[19] PEAREMEER MR~

. ml & B E MR OB P

TS ZL 03154287.5

[45] RWAEH 2007 £2 A 14 H

[51] Int. CL
GOIN 33/53 (2006.01 )
GOIN 33/535 (006.01 )
GOIN 33/569 (2006.01 )

[11] IEWMAEE CN 1300582C

[22] AigE 2003.8.20 [21] HRig= 03154287.5
[73] ERA HHEHRKERAHA
st FUEKORHE 131 54 1%

[72] ®BA =38 BREK BRERKE ZTM

[56] &%k
CN1331414A
CN1053042C
US5374520A
US5672471A
EP0834742A1 1998.4.8
CN1038699A  1990.1. 10
JP2003 —43044A  2003.2.13

wER TUTH

2002.1.16
2000.5.31
1994.12.20
1997.9.30

[74] £HREHM | N = LHREFRAA
REA X

BORIZSRAS 3 B BERAH5 29 3T BRI 5 3T

[54] &ZRAEHR

EB J75 75 8 1 B 15k S 15 W PR 12 Wi ik 5 4 S HE Al

S IRES
[57] ®E

A KR KR R =2 19 EB s 25 8 3 AR 8 R 9L
JEUREI M3 A K IR R & B K& EB S E A
2 k25 R S e PR A T ¥, EFRIMTE
SRS W A ( AR et S A B 2 ) R R IR
Wi E K EB 2 H EBNAL (BKRF1) & H. Zta
(BZLF1) ®H M VCA - p18 E/E N HLHUR, A
L L7 RIS KT, SRR AR BEH Ik B
RS R G EB R E A HEAT k. RIAA
ait, BUHIH RN G, MMAEEA EB e
JRAE EB A UK PG . TASL EB R BRI S I T
PRIE M52 W &P EB iR B g B RIML MR
A0 P38 22 RE A% B VE B AL A % 5 A BhBh 2 T
BE G . L3R DA DAL 8 S M 0 XU P 5
Z WA LAY .



03154287. 5 R F E Ok $ $1/30

1. —# EB WEEABBKAERKZH AN &, BFF: HEXTHEMD
B AT RIME . BEY. RERNE. MRS USRI LA
& EB iEMPIR, HAFEAT EBRSHEHR N : EBNAI FHH. Zta

FHEM VCA-pl8 TH, H ik EBNAI & A MEERTFIETE:

PVGEADYFEYHQEGGPDGEPDVPPGATEQGPADDPGEGPSTGP

RGQGDGGRRKKGGWFGKHRGQGGSNPKFENTAEGLRALLARSHVERTTDEGTWVAGVF
VYGGSKTSLYNLRRGTALATPQCRLTPLSRLPFGMAPGPGPQPGPLRESTVCYFMVFL
QTHIFAEVLKDAIKDLVMTKPAPTCNIRVTVCSFDDGVDLPPWFPPMVEGAAAEGDDG

DDGDEGGDGDEGEEGQE .

2. MFESFER 1 rididfg, HASMEAE TR EBNA1 HHMEE

Br310:

MSDEGPGTGPGNGLGEKGDTSGPEGSGGSGPQRRGGDNHGRGRG

RGRGRGGGRPGAPGGSGSGPRHRDGVRRPQKRPSCIGCKGTHGGTGAGAGAGGAGAGG
AGAGGGAGAGGGAGGAGGAGGAGAGGGAGAGGGAGGAGGAGAGGGAGAGGGAGGAGAG
GGAGGAGGAGAGGGAGAGGGAGGAGAGGGAGGAGGAGAGGGAGAGGAGGAGGAGAGGA
GAGGGAGGAGGAGAGGAGAGGAGAGGAGAGGAGGAGAGGAGGAGAGGAGGAGAGGGAG
GAGAGGGAGGAGAGGAGGAGAGGAGGAGAGGAGGAGAGGGAGAGGAGAGGGGRGRGGS
GGRGRGGSGGRGRGGSGGRRGRGRERARGGSRERARGRGRGRGEKRPRSPSSQSSSSG
SPPRRPPPGRRPFFHPVGEADYFEYHQEGGPDGEPDVPPGATEQGPADDPGEGPSTGP
RGQGDGGRRKKGGWFGKHRGQGGSNPKFENTAEGLRALLARSHVERTTDEGTWVAGVE
VYGGSKTSLYNLRRGTALATPQCRLTPLSRLPFGMAPGPGPQPGPLRESTVCYFMVFL
QTHIFAEVLKDATKDLVMTKPAPTCNIRVTVCSFDDGVDLPPWFPPMVEGAAAEGDDG

DDGDEGGDGDEGEEGQE .

3. — 7 EB JW 53 8 A BB S R M2 Wk R @ M % 5%, RS EB
FEAPURRIGI% . dilbbnid. Birme. Belhls. M. THR
WER . BEARPUAIRAEBN &« BRI A . PR U TE 9 X B
e R AR KW SORGEE %, HAFEE T e BES % Mg M
#%, Ho EBHREEEEATURNSEIEA:
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A. I%EE EBNAl EERIE—&L Bl

PVGEADYFEYHQEGGPDGEPDVPPGAIEQGPADDPGEGPSTGP

RGQGDGGRRKKGGWFGKHRGQGGSNPKFENTAEGLRALLARSHVERTTDEGTWVAGVF
VYGGSKTSLYNLRRGTALATPQCRLTPLSRLPFGMAPGPGPQPGPLRESTVCYFMVFL
QTHIFAEVLKDAIKDLVMTKPAPTCNIRVTVCSFDDGVDLPPWFPPMVEGAAAEGDDG

