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1. sFRBAFXARE (HEV) AR ELBA AN S KRRE =R
RERIR, FFAEFFN AT F 5
FA R

Thr
Asp
Gln
‘Phe
Ala
Val

Val

Leu
Arg
Pro
Ala

Ala

~ .Gln.Leu Phe Tyr Ser Arg Pro

Val Val Ser Ala Asn Gly Glu Pro Thr

Ser Val
Glu Asn Ala GIn Gln Asp Lys Gly Ile

Ile Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn_

His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr
Ser Asp’

Ser Val Thr Leu Val Asn Val Ala Thr

Ala Arg _
Ser Leu Asp Trp Thr Lys Val Thr Leu

Ser” Thr
Ile Gln Gln Tyr Ser Lys Thr Phe Phe
Gly Lys
Leu Ser Phe.Trp Glu Ala Gly "Thr Thr
Tyr Asn
Tyr Asn Thr Thr Ala Ser Asp Gln Leu
Ala Gly
His Arg Val Ala Ile Ser Thr Tyr Thr
Gly Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala

Val Lys Leu Tfr

Ala Ile Pro His

Pro.Ser Arg Pro
Ser Leu Thr Ala
Gly Pro Val Tyr
Gly Ala Gln Ala

Asp Gly Arg Pro

Val Leu Pro Leu
Lys Ala Gly Tyr
Leu Val Glu Asn
Thr Ser Leu Gly

Pro His Ser Val
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BZEZANFT

Gln Leu Phe Tyr Ser Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr
Thr Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp Ile
Asp
Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln His'
Glu ‘ ' . _
Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg-Prd‘
Phe Ser Val
Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala
Ala Glu Tyr
Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr
Val Ser Asp
Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala
Val Ala Arg
" Ser Leu Asp Trp Thr Lys Val -Thr Leu Asp Gly Arg Pro
Leu Ser Thr
Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu
Arg Gly Lys
Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr
Pro Tyr Asn
Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn
Ala Ala Gly
His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly
Ala Gly Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro
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FEANEF

Thr Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp

Ile Asp '
Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln

His Glu
Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe

Ser Val
Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala

Glu Tyr
Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val

Ser Asp
Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val

Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu

Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala

Gly Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro
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His Asp Ile Asp
Leu Gly Glu Ser Arg Val val Ile Gln Asp Tyr Asp Asn Gln

His Glu
Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe

Ser Val
Leu Arg Ala Asn Asp val Leu Trp Leu Ser Leu Thr Ala Ala

Glu Tyr
Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val

Ser Asp _
Ser Val Thr Leu Val Asn val Ala Thr Gly Ala Gln Ala Val

Ala Arg
Ser Leu Asp Trp Thr Lys val Thr Leu Asp Gly Arg Pro Leu

Ser Thr

Ife Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala
Gly Pro

val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

2. DNAF, RASIGABRANER 1 GARFRXAFS K

3. EHARABAK, XT¥a&RAELLHDNAST, -

4. ATFREABREZREFRRERFORG ALY, 4L
—FmEBNFLETRZHEMN P HORAER 1653 K.

5. ATFRBEARRXABEN XA ERFORGEEY, OOME
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HapF ETRZAGEN F 69 HEV-0RF2 3 K, K A5 HFE AR5

Met Thr Ser Val
Glu Asn Ala Gln Gln Asb Lys Gly Ile Ala Ile Pro His Asp
Ile Asp
Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln *
His Glu ' ' " ‘
Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe

Ser Val
Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala

Glu Tyr
Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val

Ser Asp )
Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val

Ala Arg
Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Lgu-

Ser Thr
Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg

Gly Lys )
Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro

Tyr Asn
Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala

Ala Gly
His Arg Val ‘Ala Ile Ser. Thr Tyr Thr Thr Ser Leu Gly Ala

Gly Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

6. AFRBANMREZRBTFRXAFRAEARGLELY, G2 )
—FRA|ZK 2 & DNA &5 F,

7. BRAZRK 1LAZ KA THELT. AR AR ERHR
Fehahe A g,
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AT RE. 48 R& 7 KB X AmEe
$HK, B e A SR XA A

B AR 3R

AERFEANRBTA X B EF(HEV) AZERRERG SRR EL =
R =K, M T%% HEV-0RF2 % Ak &) DNA 4T, 2 A % DNA 5T
Wy kL&A, 4 CDR $RegHik o F, A T%A CDR % ikt DNA &
T, ReMg A&, REAREXRBIFXAEG. SHASET 5 @6 iig,
St A RBI XA L AR PR Y.
BFEFHEAK

KB X FH (HEV) RAEA —HHEHAERFTIEHFXGH
BT M 1983 F 4 St KA (Balayan et al., 1983.
Intervirology 20:23). REMX T ZAZATENMN. FEH. FEHY
ARFAE, KLABETHRAEEL T RMBRIEBERTEF,
TUAABEBXAEL, LTERBXEFT. AETHFRAALTFKN,
RERBAHTHRAKFTELFERARBIEXRELAS (Visvanathan,
1957. Indian J. Med. Res. (Suppl.). 45:1-30; Wong et al., 1980.
Lancet. 2:882-885; Myint et al., 1985. Am J Trop Med Hyg.
34:1183-1189; Belabbes et al., 1985. J Med Virol. 16:257-263;
Hau et al., 1999. Am J Trop Med Hyg. 60:277-280). HEV B % %
AARHESE, FAERL 2R EREREFIATEREA®E,
A ET HiX 17% v L (Tsega et al., 1992. Clin. Infec Dis.
14:961-965; Dilawari et al., 1994. Indian J Gastroenterol.
13:44-48; Hussaini et al., 1997. J Viral Hepat. 4:51-54).

K JE fn & HEV ﬁw%@lﬁﬂé’m%kiﬁaﬁr RKAFFA R PTA
%, EHTEEEREAEDHE HEV BEH 5 5K B M IL-FF T fe
YA fo MR K AR 6 R R R R, Mt A HEV 6 4 fe 32 A 69 R E A ARK,
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FIHELEERIREEHRBRA TAED KR,

1991 %, X ZBERKFTHEVHALA KA RBES, XALAB R
M IE4% L LB RNA &4 (Tam et al., 1991. Virology 185:120-131),
PHEV ABAMAFIN 5 EAN, 4 7.2kb A RmFXLBBLA A Fik
EHAER (ORF). 45T 5 K465 ORF1 %A mHE8HEY, £F 3
A% & ORF2 % Bya & L B4 M & . ORF3 89 5°3% 5 ORF1 89 33 4 1
MEAWEER, 3% 5 ORF2 A 339 A A 69 £ &, ORF3 ik Y 545 5
—ANHRHTAHGLEMHEZEEG. (Tan et al., 1991. Virology
185:120-131; Aye et al., 1992. Nucleic Acids Res. 20:3512; Aye
et al., 1993. Virus Genes. 7:95-109; Huang et al., 1992.
Virology. 191:550-558; Reyes et al., 1993. Arch Virol Suppl.
7:15-25),

A HEV R RN EREH T LAEELERR (IEM) XL EF A
B, Ad, ZLEEARRT5%FR RN, WBLESHTBT
AT, £ HEV EAHAELEFRANATRZIE, ZEET EZHOE
MBS BB R R WX % (ELISA). G P& X% (Western blot)
ReBER S (PCR) F, AT HEVALEMEAGEEHGER,

