Gold
Nouveaul25NMP/ 166NMP) AT 44k, (il 4 14424 < ilidk 4ml/ 738, IXPBS (pH 7.4 5) ¥EME,
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UV2 80nm #53.

[0333]  Sjfs] 7 -

[0334]  ZJik 394-607 &R ¥ Ak ok 4 72

[0335] DL HEV-ORF2 &K ( s K25 R HUR MG ) AR, H 514 A Fi B, XF 2 Jik 414-603
FEIKFEAT PCR 51 PCR 454820 :94°C 1 4380 57°C 1 4340.72°C 50 Fb, 35 MMiEF (BioMetra
T-Gradient) . & PCR ™4t i BENRHE &L I, 281 DNA 4ifb At (4£%E A A ) 4ifb)a,
F Ndel/EcoRT Sl N FURE A pTO-T7.

[0336] S|#) A 5" —CAT ATG CAG CTG TTC TAC TCT CGT C-3’

[0337] 5|#) B :5" —GAA TTC TTA CAC AGA GTG GGG GGC TAA-3’

[0338]  ZJik 394-606 [RIAFNAEAY 4 FRIK TR F AL N R B AL Ecoli. ERR2566, HkH 5
sLl, &4 50ug/ml RIBEZR I LB 5755 37T CHZ IR I A 0D, = 1. 0, HHEIKIE N
0. 2mM [¥] IPTG AT T, B F 4T 0 :25°C, 190rpm, 6 /Mo B LB B A4, FH 40 T 2 v
(50mM Tris-HC1 pH7.2,5mM EDTA,300mM NaCl) BV, B 75 R s A, B Ol st i4,
A 2% Triton X—-100 A% 1 (20mMTris—HC1 pHS. 5,5mM EDTA, 100mM NaCl) &%, B0
W R ALIRAR, B4 0 T 2MLAML8M [ R R IFAT 0 R VEAR BE . Horp aM R\ BB S A
g R R AR H 2K, B 100 A5 R B 1XPBS (pH7. 45) 7E 25°C N FAT T & 1,
AR 3 ke B RN BIE W, P mSOEAH 7 7 i Al ()£ 2 Beckman  System
Gold Nouveaul25NMP/166NMP) HEAT4liAL, (% 215y 0L 3E 4ml/ 43 8h, 1XPBS (pH7. 45) ¥
i, UV280nm #5 ,

[0339]  SEJfs] 8 -

[0340] £k 394-610 FEAI YR IA8 Tk #4) 2 -

[0341]  HEV-ORF2 ZE[ ( il K R UM% ) B, 51490 A F1 B, X2 Ik 414-603 2
RIHEAT PCR 3. PCR 45414 :94°C 1 20%P.57°C 1 73%80.72°C 50 F2, 35 MiEFR (BioMetra
T-Gradient) . ik PCR W&t i BENRBEEES R, 200 DNA 4ifb At (HE5E A A ) 4ifb)a,
FH Ndel/EcoRI g [ AN vk 244K pTO-T7,

[0342] S|#) A 5" —-CAT ATG CAG CTG TTC TAC TCT CGT C-3’

[0343] 5|4 B 5" —GAA TTC TTA AAG CAA TGC TAG CAC AGA-3’

[0344]  ZJik 394-610 [ERIAFNAEAY 4 I8 JFOR F A N R L B AL Ecoli. ERR2566, HkH 5
sLl, &4 50ug/ml RIBEZR I LB 5755k 37T CHZ I FF I A 0D, = 1. 0, HHEIKIE N
0. 2mM [¥] IPTG AT T, B F 4T R :25°C, 190rpm, 6 /Mo B LB B A4, HH 40 T 2 fd v
(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &%, &8 75 BRE R4, B OBk ik,
EH 2% Triton X—100 IV 1 (20mMTris—HC1 pH8. 5,5mM EDTA, 100mM NaCl) &¥%, B0
W R ALIRAR, B4 0 ) 2MLAML8M R R R IFAT 0 AR VEAR BE . Horp AM R\ BB S A
g R R AR H 2K, B 100 A5 R BRI 1XPBS (pH7. 45) 7E 25°C N FATIZT & 1,
R 3 ke B0 RN BIE W, P mSGBH 7 1 Al ()& 2 Beckman  System
Gold Nouveaul25NMP/166NMP) HEAT4liAL, (% 25y L 3E 4ml/ 43 8h, 1XPBS (pH7. 45) ¥k
i, UV280nm #5 ,

[0345]  SEjife) 9 -

[0346] Ik 394-593 FLAI YR IA Tk A4 2
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[0347] DL HEV-ORF2 JE[Rl ( F#s K2: R MG ) A, 514 A F1B, X2 ik 414-603
FERIBEAT PCR Y14, PCR 454F 4 :94°C 1 43 %80.57°C 1 43480, 72°C 50 7, 35 MEH (BioMetra
T-Gradient) . ik PCR " ¥)&t it BERBE &L R, 200 DNA 4ifbdt: (4£%EAw) ) 4ifb)s,
FH Ndel/EcoRI g N iuki &4k pT0-17.