DDGDEGGDGDEGEEGQE

M zta HAFS), B

MMDPNSTSEDVKFTPDPYQVPFVQAFDQATRVYQDLGGPSQAPL
PCVLWPVLPEPLPQGQLTAYHVSTAPTGSWFSAPQPAPENAYQAYAAPQLFPYSDITQ
NQQTNQAGGEAPQPGDNSTVQTAAAVVFACPGANQGQQLADIGVPQPAPVAAPARRTR
KPQQPESLEECDSELELKRYKNRVASRKCRAKFKQLLQHYREVAAAKSSENDRLRLLL
KQMCPSLDVDSTIPRTPDVLHEDLLNF

LK VCA-pl18 EEFFI, Bl

MARRLPKPTLQGRLEADFPDSPLLPKFQELNQNNLPNDVFREAQ
RSYLVFLTSQFCYEEYVQRTFGVPRRQRAIDKRQRASVAGAGAHAHLGGSSATPVQQA
QAAASAGTGALASSAPSTAVAQSATPSVSSS ISSLRAATSGATAAASAAAAVDTGSGG
GGQPHDTAPRGARKKQ

X=F" EB W HEEREERERETH mRNA 55, HEEFEEZ %R

cDNA J751;
B. Bt 7] A3 #i% cDNA FFFIRI5 4. #EATF5 1,
C. ¥ PCR ¥ ¥ 7 54 Mt Ik B B A R 52 % 2] Eco R1/Bam HI ¥4k
) )R % 40 LR 1K pGEX2T Uk 8 b, 4 B4R TR 5% 22 KT i,
BTOLKN T EARNKKBE, REWIHRITREAE, AH
HEr-mad oRREERTIEE, SREeEAn EERESK
HIKHERE 4B 248 I H IR B2 It H o A i stk .
4. RIEECFIER 3 Frid il &R & 7775, HAEET EBNA 1 519)1%
ek

5'-TAC GGA TCC CCT GTA GGG GAA GCC GAT TA-3'
BamHI

S'“TAC GAATTC TCACTC CTG CCC TTC CTC CAC-3'
EcoRI
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5. RIERANER 3 Frid A ERBIETTIE, HAFIEET Zta 51980 A

5'-TAC GGATCC ATG ATG GAC CCAAACTCGAC-3'

BamHI
5-TAC GAATTC TTA GAA ATT TAA GAG ATC CTC-3'
EcoRI

6 ARIEBUHZER 3 Pri’ il A G HIHI%T75, HIFIEAET VCA-pl18 5¥)ix

AWk
5-TAC GGA TCC ATG GCA CGC CGG CTG CCC AAG-3'
BamHI

5'-TAC GAATTC CTACTG TTT CTT ACG TG-3'
EcoRI1
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EB ¥ 8 5 B Rk o 2 T B 12 Wi ) B L6 4 O
[BARGE]

2 5 BR Boxt B MRYEE B HLAth EB 9 R AR SO R HEAT LK 12 W Y
ARG REFETE, FHRERAREN EB REBEEO/EANEHURR
0 ofn 3 B AR K SE BRI & UL K. BB R B B A & kR & B S IR B
AR ER T
[ REAR]

EHRE, JLF100% MUHLLEMARHERET EBHE, 80%
AR EB REHE. EB RERWHEILERAILIFE
—HME 2 Z3M FEREBM, AL 3IMUL) KPR (REEK
i) 1 EB AEDUE. RESET, FAERRI=AWHEETE]EX,
Rt 7 MRS R, T ARERKES EBREBRBEE TR,
RER N REBBX BRI M EB REHERK, FImER. BEK
NK/T ZH Ak IR Fib Ao (2 B J 08 4 e B 40 R 1 5 i <5
MRERX. RIRH BE ME EB MBI 5 B BREBERE,
i et B 40 R G 2 O BB LTS EB R B HUERI B ILE — e F M

B A # PR G PR LN B EB RETUA KRN (RERK
BERARBINEE—EBE LREUM (EMAEEMRE T HEN
WK E 2 %) BnEH CRHJLATRBEITE, B0 1:20, 1:40,
1:80 %, MAKA BATEEEERN+4 R AR HFERR), BX EB
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TREE R IRHE S R ARS8 I R T E R R RO BB
MRS, B B IE K2 RA IR RKT M EB R EDE,
KA IgA Fuik . XHIanAs gemf V)it 87 1% S 0 B i 4 MUt B0 B
ML S BAFE M PR KF (B¥E: p18 VCA IgM. fK3EF1HE p18 VCA
IgG. pl8 VCAIgG #1 EBNAI IgG).