ELISA E R4 M HEV EHE G R4 & % KA 5 BER HEV 48 £
WR/ AR ELE. THEEG %% A HEV-ORF2 # HEV-ORF3 # % & 3%,
SR 5 R M %4 HEV-ORF2 L85 UMK B £ 45,

RIEGHFXLCERART HEV-ORF2 R E X A Eam % K
RBETAAAEARRERBE (VLP) (Li et al.,1997. J Virol
71:7207-7213), ZRBERD, PRI L FENBTELATBI ELRERR
PEESRERERFOREEGYME (Li et al., 1997. J Virol
71:7207-7213; Xing et al.,1999. Virology 265:35-45). £ Fix
WER, ARAEAZRAEBRREHBEGALAEZ LA K HEV &4
FOUEREFEREBREGRSEALME. AFEENR, XT®ZE
ART ORF2 HAGLEHEORASRILRB AT ERBERE. #—F
A, ReEaBRAS THRERES K ORF2 ZOHM 112 H1ER
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5 608 LAXBUEMBHOMEMEAZT (Xing et al., 1999.
Virology 265:35-45). 1 ORF2 &4 # 8 111 REAR TR IZE R
BBRANRERA R, AR —EREAFFRABALERFRAGHA
A%

AR &

AXPOBHRREAS KRBT X AF (HEV) A S EAEFRLG S
BREAE—RERZEE AREALXBETE N5 (EXEBETRA
FXBERF - EBERLFINE @A) 6 225 452 F 459 {2 R I B
ZH, EEREAXBETE-ANAAFNG S8 EREARE 610 AR
a]. |

AXPHBH—BORRETRBIF X HF (HEV) ASELEER
BERIE BRI =ZRAEK, EREXRBETEF-ANFIG 34 4LE
420 E RABZ N, A HERAKBETHE —AMFF T8 AR ZE 610
1 R ABRZ .

AZPeH— B GRRETREF X BF (HEV) AFHE LR EH
HERRE BRI ZRAK, EREAKBETEF-AF76) 39442 5
429 L RABZ W, FEEAXBETE—AFFG 578 AKE R E 610
{5 RIL B Z A .

AZRHF—BHRREN KRBT XAHF (HEV) A S ELEEHR
HERRE—RAERZRAE, KEHNAZAFT].

ALZRAA—BHARREAS KRBT X REF (HEV) A S ELETH
MERRAE_REXZREK, EAFAE=ZAF7.

AZRHE R —BORAREN KRBT X RE(HEV) A S ELAETH
BERRE —RER=ZRN, EFNAFOAFF.

AERGF— B RRESRETELRF (HEV) AZHELEATHR
BERRLE -—RAR=ZRME, EFHNAFALAFI.

AEPRANZES R LESKRARR S KA/ A4 % K.

ALXPHR—BERFLEDN F, EAHSEEEEZ 15 RH
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FE R ma ik BAER 5 K.

AKEPH S —BHARBEARRXEAR L a4 LK DNA 5F.

ALK R —B AR E LERK, HEIFS, A H K, H4H
W5 Ei# HEV-ORF2 % k&4, A EZLEREBEIB@MELE 1F6
ik, TELI B EZGBERAESTH_

AEKPH R —BORRBLEIBEBRE, S FELBERKE
HEIF6, # % L EhATHF L LR HEV-0RF2 2 k&4, @ik
B A

AEBMH S — B2 RE LXK P F B K HEIF6 ¢ AR T R
(CDR) #5 % Bk, B A A Mt CDR 2 k&g hfko T RAE N K.

AZPH R —BHIRBEATEEANELTREN X AFERAEY
BHWESY, OLEY—MmEEHFETEXGEANFH LEESR
Ea k.

AEPES—BHARBMATEEARL T REN X AEREN
RGBS, OLEV—FhAEGSHFETESHEMNTEFANAF
AN R AL D

AXPEF—BHARRBRATEREARLTREN X AFREN
BEGmst, a4 %) —# L& DNA 4F.

ALPHF—BHARE—FEMNREFXAEFRELNOT &, K
bEA—ZXEHEV—FHERX IR, SasREGHAER.
AEKPHF—BHARSE—FHEMNRETFXRERLGT &, £
EEV—#HEREASTFRERE.

iy

AEBAZHREAR, REABETHE -AFHE 220 £ 5 459 4=
fEABZE, AEARBETS —AAF16) 578 LRIAHE 610 1R

10
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KB Z A4y HEV-ORF2 %Ak, EHFRBERBAZTE—NFF6 374
L E 429 G RARZE, BEARXBETE —MFI T8 L RAARE
610 4L R B Z ] 89 HEV-ORF2 % Ak; R /REAKBLETHE -7
8 39442 % 429 L R A B W, BAKRBETE —AFF165 578 £ &
A B % 610 2R A B 8 65 HEV-ORF2 % Ak; £4F2 551 4 % A K 7]
& HEV-ORF2 % hk; #I4FZ 55 A F =475 69 HEV-0RF2 % Bk; &34
AR A F ARS8 HEV-ORF2 2 Bk; ZFRFFNAFRZNFIIN
HEV-ORF2 % Bk; FIF 2 A5 A % <A/ 56 HEV-ORF2 % Ak, @#id4
BB EEBARERMATE (E.coli) &k & ehiX & HEV-ORF2
% Bk, X% T A K HEV-ORF2 &4 N 33 5 R A 8, Bl & 5% 7 HEV-ORF2
B CIFN AR, MmAEE coli PEAREXAEMETAEORTB RAHFH
Bh, BAGELEEY, HAREE - NBEREREBMRELOILN
ML MAAR R B R, EEALETE A RNHREEGELER
ARG EE, X— kB RikE HEV &6 TP THA, B
BT A A HEV & % & HEV 2% 43 & A.

ALZRRHERREARA LG LR EBAEGLEDR, HEBETIL
¥ HEV-ORF2 # 7 #9%# f ik, £ 4Bk HE3FS 4574125 Lk
HEV-ORF2 % Bk b8 — A& k4L, M E 5Bk HEIF6 % 5+ 2 %)
HEV-ORF2 % Ak L&y —A-H4n® & 4.

AXPRIHBRET —FREGAESY, 0.5 F 74 %A FF 6 HEV
FTHEE, RARKBHEAER, 2EIMTFERFRERE, T
A £ W k% HEV B .

AZPRHERET A HEV RAERHE, ALt FAZHH
AR, ¥dAEA TS HEV ik, B A LR £ 0 Bl AR AET
—A~HEV AR P 25 &,

K& @%
hRAEFIANL, ZEMAGHABRAPRHFLEARELEGLIEL

11
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ARG BAABEGRGHRAARMERYAFTLS L. REHAGHFL
Fobm3ER, »TEEF. BEAF. LEFELFRETEHESA
MERBRT ZEAHFTRAT R, EARAT, RASMHE, ATEL
WA A:

“REAFXHAET R HEV, RE—FmE, REER, XKFEH,
(1) BilRERTFARGFELEBRIFL; (I1) TELAFHBRERRT
WA X mAE (HAV). ZRFX%F (HBV). ABF L% EF (HCV),
FTHFERAE (HDV); (II1) R F2A AR ETHEA
pTZKF1(ET1.1) % 1.33kb cDNA #§ A B 4B R B, FArE ik ATCC F
BB E 6TT1T 64 K A7 #H 4k BB4 # .