[0348] 5| A :5° —CAT ATG CAG CTG TTC TAC TCT CGT C-3’

[0349]  5|# B :5" —GAA TTC TTA GAC GGG GCC AGC ACC CAG-3’

[0350] £ Jik 394-593 [FJRIAFNAAL SR IA TR b N3RIK B FK Ecol i. ERR2566, HREX
sul, &4 50ug/ml RIB&HZR I LB 85755 37T CHRZIHFFFIL W A 0D, = 1. 0, HHZIKRFEN
0. 2mM [¥] IPTG AT T, B F 4R :25°C, 190rpm, 6 /Mo B LB B A4, FH 48 T 2 Ad v
(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &:J%, ¥ 75 IRE B A, 2 Do e ER Ak, Fl &
H 2% Triton X-100 VAV I (20mMTris—HC1 pHS. 5,5mM EDTA, 100mM NaCl) &%, B0
EALIRAA, P53 0 2MAML8M R PR R AT 70 AR VEAL FE . Horp AM R AR PR BB W& A 4
KERAERHRZIK.

[0351]  sEjfsl 10 -

[0352] % Jik 394-583 k[l fit) & 1k Sk A4 72

[0353] DL HEV-ORF2 JE[R ( Frits K2 BB ) AR, - 514 A F1 B, X 2 ik 414-603
FEK AT PCR 4. PCR 454F 0 :94°C 1 08P 57°C 1 43%0.72°C 50 ¥, 35 MM (BioMetra
T-Gradient) . & PCR /= ¥)2t it B IRBEEEI I, 2827 DNA 4ifb At (HE%EA A ) 4ifb)s,
FH Ndel/EeoRI 7a [ N fuki &4k pT0-17.

[0354]  5|# A :5° —CAT ATG CAG CTG TTC TAC TCT CGT C-3’

[0355] 5|4 B :5" —GAA TTC TTA GGT GGA AAT AGC AAC CCG-3’

[0356] £ Jik 394-583 [FJRIAFNAAL KR IA TR b N 3R IK B AR Ecoli. ERR2566, HRELH
sulE, &4 50ug/ml RIBEHZR K LB 85 755E 37T CHRGIEFFIL W A 0D, = 1. 0, HHZIKRIEN
0. 2mM [¥] IPTG AT T, B F 4R :25°C, 190rpm, 6 /Mo B LS8 B A4, HH 48 T 2 A
(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &:J%, ¥ 75 B R B A, B Do B ALk, F &
H 2% Triton X-100 VAV I (20mMTris—HC1 pH8. 5,5mM EDTA, 100mM NaCl) &J¥, B0k
AL AR, F 53 A 2MLAMLBM IR IR SR IEAT i A AL 3 . Horp AM R BV HIS & 4
KERAERHRZIK.

[0357]  SEJEfs) 11 -

[0358] £ Ik 394-578 FE[A R 1A Uk f 4 .

[0359] DL HEV-ORF2 L[ ( s KA R AR MEIL ) A, H 514 A F1 B, XF 2 ik 414-603
FEIRHEAT PCR 718 . PCR 25410 :94°C 1 73%0.57°C 1 43 4P.72°C 50 5, 35 NMIEFR (BioMetra
T-Gradient) . Fi& PCR f= 4% ik B Sl b e R, 285 DNA ZiAbAE (3w ) 4ifh)a,
F NdeI/EcoRI g [ NGk 244 pTO-T7.

[0360] 5|4 A :5’ —-CAT ATG CAG CTG TTC TAC TCT CGT C-3’

[0361] 5|4 B :5" —GAA TTC TTA CCG ATG CCC AGC GGC ATT-3’

[0362] £ fik 394-578 [FJRIAFNAAL KR IE TR b NRIK B FK Ecoli. ERR2566, HREL #
sulE, &4 50ug/ml RIBEZR N LB #5755 37T CHRGIEFEIL A 0D55 = 1. 0, HHEIKRFEN
0. 2mM [¥] IPTG AT T, B F 4R :25°C, 190rpm, 6 /NN B Lo B2 B A4, FH 48 T 22 A
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(50mM Tris—HC1 pH7.2,5mM EDTA, 300mM NaCl) &%, ¥ 75 IRE B A, 25 Do e ER ALk, Fl &
H 2% Triton X-100 YAV 1 (20mMTris—HC1 pH8. 5,5mM EDTA, 100mM NaCl) Bi¥, B0
EEALIRAA, P53 0 2MLAML8M R PR AT 0 A PEAL TR . Horp AM R R ME IS & A 4
KEmEAERHRZ K.