R X S R AR F T %7 BB R B SRR GeR &, 7EM T
27 EB REMHGRRN, RETABENRS. BNREHXAE
BRR PR ) AL 22 W7 EB SR B SRR BT IR, (B 48
EB REMREKTPHN—EFHHE. WAKSE. €KF, HELEE
WHIARUE. LA, N FESBE R M R, W e R& S Z AZE
RMRAR—HESEAESRRMZANER, BITWERT.
[RIAAE]

ARAKEMETRRABEROAR LA, RA4E— EB HE
FABBK AR M2 EANE, AR SRR HEELISA) B
HEWHEM EB FWEIRNERYE, TRET 'R/~ EB
HREDURAF RBBRE AU LR X R0 IR R S B IR B v
(ELISA)EE&RF N, RAEZNMLEERIEMARIN, EhERK
i A IE AR RS BUR  RtE. TT R, FriRiiBEE Sk
WHHEELISARA T &% M, 7Y ERRMAKNES, RiE
T W AT S

AR FIEFRME L SWAME (SR R% RN EIE)ER
KRR HMER EB HMEED AXEERFS] 95%HIFEME) A
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EBNA1 (BKRF1) EEHKIE—#, Bl:

PVGEADYFEYHQEGGPDGEPDVPPGATEQGPADDPGEGPSTGP

RGQGDGGRRKKGGWFGKHRGQGGSNPKFENIAEGLRALLARSHVERTTDEGTWVAGVF
VYGGSKTSLYNLRRGTALAIPQCRLTPLSRLPFGMAPGPGPQPGPLRESIVCYFMVFL

QTHIFAEVLKDATKDLVMTKPAPTCNIRVTVCSFDDGVDLPPWFPPMVEGAAAEGDDG
DDGDEGGDGDEGEEGQE

LA Zta (BZLF1) E M VCA-p18 EH (B! 18Kd I VCA B
BFRF3 HH). XAX=% EB mEEBIENEHIER, AR mE
PR, FREESMHREBEBERRE RSP EBHE
BA#TRE. REMAL, SR H2HARE, MEES EB K
BYURTE TS W 7 A AN A -

1.  EBREHIRR R

2. W3 EBREBREMFEEMENSN &7 EB REEEL,

3. LAERHEZMEIELAE (Infectious mononucleosis)

FERE B ARESE (Infectious mononucleosis
syndrome) ;

4, MIEFDENSEIEE R B

5. BEIRIUFEAG B8R XK

XEFEE GNSFHUERE) R & T DUAEE T AN w1 L {E
i, WA LIHEEH. Flin: EBNAL-TgA Fl Zta-TgG HISA AR KK
WURE T g 22 BRE N TR, Bl AXEHEWEDERE
EBNA1-IgA B, X2 Zta-Ig6 FAtE: DPEBWEBREFRHELE
EBNAI-IgA PAME, th& B Zta-IgC FHME. M EBMWERENFLE
Zta-1gG BAtE, 4 2 EBNA1-IgA PfHE, WEEEAMER.
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WEIRK LFEFBWEYA, 2HAEKRNGE, R EBNAL-IgA
N Zta-1gG ¥ M FAME, M 90%LL L AT LA R e B SR 2R
XX B R R A XK EREA AR RN, TRIABMRS.

MAERRERRX AP RRIEE, UERHET, RE
BENTE? 2RXAENASHEH, RETTRE. B
EBNA1-IgA. EBNA1-IgG Fl Zta-1gG T BR: =HPHMRE KK AR
PE BH R B AR URRHE BB AR XX 8RR R AR X
ABRPRRARESRE, XR—EXTAR.

A A8 A AR S H BY T4 Je o Sk 4 Fia 188 22 A 112 B R A
& Fh R EB R B

B2, EEX=F BB REEOEALHENENER, MEFHR
TAE R A, BER— AR BB B AMER R RIE AR EER (L
TR), TUAESEH, EXMRAFETCL, BHEIFME, NIk
BRAGYF . FLTE.

Pl BK G 158 IR B NHAT
EBNA1-1gA R ) I 7 22
EBNA1-1gG 5 R 9 O e 1 A A P 3% B B L i S
Zta-IgA 5B R 14 1 7 222 M
Zta-1gG £ IR H 175 F 2 W
P18 VCA IgG & Je v B0 B 4 B 38 25 RE 1) ML 7 2212 T
P18 VCA IgM A5 Y B A% 4 B 2 AE SRR ML iF 22 W
P18 VCA IgG+EBNA1-IgG EB % B SRk B 1) LV 2 12 BT
EBNA1-IgA+Zta-1gG B RE ) 17 2512 W

1%

EBNA1-IgA+Zta-IgA
EBNA1-IgA+EBNA1-IgG+Zta-IgG  HR IR A XUBR 1 VR4
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FHEMRE R EBERMS RATE. REMALRIX=F
EBREBEE. METEERENR DDA N

EBNA-1=40Kd; BFRF3=44Kd;BZLF1=53Kd.

EHEERNR CHPUR, TRABIME (Thrombin) MBI & &
HRRE, FLRERTSMHE KB GST) WiUR. KB T
TEFUR U R LR e 45 Bt H AP B B BT 5 | B K JE4e B RN

X =7 EB R E & H IS IE AT AR W T R
EBREED o TEEERY EB /5 5 A G EE D)

EBNAT 40Kd (234) BKRF1 705 (109171-109875)

Zta 53Kd (245) BZLF1 738(102210-103155)

P18VCA 44Kd (176) BFRF3 531 (61507-62037)
[P BB

& 1:53% A ELISA # 3l EBNA1-IgA Hiik/K it & B A .

B 2: S B E 5@ R AL & i) BNAL-IgA HiAKF LR,

B 3:40 44 S2 W7 B ) EB /% 8 ELISA V.

B 417 BF EKE OGRS NEBEN MR
HIFFAE

B 5: 8RR 2 W RS PR Y EB R B fiiAE
[RARSEHE T )
—. EBREEOBRAERMSHEMNE, SFF: AN RIS,
SR BEY. LIERNE. MEEHR. HFTRENHH LA EB
REEFE, H+ EB HBEAN: EBNAI (BKRF1) HEHKE—#.