R BRARERESEPRBFHY 6 RELKH ALICN EZF, F
EBHAREABRAFINAAIMNEFBRAINEAAARBKT 5 (FEBE
#45), MTRAMAMNZR K (LR Dayhoff, M.0., Atlas of
protein sequence and structure (1972) Vol.5. National
Biomedical Research Foundation, ppl01-110, A & iz A3 2.
pp. 1-10). A EX A& & ALIGN BAHAT R KA AT =R B AF5])
REMEG—H %, BRFEVAANAEKARK)HAREARK THMAET
A 50%AE, WEAA LG E R,

R —ASKFINOAARFNER L E27THESKRFI, 124 N#%f/
RCHFALREMRESRASHARSFINGRLOAER, BHHH
SRR E. RERUMFAEAMFHERBREM, MARIEZ S KA A
ZK 1 E27THESKRNITAE SR, KA9565 DNA 5T 44 47 2 DNA.
oA TEEAMERAEZR 1 ETHASKAT G NS MmERBLRE
BRPRABRREAAS] SR/ XTI, RE C 3 L JUANAARAA
F b,

AKXPHEGE —FFH:
% —A 57

1 Met Arg Pro Arg Pro Ile Leu Leu Leu Leu Leu Met Phe

12
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Leu Pro Met 16
17 Leu Pro Ala Pro Pro Pro Gly Gln Pro Ser Gly Arg Arg

Arg Gly Arg 32
33 Arg Ser Gly Gly Ser Gly Gly Gly Phe Trp Gly Asp Arg

Val Asp Ser 48
49 Gln Pro Phe Ala Ile Pro Tyr Ile His Pro Thr Asn Pro

Phe Ala Pro 64
65 Asp Val Thr Ala Ala Ala Gly Ala Gly Pro Arg Val Arg

Gln Pro Ala 80
81 Arg Pro Leu Gly Ser Ala Trp Arg Asp Gln Ala Gln Arg

Pro Ala Ala 96
97 Ala Ser Arg Arg Arg Pro Thr Thr Ala Gly Ala Ala Pro

Leu Thr Ala 112
113 Val Ala Pro Ala His Asp Thr Pro Pro Val Pro Asp Val

Asp Ser Arg 128
129 Gly Ala Ile Leu Arg Arg GIn Tyr Asn Leu Ser Thr Ser

Pro Leu Thr 144
145 Ser Ser Val Ala Thr Gly Thr Asn Leu Val Leu Tyr Ala

Ala Pro Leu 160
161 Ser Pro Leu Leu Pro Leu Gln Asp Gly Thr Asn Thr His

Ile Met Ala 176
177 Thr Glu Ala Ser Asn Tyr Ala Gln Tyr Arg Val Ala Arg

Ala Thr Ile 192
193 Arg Tyr Arg Pro Leu Val Pro Asn Ala Val Gly Gly Tyr

Ala Ile Ser 208
209 TIle Ser Phe Trp Pro Gln Thr Thr Thr Thr Pro Thr Ser

Val Asp Met 224
225 Asn Ser Ile Thr Ser Thr Asp Val Arg Ile Leu Val Gln

Pro Gly Ile 240

13
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Arg

Glu

Asn

Phe

Thr

Gly

Met

Arg

Gly

Ser

Asp

Gln

Phe

241 Ala Ser Glu Leu Val Ile Pro Ser Glu Arg Leu His Tyr
Asn Gln 256

257 Gly Trp Arg Ser Val Glu Thr Ser Gly Val Ala Glu Glu
Ala Thr 272

273 Ser Gly Leu Val Met Leu Cys Ile His Gly Ser Pro Val
Ser Tyr 288

289 Thr Asn Thr Pro Tyr Thr Gly Ala Leu Gly Leu Leu Asp
Ala Leu 304

305 Glu Leu Glu Phe Arg Asn Leu Thr Pro Gly Asn Thr Asn
Arg Val 320

321 Ser Arg Tyr Ser Ser Thr Ala Arg His Arg Leu Arg Arg
Ala Asp 336

337 Gly Thr Ala Glu Leu Thr Thr Thr Ala Ala Thr Arg Phe
Lys Asp 352

353 Leu Tyr Phe Thr Ser Thr Asn Gly Val Gly Glu Ile Gly
Gly Ile 368

369 Ala Leu Thr Leu Phe Asn Leu Ala Asp Thr Leu Leu Gly
Leu Pro 384 o

385 Thr Glu Leu Ile Ser Ser Ala Gly Gly Gln Leu Phe Tyr
Arg Pro 400

401 Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr
Ser ‘Val 416

417 Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His
Ile Asp 432

433 Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn
His Glu 448

449 Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro
Ser Val 464

465 Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala

14
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Ala Glu Tyr 480

481 Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr
Val Ser Asp 496

497 Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala
Val Ala Arg 512

513 Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro

Leu Ser Thr 528

529 TIle Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu
Arg Gly Lys 544

545 Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr
Pro Tyr Asn 560 |

561 Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn
Ala Ala Gly 576

577 His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly
Ala Gly Pro 592 i

- 593 Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro His Ser

Val Leu Ala 608

609 Leu Leu Glu Asp Thr Met Asp Tyr Pro Ala Arg Ala His
Thr Phe Asp 624

625 Asp Phe Cys Pro Glu Cys Arg Pro Leu Gly Leu Gln Gly
Cys Ala Phe 640

641 Gln Ser Thr Val Ala Glu Leu Gln Arg Leu Lys Met Lys
Val Gly Lys 656

657 Thr Arg Glu Leu Fkok
661

HEV £47%& 6
HEV ¥4 % Ak

%Rk 414-603, BRI ABZWAFE, L FH—AFFE 414 24

15
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LB % 603 45 RILH.
F g A5

Thr Ser Val

Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp Ile
Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln His
Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe Ser
Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala Glu
Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val Ser
Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val Ala
Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu Ser
Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg Gly
Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro Tyr
Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala Ala
Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala Gly
Pro

Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

% Ak 459-603, FIAFELAFY, £ TF—AFF 6 459 {25,
ABZ 603 R AR,

16
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F A3

Ser Arg Pro Phe Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala Glu
Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val Ser
Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val Ala
Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu Ser
Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg Gly

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro Tyr
Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala Ala
Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala Gly
Pro

Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

% Rk 429-603, A AR AR, ETE—ANFFE 429 424
EBZ 603 R A B,

F AAF5):

His Asp Ile Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln His
Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe Ser

17
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Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala Glu
Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val Ser
Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val Ala
Arg '

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu Ser
Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg Gly
Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro Tyr

Asn
Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala Ala

Gly
His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala Gly

Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

% Bk 394-603, FRAF =K, ETHF—AFFIH 394 £K
Ak % 603 1 RAE.
B
Gln Leu Phe Tyr Ser Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr
Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp

Ile Asp
Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln

18
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M

Bl A5 ZR13/37I

His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe

Ser Val

Leu Arg

Glu Tyr

Asp Gln

Ser Asp

Ser Val

Ala Arg

Ser Leu

Ser Thr

Ile Gln

Gly Lys

Leu Ser

Tyr Asn

Tyr Asn

Ala Gly

His Arg

Gly Pro

Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala

Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val

Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val

Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu

Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg

Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro

Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala

Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala

% Bk 374-603, FHAFEAANFT, I THE—ANF565 374 £ 8
p

E B Z 603 R KB

%/\./1\}}’;-@]:
Asn Leu Ala Asp Thr Leu Leu Gly Gly Leu Pro

Thr Glu Leu Ile Ser Ser Ala Gly Gly Gln Leu Phe Tyr Ser

Arg Pro

Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr
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Ser Val

Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp
Ile Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln
His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Tle Ser Thr Tyr Thr Thr Ser Leu Gly Ala
Gly Pro

Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

% Bk 225-603, BN AFE AR, 2 TF—AF5 225 21K
& Z 603 R,

%A 5
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Asn Ser Ile Thr Ser Thr Asp Val Arg Ile Leu Val Gln Pro

Gly Ile
Ala Ser Glu Leu Val Ile Pro Ser Glu Arg Leu His Tyr Arg

Asn Gln
Gly Trp Arg Ser Val Glu Thr Ser Gly Val Ala Glu Glu Glu

Ala Thr
Ser Gly Leu Val Met Leu Cys Ile His Gly Ser Pro Val Asn

Ser Tyr
Thr Asn Thr Pro Tyr Thr Gly Ala Leu Gly Leu Leu Asp Phe

Ala Leu
Glu Leu Glu Phe Arg Asn Leu Thr Pro Gly Asn Thr Asn Thr

Arg Val
Ser Arg Tyr Ser Ser Thr Ala Arg His Arg Leu Arg Arg Gly

Ala Asp
Gly Thr Ala Glu Leu Thr Thr Thr Ala Ala Thr Arg Phe Met

Lys Asp
Leu Tyr Phe Thr Ser Thr Asn Gly Val Gly Glu Ile Gly Arg

Gly Ile
Ala Leu Thr Leu Phe Asn Leu Ala Asp Thr Leu Leu Gly Gly

Leu Pro
Thr Glu Leu Ile Ser Ser Ala Gly Gly Gln Leu Phe Tyr Ser

Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr

Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp

Ile Asp
Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln

His Glu
Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe

21
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Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala
Gly Pro

Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

% hk 394-606, FFA R AFF, £ TF—AF36 394 22
A# Z 606 1 RAR.
F A5
Gln Leu Phe Tyr Ser Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr
Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp

Ile Asp
Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln
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His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro

Tyr Asn
Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala

Ala Gly
His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala

Gly Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro His Ser Val

% Bk 394-610, FAAFZTAFH, A THE—AFHNE 394 LR
ABZE 610 LR KE.
F+ A5
Gln Leu Phe Tyr Ser Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr
Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp
Ile Asp

23



200810085110. 7 oM P E18/3Tm

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln
His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp ,

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala
Gly Pro

Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro His Ser Val
Leu Ala

Leu Leu

% Rk 394-593, FIAF+—AFF, LTH—AFFIE 394 42
KA B E 593 L RAE. ’
F+— A5
Gln Leu Phe Tyr Ser Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr

24
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Ser Val

Glu Asn Ala Gln Gln Asp Lys Gly lle Ala Ile Pro His Asp
Ile Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln
His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala
Gly Pro

Val

% hk 394-583, FIAF+ AR, ETEF—AFF6 394 4
R B E 583 L RAHAK.
F+ = AR
Gln Leu Phe Tyr Ser Arg Pro
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Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr
Ser Val

Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp
Ile Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln
His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys |

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg Val Ala Ile Ser Thr

% Bk 394-578, FINAF+=ZAFH, L THF AP 394 4z
fKE B ZE STB AR,
F+ = A5
Gln Leu Phe Tyr Ser Arg Pro
Val Val Ser Ala Asn Gly Glu Pro Thr Val Lys Leu Tyr Thr

26
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Ser Val

Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp
Ile Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln
His Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe
Ser Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala
Glu Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val
Ser Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val
Ala Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu
Ser Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg
Gly Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro
Tyr Asn

Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala
Ala Gly

His Arg

%A 193C, FAAFE~AFH, AF —HHAABRATHRAR, XL
EXE—AFIH 394 Rt e E 5T8 L RARKY K.

F <A A5

Met Thr Ser Val
Glu Asn Ala Gln Gln Asp Lys Gly Ile Ala Ile Pro His Asp Ile
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Asp

Leu Gly Glu Ser Arg Val Val Ile Gln Asp Tyr Asp Asn Gln His
Glu

Gln Asp Arg Pro Thr Pro Ser Pro Ala Pro Ser Arg Pro Phe Ser
Val

Leu Arg Ala Asn Asp Val Leu Trp Leu Ser Leu Thr Ala Ala Glu
Tyr

Asp Gln Ser Thr Tyr Gly Ser Ser Thr Gly Pro Val Tyr Val Ser
Asp

Ser Val Thr Leu Val Asn Val Ala Thr Gly Ala Gln Ala Val Ala
Arg

Ser Leu Asp Trp Thr Lys Val Thr Leu Asp Gly Arg Pro Leu Ser

Thr

Ile Gln Gln Tyr Ser Lys Thr Phe Phe Val Leu Pro Leu Arg Gly
Lys

Leu Ser Phe Trp Glu Ala Gly Thr Thr Lys Ala Gly Tyr Pro Tyr

Asn
Tyr Asn Thr Thr Ala Ser Asp Gln Leu Leu Val Glu Asn Ala Ala

Gly
His Arg Val Ala Ile Ser Thr Tyr Thr Thr Ser Leu Gly Ala Gly

Pro
Val Ser Ile Ser Ala Val Ala Val Leu Ala Pro

AEXPRHELTRERXSKGER S RKREATE S K,

% 7% % Rk 69 DNA 4--F 2 i id PCR 7 i AR ¥ pGEX-ORF2 F ¥ 3§ i
k. Ji% pGEX-ORF2 F %4 HEV-ORF2 t94& k%L HA. A 5% %4
Nde 1455, 3% %A EcoR I e MEilHyEERER R, HA
J& M &3k Ji % pTO-T7 # Nde I/EcoR 145 ¥, FAEKMHAE AL Z
Gbt TRk, REBAETHAEGENBEALATRAR, LB
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AHE KA. ARFEEF 1 E 11,

LKA EE SR %A T AR ML HEV-ORF2 E H &
EBEAMER, RABALEH PCROF EFEBAILSAME, XABT
H e AR AR ARA R T AR e K75 k53,

HEV 4% 4 R G &

Lk HEV A F ORBAEAFTHFT EREREGALY, UBGE
A BRI, B, EEF -4, $K193C (FHHE A
AF3) BHTARANEBEN, £F—-AA46%H, %K 194-603 BH T
A8 ERH .

FTUEORYG AT E
E—AF@E, KAEXBRLET —FHEANKRE T HEV BREGF &K, ¥
BAREANRZRGRGEEY, BlhoLi] 25, REKTEH.
EZFEFRERAGEFHRESBAEHROLLHEVRR, LA H:
N#A—ANFTHREAR, BF ARABRABAFNE: EAF7,
REZAFN, REWAFN, REFENFT, REFAFT], XF
EAEI, REAANFR, RBAAFT, RETAFH, RE+—
M, RETZAFF, RLEEFFGERAFIXFTEFT.

Fiey, LRXRBRLSEAMBLIZIMAERLS S, b, £0 X,
10 £, 30 K& F 3A#E, L0 K, 28 RETHANE. HAH
I VAM 2nug THEGE 100pg THE G, FFHIEANHF Spg-
10ug E4H%9.