[0363]  SLjfs] 12

[0364]  FEZH T 193C (JFHIAENATFH) ) RE i Gz fa i ik sL 56

[0365]  HY 3 H 3-5 Z U IE I RAE A B v ALl 4 ‘5 oA 1.2, 3%, S B )7 4 0. 5ml 1
(& 10ug ELHE AN 193C.0. 75mg Al (OH), A PBS il PH %2 6. 5) #% 0.10.30 K =A%
PV A R SR A A ARG I B4 2 1 414-606 (8] 9% ELTSA VAR L TeG Huikr=A:fhm (£
1), an3e 1 s, fEE K 2455 Z R4 TeG Pk, 5 1o ik mig

[0366] 3 1| HZH ik 193C FoJ5 1E a] M () ML V& A4 s v

[0367]
0 1w 2w 3w 4w bw 6w
1# - - 10° 10* 10* 10° 10°
ot - - - 10° 10° 10* 10*
3# - - 103 10* 10°* 10°* 10°

[0368]  HEV Wi R sis

[0369]  7EPE 20y ST 2811 193C e 6 Ji 5, FFEL 3 L 3-5 B W i E MR A % HR 4
53 G5 A 4,564, iR Bk FE T R LT R KR 5 0. 5ml JHY T (B HEV [ 1E
AR 1 0 8 BB, 4% RT-PCR 5 BRI HEV-RNA 2 4F ml T &7 10° 2245 ), 7EVE 5T
HEV IR G 4 RITUG, BRI SR 3508 4% RT-PCR AU HEV-RNA, B 2 ik (JA—.F1) K
MRS T HEV TG Hidk (2 FaRF0R I, 1 Ah2 H B4 S A 193C ik 3 i r i i
ELTSA 7 & (193C) , 5 — Pl e Uil ik o [ 24 b A= 400 1 b A 72 AT 1 S 1t v ) T 1 108
BB AR AR CHrel) BRI &, PR VIR YES 20\ [ AFE ORF2 F1 ORF3 KA T
GRE KPR ) TN M (ALT) FTHEV-RNA. 5 5 Wi WL 8¢ 2 /> H, EIX B P 4 3
SUETEISE ) R WA HER, M98 ALT R W&, B @il pe HEV TG HLARBIPE, 1M
193C AF R AT M BT HEVI G B A 7 2 B0 14, Ho A 5 e o T BH B 484k, D0 BH 1 193C 5 i
a2 7= A PR BES AR U (¥ HR AU FELIT HEV [ Jk e 5 i i HR A 44 180 fE 085 5 28 4 RIT4A
FEMEHERE, HFRr B2 50 50 RAMF 1R, MiE ALT N3 27 RIFH T+ (90u) , 5 35 Rik 3 /g
(> 400u) , 55 45 K NP IEH R TH &, MIEP0 HEV TgG Hrik BT Sk &5 5 o4 5
31 RFFGERH, 55 35 K R1IA EE I ERS:, 193C KA WM 21 RIFWERH, 5 28 KAk
U, 5 38 RIFUEHE TR EHA X A 58 fE R EIE G 56 4 RITUR I HER, Fhfrat e
550 KA AL, M35 ALT B 27 RIFUGTHE (56u) , 5 35 RIAE R (> 400u) , 5 45 K
B ARIE R R I E IS PT HEV TG HUik SR 7 S & SR o0 56 28 RITLHK HRIIA
re U IR HRE AL, 193C ARG 17 RIFLAEH, ROASRFEL T S a0 4L o# {E IR AE
WG 50 4 RITUR TR, IR s 258 34 KA E L, 3E ALT WS 7 RIFUETHE (67u) ,
REBREFEZRE 24 REVNBERIEHR KRB E, MIEH0HEV 1g6 Fiih fr Al et i &5

20



CN 101367869 B WO P 18/19 T

FONEE 31 RIFIEM H, 2 36 RHIIE mig FHRr4E, 193C -5 & W EE 21 RIFaHHH, 55 28
R B Ry

[0370]  SEjiiAA) 13 « 5 b FEBUAR Il &

[0371]  ZATR 40 ML 2 1) A

[0372]  HU 678 FUSHEYE Balb/c /N B, WK Sz B H/ N BRUVL IR R S AR IR e e FLAL Y
5ug 414-603 EAPE (RAAFR 501 1) o 15 KJ5, BT Ik EEA 50 5 BUH [R] 2 10 3R 45
A TS FIFLAL, DLAES . 30 K, Btk inssd 5 5 u g AR HLR, 3¢ T e
PEJG 72796 /NI, ARGE/N R, SCHE IV, DM o) 4 ALt B (BT RPMIL 1640 i),
N IC B A e id g, F 1/6 TR 40 Mo i 0 B 2R 1) SP2/0 /) B B g T 40 i, VR A
Lo, MR £ B (PEG 1500) {3740 o 55 /) bl e B8R 40 M SP2/0 b5 o 14 Ml 5 55 1k
AT RS 5, 3 BT 96 FL4 s gotiot (200w 1/ L) o 3 KJa, H HT BigrdEf Ik
P 7 KRG, H 414-603 BEAPURAHAIEAT ELTSA I 96 FLAN MR F7 4R b A% AT feg 4
Mo EIERE IR . AT ETA AU A BH M () 48 i s e, A PR RV IEAT ve AL .