Zta (BZLF1) ERH# VCA-pl18 &HH (BN 18Kd f VCA B BFRF3 &

H)-
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AT EREERLATRURAAERENZHSEIE. 35
i 37 LA SRAERE o £ AT 5 B i 4R AT M R B BE. (1OD) W
EiE A E.

EB /R A BEK AR RN SH AN ENH&7E, SEEAN
FREI % dfebrie. BOEE. SEREIE. 3. THREREE,
EEPR DU IRZE VR & . RV BHMEXT R BIE . IEH X R %
SEMERE. BYSE. ZEBEKRERESSSR.

—. EBBREREHAESMEREBBERBSRETHRE. REM
e

2.1 EEMEFSKERE EUERERZAMRMEIE) # EB
mEEH

B E IR 2T E K EB % HEH 4 : EBNAL (BKRF1) &HHA
JE—#. Zta (BZLF1) HHM VCA-p18 EH (Bl 18Kd HJ VCA
BFRF3 & H). EWEANIRAX=% EB mEFEOENEIR, AU
HEIU i 7 B AR K S

22 =% EBREEANGE

RARRD> TEMSE T EEARTREBBERNMSRET T
. RiEMALIX=F EB HEEH.

221 #%EX=H EB RBEAEEEE (V01555, B95-8 4
PEROFSI) B mRNA F5l, @ REE 2 ¥ h cDNA fF5.

2.2.2 BIF LAY 1% cDNA FHIKIGIY

10
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£51Y 5 ¥%in BamHI BEY]/F5I (GGATCC) B EcoRI J¥3
(GAATTC), UMEZE Bam HI A EcoR1 YIEIjS, BZIBAMEL E MR
L pGEX DNA (4948bp, Amersham Biosciences). M54 5 %% b0
TAG, BEEFEA, XZLRFEBEILEANEAERES.
223 BARSIYRt. B SR
2.2.3.1 xTF EB %% EBNAl &H (X# BKRF1 &H)
2.2.3.1.1 EBNA-1(BKRF1) 5|#1& it
5" ~TAC GGA TCC CCT GTA GGG GAA GCC GAT TA-3’
BamHI
5" -TAC GAA TTC TCA CTC CTG CCC TTC CTC CAC-3’

EcoRI

519 5°3mH 3 M TAC 2R HIHBHALE ALIERET .

GGATCC 4 BamHI [R#|f£E§V]/F%] (Bam HI restriction site),
GAATTC U4 EcoRI FR#I14HESV)FF51 (Bam HI restriction site).
2.2.3.1.2 F A EBNA-1 SRESFEH] (cDNA)

B95-8 i) EBNAl (BKRF1) HIZEERGIDFHIN A
107950-109875. BLEF WK FF K 109171-109875. BIJC
107950-109170 HEB(Gly)E R X BHUH) EBNA-1 4b3/F51. BT
7 [ F4RTD DNA JF3 5 B9S-8 ZAAMISEE—2, 3 705 HZ.
PLF RIZ R

107950— a tgtctgacga ggggccaggt acaggacctg gaaatggcct aggagagaag

108061 aaccatggac gaggacgggg aagaggacga ggacgaggag gcggaagacc aggagecccg
108121 ggcggctcag gatcagggcc aagacataga gatggtgtcc ggagacccca aaaacgicca
108001 ggagacacat ctggaccaga aggctccggc ggcagtggac ctcaaagaag agggggtgat

11
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B A5 2H8/29

108061 aaccatggac gaggacgggg aagaggacga gRacgaggag gcggaagacc aggagccccCy

108121
108181
108241
108301
108361
108421
108481
108541
108601
108661
108721
108781
108841
108301
108961
109021
109081

109141
109201
109261
109321
109381
109441

ggcggcteag gatcagggce aagacataga gatggtgtec ggagacccca aaaacgtcca
agttgcattg gctgcaaagg gacccacggt ggaacaggag caggagcagg agCgreaggsg
gcaggagcag gagggecage agcaggagega EEERCAggag caggaggagyg SBCaggaBRs
gcaggagges caggagggeC aggagcagga gLAgEEEcay gagcaggags agggecagga
ggggcaggag ggLgcaggage aggaggagegs grcaggageag gaggageggsc aggaggeeca
BBagcaggag gaggRRCARE aBERECAgRa BBBERCABEAg Caggaggagg ggcaggagea
gRaggagegs Caggaggeec aggagcagega gLagegecag gageggLgcagy aggegcagea
gcaggaggag gggcaggage aggaggggca ggageggcag gaggepcageg agcaggages
gcaggagcag gaggaggsec aggaggggca ggagggscag gageageagy ggcaggagea
ggagggEcag gagcaggageg ggcaggagca ggagegggcag gagggecage agcagegages
gcaggagggg caggagcagg aggggcagga gegEcageag Caggaggage gECcaggages
gcaggagcag gaggaggegc aggagggsca ggagcaggag ggRcaggageg ggcaggagea
ggaggggcag gagggEcagy agcaggagegs gcaggaggegs caggageagg aggagggeca
ggagcaggag ggEcaggagc aggaggtgga gRCccggggtc gaggaggcag tgRAagRCCER
ggtcgaggag gtagtggagg ccggggtcga ggaggtagty gaggccgecg grgtagagga
cgtgaaagag ccaggggges aagtcgtgaa agagccaggg ggagaggtcg tggacgtgga