EmYmdad] 126805 %F, ARABENGRER S K 414-603
(NspF—FRAR) LAEZ FLRETKR. = REAMEE 0, 10,
ORI RBEZHSAIANENRE, BEAMNE4 10ug T4 % A 414-603.
i BEIA S8, £5 2 AW, ZRBTFFEH A il by o T 5
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MERATAE, ZT7T—REF3HALLFARAK, £F 5B, =X
He T 64 o AR B B3 R Gk,

A% 6 A, BEhigREBEAL 1:10"~1:10°, stad A% HEV &
FRETHRERLE, ZBEEREREFSE T X EZAEWHEV 5E5H £,
AFEERABRERFTIRFERS, BB oF ALT (28) KF, £k
BAATHEHEL, EREEAE 2 A, LEBELERLLF ALT K
Fes R, LA BEEEHSE. A3RALENBALLSF 30 XAL
A ALT ARG, B, ERFBEHE 5-8 A. FR LAY
12.

% % B4 HE1F6

EmPp i 1365 % F, AEM S K 414-603 AR R, At
KGR EAR B FTAEAEREANE T &, FEETIRER
J@ e % HEIF6 R 4 356538 B4k HEIF6. % % n B AR i
iR 5 HEV-ORF2 3 sk E — A X K MR 42, AiE#E T (1) AHRE
B ERASEMAS K 414-603 A E VN ELE, LR AAHHS
REBEGSRAEERENR, BLRF S ZERH, nAHFEREK
LB &, HAZELERKRENEEAHAEBE £ (I1) AMfRE
% FERAFEEAAHEY AR HEV e A3t Tl £ %, HHE
BAES0% AL, BFEMEMEALN HEV R A &AL, (I11) AATE R
LERARATLERHK PCR, EREHKAIFA T HEV RERE,
RTZELBERARNEACREETRRAELA,

AKBREGE F Bk HEIF6 Fo/RE R ETHA TERNE AT
HEV ft B AR mAHEE. BT EIA XM ER L ZH K PCR.

¥ % %3 HESFS

EmfioEias 136895 FF, AEH S K 414-603 AR R, AT
AABFRAR RO FTRALAGCREANE T E, KRAETIALER
& m e % HE3FS R Ko abey 3 B3k HESFS. # £ a4 i
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25 HEV-ORF2 $ sk L —A &M x4, R T: (1) AMEE L%
RN EAS K 414603 T FOHFETLE, EF AL PHRALEA
FORKALERECPERT SRRy, A HhHSRBERRELALKS,
W ZELERA RN RS KA (11) AR E LRkt 2
PEHAA HEV A 75 S #& HEV e 75 dE AT FRLBT £ 55, # 4 E 4L 30% A B, 32
TE AR A K AL A HEV X R &A%,

AL IR # E Kk HESFS Ho/ XA K BETH TRM A S
HEV R AR XK EBE. AT EIA XA &8 LB HIK PCR.

5% 76,451
5 1
B AENAFIN S K 193C A B e & & FalE: .

vA HEV-ORF2 A B ( FE KX F XL MBI BEE) AWK, AZlHA
FoB, X %Ak 414-603 A FH 347 PCR ¥3%. PCR £4-4: 94C 1 454,
57C 1 44k, 72C 50 #, 35 A2k (BioMetra T-Gradient). ki
PCR WA BRI I, 23 DNA etk (4505 ) 4L,
/A NdeI/EcoRI %BAREH AR pTO-T7.

Z14 A: 5°—CAT ATG ACA TCT GTA GAG AAT GCT CA-3’

Z14 B: 5°-GAA TTC TTA TGC GGA ATG GGG GGC-3’

%8k 193C s A X Fe bt B A AR EHAUNER LB K
Ecoli. ERR2566, I ¥ 5%, M4A A 50ug/ml FAREF#y LB KL
37TCH H BRI A E 0Dso=1. 0, BLEREH 0. 20M #5 IPTC AT 5,
FF4&4HA: 25C, 190rpm, 6 . BOKERK, ABBLHBR
(50mM Tris—-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &:§, & 7Fsi#
Bk, BoKEHIK, AAA 2% Triton X-100 #&E% I (20mM
Tris—-HC1 pH8.5, 5mM EDTA, 100mM NaCl) &%, BKE G FK,
FH5 AR 2M. M. MR EZHA ;B THLEE, A& M EEEHRLE
ERAAEREZHENBNG K, HE 100 42474 1XPBS
(pH7.45) £ 25 C FHATEN S M, X HB 3 k. HFoFEHEF
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&, B GRERMYFmeEE (4 &% Becknan System Gold Nouveau
125NMP/166NMP ) #t 47 464k, &% &4 A& 4ml/ 4%, 1XPBS
(pH7.45) #pL, UV280nm &M,

S 2
% Ak 459-603 KRB &y L X REM &

vA HEV-ORF2 A B ( & X F X B HE ) SR, A% A F B,
3t % Bk 414-603 A F 24T PCR 3. PCR &4k 4: 94C 1 4. 57C 1
5% . 72C 50 %, 35 /~#43F (BioMetra T-Gradient). Lif PCR /&
A mEEREEK, 23 DNA bk (£ 5FNG) s%ibs, A
NdeI/EcoRI % BN & 4K pTO-T7.

514 A: 5°-CAT_ATG TCG CGC CCT TTT T-3’

7141 B: 5°-GAA TTC TTA TGC GGA ATG GGG GGC-3’

% Bk 459-603 # R EFoshih: B A XA BEHUAE LB

Ecoli. ERR2566, B ¥ %%, MAA 50ug/ml FHREEM LB ZHRE
3TCH B IEHRTAE 0Dss=1.0, ALEEAHN 0.2uM 65 IPTG #4735 5,
HG L& H: 25C, 190rpm, 6 D H. BSKERK, AmBALRR
(50mM Tris—HC1 pH7.2, 5mM EDTA , 300mM NaCl) &%, B Fa s
Bk, BokELEK, AALA 2% Triton X-100 #E%& I (20mM
Tris-HC1 pH8.5, 5mM EDTA, 100mM NaCl) &, &Sl £E %K,
FoRM oM M MM R EZRTHBREHRRAE, Ay MEFERL
FRAABKEHULEES BN K, KL 100 424K, ey 1XPBS
(pH7.45) & 25C THAEMNEH, ¥ BRI K. BSHFEMLEF
&, BRGREEMMLYyTiwe#E (# &% Beckman System Gold Nouveau
125NMP/166NMP ) 34T 464k, & #E K44 AR 4nl/ 54, 1XPBS
(pH7.45) #&H, UV280nm 3.

74 3:
% Bk 429-603 A B o9 R R B
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v HEV-ORF2 A B ( FB X F A HIEWEE ) AR, A3lH A F B,
% Bk 414-603 I BE# AT PCR 538, PCR &4 4: 94C 1 94, 57C 1
kP, 72°C 50 £, 35 NAK (BioMetra T-Gradient). _Ei¥ PCR &
Wi mEREE ek, 233 DNA #ifbk (5035) 4ie, A
NdeI/EcoRI £ BEA R A &K pTO-T7.