[0373]  ELISA Kyl

[0374] T 37°CHA# 1001 1 414-603 EAHLIR (£ HPLC 44k, #f# T 0. 05mol/L frIR
B P, WREEZ R 0. 31 g/ml) , 76 12K MRS 96 58 LIl B3 o AR 10 25 FL i) b W B
2 /NI, FRE T ACIEAR (0. 05mol/L TR ZZ ML M2 /4 :20. 02g Na,C0,. 2. 52g NaHCO, il
FETFKE 1T, pH A 9.5) . H] PBS- IR (PBS— L4 8. 0gNaCl.0. 2g KH,PO,.
2. 9g Na,HPO, * 120,0.0. 2g KC1 F1 0. 5ml H-3 20, LB 77K E | T4, pH o4 7. 4) YR ER
CIBR R g APtR .. 285 H 200w 1/ FLEGE W MBI R < T PBS # N
AN 2% BIIRL0. 2% 4 AR 2% JERE ) 3T CHIM 2 /Nt B AT e BB E 1, 4 CIRATE .
[0375]  AGWES, TREFLAINA 100 u 1 40 Jad% 59 1i5 5 B 96 FLI B I i o i — PR PR X
HL A 100w 1 /R ZHLMIE (1 0 100 FBATH ) 5 53— FIPERT I, InN 100w 1 HT 48
MR FRI . 3T CHRA 30 43%h, ] PBS— rEJEYE 5 3, 0T J5 I N B AL B 45 & 1 E30 L5
RERR S (HRP-GAM 1gG) , 37°Cily 30 738, HUH 5 I PBS— Lok 5 3, 0 J5 58 5 IR
WV A B % 501 1 (TR A 5 :13. 4,HPO, « 121,04, 2g #7828 « 1,0 F1 0. 3g 144k
2o HZE /KPR 700ml 5 I B 85 A <0, 2g PO R LB <% L 20m1 — AL AR
Wl F 25 8 7 /K HR T AR AR 700ml) , 37°C 2 10 2380, A 50 1w 1 £y (2M H,S0, 25
B KB T00m]) Zeab N, FFFBEAR S EASTIN S FLIR) OD 50, 0 0Dy, 15 51 T B PEXT HE
2 A5 LA B AT A B

[0376]  HsgREBHUARIRK ISR X 4lith

[0377]  HY 10 J& %% 146 B Balb/c /N B, I Jis 3 B 4R IR A 5E a4 570, & 2 0. Bml. 277 KR
Jii s WOAR v I A 1 2% A8 988 40 Y, B0 25 BE S NN LV 1 85 95 55, Y 40 e R 2
2X10°72X 10° A /ml, & H/N R VESS 0.5ml. 7710 K S5 /N B &6 38 K, 7 46 U 42 I K .
3000rpm &L 15 738, WCH A [R) T & 2 A, — 0. 45 um (/N FLUE I ik JE R B, 70 %
Ji —20°CIRA7.

[0378] ¥ 4b 3 4F () B /K ] 0.02mol/L. Ph 7.4 f¥] PBS(81ml 0. 2mol/LNa,HPO,, 19ml
0. 2mol/L NaH,PO,, iNAEFEER /K 2 100ml) XA ke, Bidt ™ B NZ I ASA (WRRE WKL
EF) 50 % M ), 4 Cik . 4°C,12000rpm B0 15 73051, 35 LG, B ulic i T8 K 4
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U2 f51 PBS W o HiFE N BRI ASA fE T ER B IR FE IS 31 33 % LRI, 4 CHE B
4°C,12000rpm &0 15 73088, 7 B3, B oiie i T R KRR 2 511 PBS W $iidk T & i
Ze1E N ASA (Bl FRECIR FEIA B 50 % MR E ) , 4°Cid . 4°C,12000rpm B> 15 438h, 57 |
o WFUTIER TG E T PBS . ZENEMNT 1 1, BN 507100 £5 7 20mmol/L NaCl,pH 7. 8 [
120mmo1 /L Tris—HCl ZZyhil A 4 CHiFE T AR 12 /N A4y, BIE) SE e 3 IR DA 3BT . B
52 —20° CARAT
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