gaaaagaggc ccaggagtcc cagtagtcag tcatcatcat ccgggtctcc accgegeagg

109171
{
cceccctecag gtagaaggee atttttccac cctgtagggy aagccgatta ttttgaatac

caccaagaag gigg B ggigag gacgtgccce

cccgcagatg acccaggaga actggacccc gREgtCcaggE tgatggaggc

aggcgcaaaa aagRaggRtE gtttggaaag catcgtggtc aaggaggttc caacccgaaa

tttgagaaca ttgcagaagg tttaagagct ctcctggcta ggagtcacgt agaaaggact

accgacgaag gaacttgggt cgccggtgtg ttcgtatatg gaggtagtaa gacctccctt

109501
109561
109621
109681
109741

109801 g

109861

223.1.3 FBREBRNEERFF (amino acid sequenc)

tacaacctaa ggcgaggaac tgcccttget attccacaat gtcgtcttac accattgagt

cgtcteecct ttggaatgge ccciggaccc ggeccacaac ctggeccget aagggagtcc

attgtctgit atttcatggt ctttittacaa actcatatat ttgctgaggt tttgaaggat

gcgattaagg accttgttat gacaaagccce gctectacct gecaatatcag ggtgactgig

tgcagctttg acgatggagt agatttgect ccetggttte cacctatggt ggaaggggct

gaagggcagg agtga+—109875

*> R EFET

B 109873-109875 ) tga H& ILFHET4h, LEREHFE

234 NMEEE, UTRILRR.

MSDEGPGTGPGNGLGEKGDTSGPEGSGGSGPQRRGGDNHGRGRG

RGRGRGGGRPGAPGGSGSGPRHRDGVRRPQKRPSCIGCKGTHGGTGAGAGAGGAGAGG

12
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AGAGGGAGAGGGAGGAGGAGGAGAGGGAGAGGGAGGAGGAGAGGGAGAGGGAGGAGAG
GGAGGAGGAGAGGGAGAGGGAGGAGAGGGAGGAGGAGAGGGAGAGGAGGAGGAGAGGA
GAGGGAGGAGGAGAGGAGAGGAGAGGAGAGGAGGAGAGGAGGAGAGGAGGAGAGGGAG
GAGAGGGAGGAGAGGAGGAGAGGAGGAGAGGAGGAGAGGGAGAGGAGAGGGGRGRGGS
GGRGRGGSGGRGRGGSGGRRGRGRERARGGSRERARGRGRGRGEKRPRSPSSQSSSSG
SPPRRPPPGRRPFFHPVGEADYFEYHQEGGPDGEPDVPPGA IEQGPADDPGEGPSTGP
RGQGDGGRRKKGGWFGKHRGQGGSNPKFENTAEGLRALLARSHVERTTDEGTWVAGVF
VYGGSKTSLYNLRRGTALAIPQCRLTPLSRLPFGMAPGPGPQPGPLRESIVCYFMVFL
QTHIFAEVLKDAIKDLVMTKPAPTCNIRVTVCSFDDGVDLPPWFPPMVEGAAAEGDDG

DDGDEGGDGDEGEEGQE

2.23.2 XTEB¥i% Zta (BamHl Z transactivator) B%ZEBRA
(BamHI_Z Epstein—Barr Replication Activator) %
HER BZLF1 &H
2.2.3.2.1 Zta(BZLF1) 3|9kt
5" -TAC GGA TCC ATG ATG GAC CCA AAC TCG AC-3’
BamH]I
5 ~TAC GAA TTC TTA GAA ATT TAA GAG ATC CTC-3’
EcoRI
514 5% K0 3 AN TAC 2R HItEEBH AL B N BRI TEE .
GGATCC % BamHI [R#I#£E§11/7%5] (Bam HI restriction site),
GAATTC W2y EcoRI [R#|¥EEEYIF5] (Bam HI restriction
site).
2.2.3.2.2 T Zea BwIEFFF| (cDNA)
B95-8 4 MK Zta (BZLF1) WM HEBEBFIIN K
102210-102338, 102423-102530, 102655-103155 = BX Hf £ M
. UTFRIERR. FITEEKHIE DNA 755 B95-8 ALl

13
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ZBRUHET RS EE—8, 3t 738 . DUTRILRR.

102210
|
102181 tgaagcaggc gtggtttcaa taacgggagt tagaaattta agagatcecte gtgtaaaaca
102241 tctggtgtcec geggRataat ggagtcaaca tccaggettg ggcacatetg cttcaacagg

102301 aggcgcagece tgtcattttc agatgatttg gecageageca cctgeggaca aaaatcagge
t

102338
102361 gtttagatgg ggcatttatg tttgggacge tagecgeetg ggcattegig ttagtatata
102423
{

102421 ctgacctcac ggtagtgetg cageagttge ttaaacttge ceceggeattt tetggaagee
102481 acccgattct tgtatcgett tatttctagt tcagaatcge attcctecag ctgegageaa

t
102530
102541 gggaatgegt tactacaagt ggtgectagt cagttgaaac aageececacc atecgetgec
102655
|

102601 gcecctecat gagecccace gteecgetgee geeectectt gageeectece ttaccgattc
102661 tggetgttgt gg g8

102721 accaatgtct gctaget gttgtccttggttagccccggggcaagcaaacaccactgctg
102781 tgctgtttga acagtagaat tgtctecagg ttgaggtect tetecceegg ctiggttagt
102841 ctgttgattc tggettatgt cgragactgg gaacagctga gEtgetgeat aagettgata
102901 agcattctca ggageagget gagggecaga aaaccacgac ccagteggag cggtigaaac