514 A: 5°-CAT ATG CAT GAC ATC GAC CTC G-3’

714 B: 5°-GAA TTC TTA TGC GGA ATG GGG GGC-3’

%Rk 429-603 M AL s BARXFERUAERZXEHR
Ecoli. ERR2566, HeJx % %, MAA 50ug/ml FAREE4 LB 244
STCHHZEHERZE 0Dso=1.0, ALRKEH 0.2mM #5 IPTC #4755,
w4 A: 25C, 190rpm, 6 8. BUKERK, AP EER
(50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &%, # % as
Bk, BokfEaBRK, ALA 2% Triton X-100 #%%& I (20mM
Tris-HC1 pH8.5, 5mM EDTA, 100mM NaCl) E&¥, &SI E 6 HK,
B A 2M. AM. SM I REFF AT BT HLAE, K d M gEEHRE
ARAAUKEHLENBN 2K, KFHEx 100 244,48 1XPBS
(pH7.45) &£ 25 C T ATHEMN M, L F&& 3 L. BFIHLEF
%, BRASRERAMAS T EE (452 Beckman System Gold Nouveau
125NMP/166NMP ) AT 46 4t, & # £ A: #iE 4nl/ 4548, 1XPBS
(pH7.45) #BL, UV280nm 4@,

%) 4
% Rk 394-603 AH ey AR R EHE:

vA HEV-ORF2 A B ( F#H X F X HZWE ) A, M54 AF B,
2t % Bk 414-603 2 W 347 PCR ¥ 3%. PCR &4 4: 94C 1 44.57C 1
4. 72C 50 #, 35 APE3R (BioMetra T-Gradient). _Li£ PCR /*
hedmgEER K, £i3 DNA 44tk (£5F0438) 4L, A
NdeI/EcoRI % BAREHKK pTO-T7.

714 A 5-CAT _ATG CAG CTG TTC TAC TCT CGT C-3°
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F14 B: 5°-GAA TTC TTA TGC GGA ATG GGG GGC-3’

% Bk 394603 Mk ke shit: BEXEEHLAELLGHR
Ecoli. ERR2566, PR ¥ %1%, M4AA 50ug/ml FHREFEZ6H LB EH A
3TCHhH TR E ODsso=1. 0, ALREH 0.2uM 8 IPTC #H47H F,
FHFEM4 A 256C, 190rpm, 6 ‘IE. BOKEERK, A@FHLHBR
(50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &, & F# s
Bk, BokERBHK, AASA 2% Triton X-100 #&E% I (20mM
Tris—HC1 pH8.5, 5mM EDTA, 100mM NaCl) &%, &£ @Bk,
B AR 2M, M. SM SR EFHITH R T RLAR, EF M A FERE
FRAOAGKESHEESBG S K, FEA 100 1246488 1XPBS
(pH7.45) f£ 25CT#HATEMN LM, L FHR&R 3 k. BSHFIRLFE
%, BRGREMASTHEE (#4572 Beckman System Gold Nouveau
125NMP/166NMP ) # AT $h4b, & K44 AiE 4nl/ 54, 1XPBS
(pH7.45) #BL, UV280nm %R,

5345 5
% Rk 374-603 K B 69 & X R B

vLHEV-ORF2 R B ( AR X FXHEKEE) A, A3H AFB,
34 % Bk 414-603 AR B 347 PCR 3. PCR &4 4: 94T 1 44.57C 1
%k, 72C 50 #, 35 A953K (BioMetra T-Gradient). L3 PCR
WL IEBEEKREKR, £ DNA S (5 ndE) sibE, A
NdeI/EcoRI f BN EH K pTO-T7.

71 % A: 5°-CAT ATG AAC CTT GCT GAC ACC CTG-3’

314 B: 5°-GAA TTC TTA TGC GGA ATG GGG GGC-3’

% Rk 374-603 Bk kAo shil: BEAXREHAUALKXFHR
Ecoli. ERR2566, B3 5, MA4AA 50ug/ml FARE X4 LB 354
STCHH3EHREHE Dso=1. 0, ALREH 0. 2uM 65 IPTC #4755,
#S4&4 A 25C, 190rpm, 6 B, FOKERIK, Aad e
(50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &%, #£F##A

34



200810085110. 7 oM P 3E29/3Tm

Mk, BokEaHK, AASA 2% Triton X-100 #9&E % I ( 20mM
Tris-HC1 pH8.5, 5SmM EDTA, 100mM NaCl) £i%, & .Mk &%k,
HHR A oM. AM. SM B R EH AT BT B, AP M EETHE
FRAABKESZHENAN S K, H AL 100 4246 R4 1XPBS
(pH7.45) £ 25 C THATEN B, L F#& 3 k., BSHFILHLEF
%, BASRERAMS T E#E (# %2 Beckman System Gold Nouveau
125NMP/166NMP ) # 4T 4646, & &4 4 RiE 4nl/ 454k, 1XPBS
(pH7. 45) #BL, UV280nm #@.

LA 6:
% Bk 225-603 F B 69 R A AN

VA HEV-ORF2 A B ( FH KX F X B WE) 8K, A3lH AF B,
st % Bk 414-603 A B 34T PCR 3. PCR &4 4: 94C 1 4. 57C 1
24F. 72C 50 #, 35 A#53K (BioMetra T—-Gradient). L& PCR /*
Wzt mERK ek, %t DNA shitAE (£5FN5) e, A
NdeI/EcoRI JLBEA R H K pTO-T7.

514 A: 5°—-CAT ATG AAT TCA ATA ACC TCG ACG-3’

314 B: 5°-GAA TTC TTA TGC GGA ATG GGG GGC-3’

% Bk 225603 M E XA WEARXARESBMUARZIEH®
Ecoli. ERR2566, %R ¥ % ¥, M4 A 50ug/ml FARFF65 LBREHFA
3TCH HIEHF TR E ODsso=1.0, ALREN 0.20M #5 IPTC #4755 F,
#H S &4A: 25C, 190rpm, 6 DB, BoKkERK, AEBLHR
(50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &, & F##
Hk, BokEOEA, AAA 2% Triton X-100 #3E& T (20mM
Tris-HC1 pHS8.5, 5mM EDTA, 100mM NaCl) &%, B %E aH4k,
FH A oM. 4M. SM e R AR AL B EWMAE, X P MM EFEZXHE
ARAFEK T HAEGBN S, ¥F A 100 424K 1XPBS

(pH7.45) f£ 25 C TRATHEMN LM, L F#HE 3 k. R EK LR
B, BRGFCERMAS T &% (H &% Beckman System Gold Nouveau
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125NMP/166NMP ) st AT 4b 4k, &3 £ 45 Ak 4ml/ o 4%, 1XPBS
(pH7.45) ZEW, UV280nm &R,

LA T
% Bk 394-607 35 B 89 £ K R M

vA HEV-ORF2 A B ( FHE X FXEIKHE) AR, A3l4 A F B,
3t % Ak 414-603 A B 347 PCR ¥ 3. PCR £4%: 94C 1 94F. 57C 1
4. 72C 50 #7, 35 A4E3k (BioMetra T-Gradient). _E3i& PCR =
WA RR ek, 213 DNA sibkE (£%278) 4is, A
NdeI/EcoRI & BN ##H 4K pTO-T7.

F1% A: 5°-CAT ATG CAG CTG TTC TAC TCT CGT C -3’

514 B: 5°-GAA TTC TTA CAC AGA GTG GGG GGC TAA-3’

% Bk 394-606 M R KA st B ERRARAEHAUALZ LA KR
Ecoli. ERR2566, B ¥ ¥, M4 A 50ug/ml FARE XM LB FHE
3TCHZ3EHTRE 0Dsso=1. 0, ALKEA 0.2uM & IPTG #HATH F,
HFEAEA: 25C, 190rpm, 6 oAb, BOKEEHK, A@ELME
(50mM Tris—HC1 pH7.2, 5mM EDTA , 300mM NaCl) &, B F&#A
Bk, BoKkELHK, BAA 2% Triton X-100 #9%%k I ( 20mM
Tris-HC1 pHS8.5, 5mM EDTA, 100mM NaCl) &%, B SKE &HK,
FHA A 2M. M. SM R FRTH B EHLE, AF M EEFTHRE
FRAAEKESHEGABG S K, KA 100 42446 1XPBS
(pH7.45) &£ 25CTHATEN I M, X Tk 3 k. BCHFERLEF
%, BARAGXERAASTHEHE (&% Beckman System Gold Nouveau
125NMP/166NMP ) 47 $ 4L, &3 4 4 ARk 4ml/ 4 4, 1XPBS

( pH7.45) #EBt, UV280nm £@|.