102961 atgataggca gttagetgge cttgtggeag aggetetgge ageaceggece acageacaca
103021 aggcaaagga gcttgegatg geccteccag gtectgatag actectggtag cttggtcaaa
103081 agcttgtaca aaaggcacct ggtatgggtc aggtgtaaat tttacatctt cagaagtcga
103141 gtttgggtee atcatcttca gcaaagatag caaaggtgge cggcaaggty caatgtitag
t
103155

ZBPHET R FHII T
OF Ik I

t tagaaattta agagatcctc gtgtaaaaca

tctggtgtcc gggggataat ggagtcaaca tccaggctig ggcacatctg cttcaacagg
aggcgeagee tgtcattttc agatgattitg gcagcage

gacctcac ggtagtgctg cagcagttgc ttaaacttgg cccggcattt tctggaagcce
acccgattct tgtatcgectt tatttctagt tcagaatcge attcctccag

cgattc

14
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i

tggctgttgt ggtttccgtg tgecgtecgtge cggggeagece

accaatgtct gctagetgtt
tgctgtttga acagtagaat
ctgttgattc tgggttatgt
agcattctca ggagcagget
atgataggca gttagctggce
aggcaaagga gcttgegatg
agcttgtaca aaaggcacct

gtccttggtt agecccggge
tgtctccagg ttgaggtget
cggagactgg gaacagctga
gaggggcaga aaaccacgac
cttgtggcag aggectctgge
geeecteccag gtectgatag
ggtatgggtc aggtgtaaat

actggtgcag gctgtggaac
caagcaaaca ccactgctge
tctceceegg cttggttagt
ggtgetgeat aagettgata
ccagtcggag cggttgaaac
agcaccggec acagcacaca
actctggtag cttggtcaaa
tttacatctt cagaagtcga

o S1/29,

gtttgggtce atcat

2.2.3.2.3 FiBEERNEERAFY] (amino acid sequenc)
B 102212-102210 #) taa) AL 1T 74, SERREHER] 245
NMEER, UTRERR.

MMDPNSTSEDVKFTPDPYQVPFVQAFDQATRVYQDLGGPSQAPL
PCVLWPVLPEPLPQGQLTAYHVSTAPTGSWFSAPQPAPENAYQAYAAPQLFPVSDITQ
NQQTNQAGGEAPQPGDNSTVQTAAAVVFACPGANQGQQLADIGYPQPAPVAAPARRTR
KPQQPESLEECDSELEIKRYKNRVASRKCRAKFKQLLQHYREVAAAKSSENDRLRLLL
KQMCPSLDVDSIIPRTPDVLHEDLLNF

2.2.3.3 XRTEBW#EVCA-pI18EH (HKBFRF3EE), B 18kd
i VCA EH
2.2.3.3.1 VCA-p18(BFRF3)5|#p8tit
5 ~TAC GGA TCC ATG GCA CGC CGG CTG CCC AAG-3’
BamH]I
5" ~TAC GAA TTC CTA CTG TTT CTT ACG TG-3’
EcoRI
519 5° 5 1 3 NEE TAC 2RI BE AL E A HHIE g F
GGATCC 4 BamHI [B#I¥E5V)/7%5] (Bam HI restriction site),
GAATTC W24 EcoRI FR#|VEBEV]/F3] (Bam HI restriction

site)o

15
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2.2.3.3.2 MM BFRF3 %i5/F5 (cDNA)

B95-8 4 BFRF3 KB BREmILEFIN A 61507-62037.
FT 7 & 4R 53 DNA %515 B95-8 40Ul 522 —3, 3L 531 Bk,
LR RIEZR S .

61507
|

61501 cgegttatgg cacgccgget geccaageee accctecagy ggaggctgga ggeggatttt
61561 ccagacagtc ccctgcttcc taaatttcaa gagctgaacc agaataatct ccccaatgat

61621 gtttttcggg aggctcasag aagttacctg gtattictga catcccagtt ctgctacgaa
61681 gagtacgtgc agaggacttt tggERtgcct cREcgccaac gegecataga caagaggcag
61741 agagccagtg tggctgEREC tggtgctcat gecacaccttg gegggtcatc cgecaccccc
61801_gtccagcagg ctcaggccge cgcatccget gERAccgRgR ccttggeatc atcagegecg
61861 tccacggecg tagcccagtc cgegacccee tetgittett catctattag cagectecgg
61921 gccgegactt cgggggcgac tgecgecgece tccgecgecg cagecgtega taccgggica

61981 ggtggcggRy gacaacccca cgacaccgec cCCacgCcgEgy cacgtaagaa acagtagagg

t
62037
61507—+atge cacgccggct geccaagece accctccagg ggaggeigga ggeggatttt
ccagacagtc ccctgettec taaatttcaa gagctgaacc agaataatct ccccaatgat
gtttttcggy aggctcaaag aagttacctg gtatttctga catcccagtt ctgetacgaa
gagtacgtgce agaggacttt tggggtgcct cggegecaac gegecataga caagaggeag
agagccagtg tgretgggge tggtgeteat geacaccttg gegggteate cgeeaccece
gtccagcagg ctcaggecge cgeatecget ggraccggge cettggeate atcagegecg
tccacggccg tageccagtc cgegaccece tetgtttett catctattag cagectecge

geecgegactt cggggregac tgecegeegee tecgecgecg cagecgtega tacegegtca
EELERCERRL gacaacccea CRAcaccgec ccacgegegy cacgtaagaa acagtag+ 62037

*> A& EFERF

22333 FERERHEERFS (amino acid sequenc)
B 62035-620370 K] tag A& IEFE T 4b, SERFE#IEE] 176 MR
E®, UTR&ER.
MARRLPKPTLQGRLEADFPDSPLLPKFQELNQNNLPNDVFREAQ

RSYLVFLTSQFCYEEYVQRTFGVPRRQRA IDKRQRASVAGAGAHAHLGGSSATPVQQA

16
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QAAASAGTGALASSAPSTAVAQSATPSVSSSISSLRAATSGATAAASAAAAVDTGSGG

GGQPHDTAPRGARKKQ

B4 *xT EB 7% & EBNAl EH. Zta H. M VCA-p18 HAHK]
HEE A BEREFFIKD FI¥TEEFIRPIRES RO EER
BT

x1

EB R EEH EBNA 1 Zta VCA-pl8
ERFE BKRF1 BZLF BFRF3
R FEFFFY R 1926bp 738bp 531bp
B A5 2 T NN 705bp 738bp 531bp
RKIXEZRFEERE  234aa 245aa 176aa

2.3 % PR VHMTFEAMEIKESLE (GST) EHEI
Eco R1/Bam HI {44 B [ 4% 41 % 15 pGEX2T Ui 46 (Pharmacia,
Uppsala, Sweden) LRZE—#. FAEASHEABEANFRNE
ZERGATE. AR RRERRLAET R OAK%RT
FHARBI KB ELUNT, REBERAEH LA LY triton (—
A3 HL I B TR R T F5 AL M8 f 42) X-100 FEE P B R AR 4
B. AERREYSELERERATIRE SHEERNLE
RSB H IR ERE 4B 28N H MEBE-A M H MR
(X ik SEEEE 94. 0% LA L BA TR A RIK/NA: EBNA-1 =40
Kd; BFRF3 = 44 Kd; BZLF1 = 53 Kd. R4S ERWT.

2.3.1. cDNA ™1

2.3.1.1 RNA K%

17
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23.1.1.1 R Rnaid Plus & (BIO 101) #EAAHBHERMN
R4 20 B RNA.

KH RNaid Plus A& N BIFEHI M IR RNA. BRI
KRl PBS ¥£—iK, /5% 10° 0 1ml quanidine thiocyanate
W, I 5 vortex IRA. HMERHEMB (acid phenol),
Hi&E . S0 Imlchloroform isoamyl alcohol (BDH) ZEEE T+,
BIXKRE. ERFYAEKR LR 15 min /5, 7 4°C Tie
10,000xg 20 min. ¥ FE#EBE—FE, BH 12 EHH
chloroform isoamyl alcohol (BDH) JiE#% 2min. ¥ FEHH#BE
—#HE. A 15ul RNAMATRIX, }#EZETHEE 5 min, 1§
BPEMESE, F RNA K[ff. RNA/RNAMATRIX E4¥%E
10,000 x g T 1min JER/DER, 7E 500 1 1 RNA ¥l PEERIX.
/NERFFRETETE 30-100 1 1 Diethpyrocarbonate (DEPC, Sigma)
RS H)KF . RNA 7E 55°C TR 5 min, &S T hiks
Bie

2.3.1.1.2 . KRFIRT PCRY"H4 RNA ¥34¥).

2.3.1.2 fEBamHI F EcoRl YIRIE, WAMELZFHR
pGEX DNA (4948bp, Amersham Biosciences) .

2.3.2 HESGTYHEZE XLl RNEEME.
2.3.3 RABHRAHI T REHEAE FORL /D FLAL o
2.3.4 /MFL4L DNA (PR fIHE BT .

2.3.5 M pGEX EHYWiFEmEEORE.

18
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2.3.6 SDS PAGE 43#f.
2.3.7 RHIAKHIKEBEH&EL Western blot.
2.3.8 KEZAMEEH.

2.3.9 WARENEFARLEESHEKEBERSESS
R BEH B BB iR % .

3. FriE=25 EB MEHRNE S
FTi% =28 EB 7R 841 R A ELISA XM E EB J% S 1A BE Uk
R, XEM.

#& 2 EBREHURAT ELISA X AIE EB R BHABEBUR. 7. XEMR

m#E EBRFHRIREAE VCAIGG VCAIgA ZtalgG ZtalgA EBNA1 EBNAf
IgG IgA

N11  RERR8JL <200 k@iE XRAUE XAUE <k KlE

N31 R REg >3k <100 <200 <20 <1k <100
M LA B E

MIN {2 EB /i >3k <100 <200 <20 3k A
B E

PG495 Kl H BRW#E >3k 1.6k >3k 100 >6k 800
BB i i PE

PA196 H{EH &M= >3k >1.6k >3k 400 >6k >800
BB i P

e T = BT AT B /IS AR TR =S/N=3
A TR Zta IgA , FFERHMTE R E R 1:20; 4 T #28l p18 VCA

IgA 1 EBNA1 IgA, FFEMIMERBER R 1:100; A THW p18 VCA
IgG f1 Zta IgG, FFEARIMERBEE R 1:200; 24 7 R#ll EBNAI IgG,
FIHFMERBEER 1:1 000, WE = BTIRFENBRKMERRE
i

19
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M 2 A5

(DEA 1 FINREBGS EB WERNBLILE (N11), EERNE
VCAIQG: TI7E—HifkFett Sl 40 ffu3t 5 A B S RSB
E R MEREAH (N31), VCA IgG HiRBEBM™4ET .. AILLA
TEWIETERI E £ .

Q)ERMN BRERTAZARBDIERENFEREELFS N3
7 EBNA1 IgG Hidk. ZE/=4 VCA IgG Hitk 8 NAREKHNH/E
7 =4 EBNA1 IgG (Chan KH %) .