5 749 8:
% Bk 394-610 K H e A X REME:
vAHEV-ORF2 A B ( FH KX FEHILHE ) A8, A3l A f B,
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2 % Bk 414-603 I E3E47 PCR ¥ 3. PCR &4 4: 94C 1 494, 57C 1
4. 72C 50 %7, 35 AME3K (BioMetra T-Gradient). _Ei& PCR *
e Rk, 23 DNA shibhE (L£5F05) %ibe, A
NdeI/EcoRI % BN & ¥ &4k pTO-T7.

F14 A: 5°-CAT ATG CAG CTG TTC TAC TCT CGT C -3’

7149 B: 5°-GAA TTC TTA AAG CAA TGC TAG CAC AGA-3’

% Bk 394610 Wi kA o sbft: B EAREBHUAEL BB
Ecoli. ERR2566, # I % B, MAA 50ug/ml FARE L6 LB3zHA
JTCHHIZH TR ZE ODss=1. 0, ALKEA 0.20M 85 IPTC #4735 F,
HFHHAH: 25C, 190rpm, 6 Iuf. BOKERHK, AmBAEMR
(50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &%, B EHR
Bk, BUoKEGHRK, AAEA 2% Triton X-100 &% I (20mM
Tris-HC1 pH8.5, 5mM EDTA, 100mM NaCl) &, 3 -S4 &F4K,
FHAA M. AM. SM MR ART B E LR, AP M EEFEHRE
ARAEABBRESHEG BN S, K 100 444k, e 1XPBS
(pH7.45) £ 25CTHAENEM, A FHKE 3 k., BB EBHLEHR
&, BFASGREMAS THE#E (F &2 Beckman System Gold Nouveau
125NMP/166NMP ) AT 44k, & &4 4 Rk 4nl/54F. 1XPBS
(pH7.45) 26BL, UV280nm 43,

L34 9:
% Rk 394-593 A E &9 KR R
vA HEV-ORF2 A B ( FH X F X HIEZBE) YK, A3l A B,

% Ak 414-603 R B # 4T PCR 3%, PCR &4 4: 94C 1 94F.57C 1
4%k, 72C 50 #, 35 AM#A3R (BioMetra T—Gradient). _Ei£ PCR =
Wz Rk ek, %id DNA 4ibE (%08 ) s%ibE, A
NdeI/EcoRI % MAJREH K pTO-T7.

714 A: 5°-CAT ATG CAG CTG TTC TAC TCT-CGT C -3’

714 B: 5°-GAA TTC TTA GAC GGG GCC AGC ACC CAG-3’
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% Bk 394-593 My Rk fe it B EAEREHUALZAHR
Ecoli. ERR2566, W % % B, MAAH 50ug/ml FARFEEMH LBRAFL
STCHhFHIEHFTRE ODsso=1. 0, ML EH 0. 2uM 85 IPTC 34T F,
HFAEMEA 25C, 190rpm, 6 hEf, BOKERK, A@BLKE
(50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) #:¥, 2 & #E
Bk, BukEOFRK, MAA 2% Triton X-100 #%E % I ( 20mM
Tris-HC1 pH8.5, 5mM EDTA, 100mM NaCl) &%, B WikE ik,
FoAA oM M. M R AT R T HAE, Ay IMERFEHE
FREABKEGEEN B S,

FHe4] 10:
% Bk 394-583 A H & R X R M E:

vA HEV-ORF2 3 B ( FH KX FEZH KW E) A8k, A3l A F B,
st % Bk 414-603 LW 3L 4T PCR 738, PCR &4 4:94C 1 94k.57C 1
54k, 72C 50 #7, 35 A95% (BioMetra T-Gradient). _EiX PCR =
WA ERKE K, %3 DNA ik (5N ) sibE, A
NdeI/EcoRI LB £ &Kk pTO-T7.

7149 A: 5°-CAT ATG CAG CTG TTC TAC TCT CGT C -3’

714 B: 5°-GAA TTC TTA GGT GGA AAT AGC AAC CCG-3’

% Bk 394-583 M E L fe it BEEXAREHIAUALRLXBHR
Ecoli. ERR2566, BB %M, RAH 50ug/wl FAFEE6 LBIFHE
3TCHGIEHRTAE ODs=1. 0, ALKAEH 0. 2uM #5 IPTG #HATHF,
HE 5B A 25C, 190rpm, 6 DB, BOKEERK, ABALRR
( 50mM Tris-HC1 pH7.2, 5mM EDTA , 300mM NaCl) &%, A& 7 ##
Bk, BokEHRIK, BAH 2% Triton X-100 #%% I (20mM
Tris-HC1 pH8.5, 5mM EDTA, 100mM NaCl) &%, B4 aiBK,
FoAA oM. M. SM MR EHTH B ETHARE., AP IMRFEHLE
FRAEABKESHEEN BN S
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L] 11:
%Rk 394-578 A E M R X FAEME:

vA HEV-ORF2 X B ( FH X F X I E ) A4k, A3 A F B,
3t % Ak 414-603 X H 34T PCR 7 3. PCR&HA4: 94C 1 454, 57C 1
24, 72C 50 #7, 35 A~4E 3 (BioMetra T-Gradient). L& PCR /*
Wzt RE ek, £33 DNA 4ibi (55038 ) i, A
NdeI/EcoRI % BN R &K pTO-T7.

31% A: 5°-CAT ATG CAG CTG TTC TAC TCT CGT C -3’

514 B: 5°-GAA TTC TTA CCG ATG CCC AGC GGC ATT-3’
% pk 394-578 M kA el H A X TR EHALAELELEHR
Ecoli. ERR2566, I ¥ %M, M4AH 50ug/ml FARF A6 LB3ZF4AK
STCHHEHFITRE ODs=1.0, ALREA 0.2uM # IPTG HATH T,
#HFEHH: 25C, 190rpm, 6 B, BUKERK, A@BELHR
(50mM Tris—HC1 pH7.2, 5mM EDTA , 300mM NaCl) &%, B EFHH
Bk, BoKRELHEK, BAEA 2% Triton X-100 #9#%&E%& I (20mM
Tris-HC1 pH8.5, 5mM EDTA, 100mM NaCl) %%, & Sl B4k,
BLoRA M AM. SM MR EFHTHATHLHE, AT MEZTEHRL
AREABKESGLENB G S K.

E et 12 |
FHEE193C (FANAFAAFT) RS ARBEAREE

M3 RIS FEHBEARFEARLGELS NG TA L 2. 3#, %
BEAERFAH0.5nl £ (4 10ug THEZE G & ¥ 193C. 0. 75meg A1 (OH); A
PBS 38 PH % 6.5) % 0. 10. 30 X = A PLE 5 3 4, B8 K ik A HR)
FHE Y 414-606 |4 ELISA AR K g6 KAFEHFEAL (K1) , o
17, BARKSZAESE A& Ig6 ik, F AL IE.
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A1 T4 %MK 193C LR B THY hFAkRrR R

0 1w 2w 3w 4w 5w ow

1 # - - 10° 10 10 10° 10°

2 # ~ - - 10° 10° 10 10°

3# - - 10° 10° 10" 10* 10*
HEV A H B %

ERGBEHREAEZGI9CEG 6 AE, AR 3 X35 F#HelE
BHEANBEASHNBFTH 4 5. 6#, BELXEBRAAFRETES
BRiE S 0. 5ml fe i (B $ HEV 69 /T #_ A2 7 1:8 ##, % & RT-PCR ¥ &
4% HEV-RNA X F nl 5B &2 E 10° £ 4), £E44 HEV 842t 6 4
X4, B XKEEME % %K RT-PCR 4B HEV-RNA, &8 2 & ( B—.
£) R Ao e iF B HEV 1gG ik (2 A FAER, 1 #2ZAETHEG
193C a4 8 T & 365 ELISA XM & (193C), H—#HAF AL TE
TR ELHAEDRHERENARE L FHENHAAEARAT (H
) MEAMNE, ERBRAIBGIF YES 23] 65 635 ORF2 #» ORF3 A L
AR SKFR). SAMEAE (ALT) # HEV-RNA. mELHFRE 2 A
A, EEHRESH I RETREEY RALAHS, £F ALT AR
&1, #A XA &P R HEV 1gG Sk A, @ 193C & A &4 R 3 HEV
IgC RAAF LMY, REFEEF LA R LWL, HAF 193C AEH L
B EAGRARBRIFO T Ioran HEV 98 %, adBR4A 4# BETHK
BERFEF 4 RABERESE, FHEESF 50 XA4FE, &F ALT
MFE 27T X3 (90u), % 35 XA F F% (>400u) , % 45 X T K
FEFABAE, £FRUEV Ig6 itk HAEAMNEXPLERAF 31
X #d, F 35 R AL, 193C AMEMMAE 21 R4
¥k, % 28 XA G, F 38 RABATHREY, sTHBES# BT
WEAFRF A RN BEEHF, HFEEF 50 XAk, i ALT
IKF 2T XFF#7t3 (B6u), % 35 KixF &% (>400u) , % 45 KT H
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FEFAARIE, moF HEV 1g6 4k FHAAMNELMERAF 28
F ik %S, 193C KM EMME 17 RF&¥E, 2
ZRESFGEY, XBBHRBAREAZES 4 RITHEEHE,
FEHLES 34 KFBE, hFALTAE 7T XF¥H45670), RE8
EAZES 24 AP TFTHREET XFI S, oAk HEV Ig6 Fk: 4
EAEAMERAF 31 KFHEE, F 36 RFAS%EHFHEE, 193C
EMEMME 21 -k E, F 28 X Ik H%.

TP 131 FnERAGH &
rRBEBRGTE

B 678 Bl Balb/c DR, WREAEE XD RIA ZS5A 4K
TAEFAE 5pg 414-603 TAKRKE (EHAKRS50p1). 15 X5,
HHFRERBERFMAZAREABKR LA, LA EH.
0K, BEHRMBAESSpng RmERMGRR, FFTRERLEE 72796
b, F R, KERE, BEHERmEER (T RPMI 1640
BAAFR), mpiniampiti. & 1/6 THABARZTRIZHRG
SP2/0 NREHMBEEM, REE &, AART=#H (PEG 1500) &
Mmie s ) R EHBE @ SP2/0 a4, Baeiab FAhRGHASS
JeRAE, 25T 96 Lmieizfided (2000 1/8L). 3 X&, A HT
RBALFBREHE. 7T XJ5E, A 414-603 £45 R L4kt # 4T ELISA
#al 96 s i TR B LFEREk. ST EIALRM A MK
& tmie 5, AR A RBERIAT LEL.

ELISA %@ ik

F 37CTF4E 100n 1 414-603 T4k BE (£ HPLC %44k, E#HT
0.05mol/L BB L E ik F, RELH 0.3ng/nl), £ 12K 546
96 BLAERSHEAKRNELABEAR 2 I8, BET 4CE R
(0.05mol/L #E% A& gERA: 20.02g Na,CO;. 2.52g NaHCO; Jm
&5 FAKE1H, pH A 9.5). A PBS-=ti& (PBS-wkiZ &g A: 8.0g
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NaCl. 0.2g KH.,PO,. 2.9g Na,HPO,*12H,0. 0.2g KC1 #= 0. 5m] v+ 20,
mEkBFAKELH, pHAT.4) RBEZBRAR I ALELOREEG.
RER 2000 1/3Lea 8 Mk (HARMA RS T PBS &k FimA 2%8
B, 0.2%% & @A 2% 4 ) 3TCHE 2 b, BA. T B ETHA,
ACHKR#A.

¥l af, THILFMAN 100p ] miasEik LiF; 3% 96 LM FH
EMAE -, mA 100p1 DR ZeiF (1:100 HBLEA);
FE—HBAE, mA 100p 1HT @ig3E k. 37TCIRE 30 24k, A
PBS-wti@ 2t 5 &, M TEMAIEANLDEELSNEFRALAEKRES
(HRP-GAM IgG), 37T i 30 £4F, B &M PBS-=kigzk 5 &,
FEEEMAEYZEAB X500 1O ERBE A 2D A1 13, 4,HP0,*12H,0.
4.2g B HO A 0. 3g T EAAEA, AXBFAKPAFTHAKEN 700n];
BBk BRaH: 0.2g WFPRBKEER,. 20nl —FEFEBEM LB FAK
FifF R4 700ml ), 37C R & 10 454, hex 50 n 1 %k & ( 2M H,SO,
*&BFTAKEEZE T00ml) %k BF, HF TEHAFMNELIEZILE ODw,
BE ODyso A5 T W PEXT B 2 4504 L& TAL A Fa bk,

B B R 6 KR RS

BO10 A egiE &k Balb/c MR, BEEHBRATAERN, HX
0.5ml. 277 RJG, KEABKGEIB@mIE, HoELFE, MARS
fEegEik, AYMBEEE 2x10°72 x10°A/nl, HFRAPRESH
0.5ml. 7710 X G/ DRBEHE K, AHKEEK. 3000rpn F S 15 4
B, BRIRFEEFHRSGEREK, —0.45um DL EBRTERYE, 2
FE-20CHHAF.

KaA@FagEAKM 0.02m0l/L. Ph 7.4 5 PBS (81ml 0. 2mol/L
Na,HPO,, 19ml 0. 2mol/L NaH.PQ.,, AmAEFE E K F 100ml) 4Z#HH,
WHTRAZZE AN ASA (FRREREAS 5008 i), 4CiER, 4
'C, 12000rpm &~ 15 94F, FLF, BREETREAKR 2128
PBS ¥. #HTHRBEZFZ mA ASA FAB R E XS 33%tafE, 4C
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#EFd A, 4C, 12000rpn B 15904, FL#F, BRRETREK
AR 2 4569 PBS . BH TERAZZ mA ASA (BB 4K E AT 50%
taFe ), 4Cit4&. 4C, 12000rpm &5 15 94, H#LiF. s
TEZHPBS ¥, EAEMNF T, A 507100 454 20mmol/L NaCl,

pH 7.8 # 120mmol/L Tris-HC1 £ 4% F 4 CHIF T AL 12 I AL A,

WA FH 3 AU LENER. REESE-20CKA.
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