() E i, FrHI VCAIgG 1 EBNAI IgG £if Y EB /i #
RIFEHT o

@ SEEHFEEN, REERELETREENIEB K
A,

(5)EBNAL IgG HIHiAk/K-F & T HAMKIPUEKF . X8, EBNAL
& EB JRERY, HIREMEREN—MERR. ZHE
5 EBNA1 RFAEMBARDE EB REMRENEEIR
FH—3H.

6) 52, FTRERER, BERAERMETHTER EB HEN
B RBRRA

(7)FFLA, &%t EB R E4F IR MR B R IR ML, &
I % %2 W7 EB SR BAMRERE, MK RE ToEENSKE
FtE

4. ARALILHE 220 B R ELISA ¥

20
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(D) g T AR BUZASRF 7 M RIZL T RO s SO E R AE
B F SRR B M35 Pl EB R BHAK FSEBEETH
MiFF I EB RBERBKFHHEES, FaRAEEY
“BH” BR“BA” BIEXTARAE (LT 2), BATBrEIZAIUR
B AT R R 2R T RO FOLERE (KA 3) 8
Fig, X4 “B”7 M AR, sRARZe I S R B R AR I
& H EB WEHUARIAFE .

(2) QIR T ARIE B MR B A AR BRI A O T B e i s K

Wi FERFEEE (WE 1),
£ 3 ILiF 2T B A ELISA ¥

VCA IgG VCA IgA Zta-IgG Zta IgA EBNAl  EBNAI

1gG IgA

MEERED, BEE 26,50k zA, 2k 26,50k  zA, 2k zG,50k  zA, 2k
MmEFBE* [(n=81C, T4NPC] 100 200 20 2000 100
I 5+ Yo % BE1H 1.25 0.83 1 1 0. 62
REE 65% 86% 83% 72% 83%
¥R 65% 86% 83% 72% 83%

*IR1% 74 5 MR B E 0 81 FIXTMAKNEENE
2: GBREAME Zymed, zG RIR Zymed IgG, zA F7x Zymed IgA

() AT MR HE, ERAFEPRE—HITIMLRE
FRFEEERSWSEIE. XHAEFHR—#tS KRR
SEoMAREEAR, AT ES XS &,
RAKPRIAERDCE BEE, B EEHTRERERE.

(4) (T B RN 8 E I P K% BA) R ERACF BT EB R
FEHE, SRR IeA PIEKRFE (B4, BRIAOBIBTH
SR, BIE%{#H EBNA IgA, WE “&” K E#

21
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T2, M Zta 1gG LIS, SRFIR{ER] Zta-TgG AN
EBNA IgG EAFRE (HKEE 5) .

B2, FERICKIBEER SRR Bk (ELISA) BA E WA F EB R
BRI RN, SR T EBRNE X5 EB REHURNAR &
RERFEATERER . PN B S R R HT% (ELISA) e 2 R Hi
(1, BAESKMFEFRINERABIN, BAELRDLEZRNEFAR

ERBTURIRF R TH, SRR EREL S B R Fivk (ELISA) R
AT&XMm%E, TTUMESHERNRKES, FRIiET2H0TERE.

5. E4 EBWEHIRELH FHEHMNA
5.1 EB WENRRHEBY
5.1.1 SBETOLRRFE VCA Hitk; HTERK EBNA ik
FH, BTLACRAfiAME SRR 5t BRE EBNA $Hik.
5.1.2 EBV IgM PFH#:
5.1.3 {K3FEME VCA IgG Ptk

XBEERFK R KA ERE (IF) MRMEIEMAE VCA 16 A
BURR, TIRA ELISA MERSUR; KAZOLARZE (IF) il VCA Igh A
UK, TR ELISA BHUR.

AT W EARSEFIME VCA 186 HUE, Rr—RFMEFAE TR
WEBER. —MRFLU AM JRFEALHE 30 min, 5H—MRALMAZ
R, HPRFAE T RHAKE TR 4 15804 FLL LR, WEBRIEE
A VCA 1gG HiiEARFTE.

22
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5.2 L EB WEBRNFAENENLE&F EB WEBR
£4 EBRBEMBIRENQI A

1 2 3 4 5
VCAIgG EBNAIgG VCAIgM {E&EMH
RRGR A VCAIgG  DNA #il¥
JRR
12k ¢ BA T4 BH1E FH % 30
FHE BR PR FR 1 1
FH % B 58c3 PR £ 15
ANt 37 46
i Gl
PH % RA RH RA £ 0 12
Nt 0 12
T EBR
i3k c3 FH 383 FAE 14
FRTE FRE FH % BR 1 1
7 1 15
AR BRG FAtE FA4E BA FATE 0 8
&t 38 69

®S £ EBRBERPRENEHSH

TR BB . 1 R B
RIER I PCR ¥
EB M YIRA  VCAIgG BHYER EBNA IgG itk fSRFE p18 VCA 1gG  VCA IgM  EBf5# DNA
At ERMERY (n=46) 100% 97.8% 67.4% 80.4%
ERY (n=12) 100% 0 0 0
it EBH (n=15) 0% 0 0.7% 0.7%
KMBH (n=8) Ok 0 0 0

Brg it gyt EB BN, SR SRR HERR VCA IgG 1 EBNAL 1gG, 3 BRH%.
s R LGS EB RBOA, 2B 5 RIERR VCA 1gG f EBNAL IgG, HF
.

23
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BRI I, B5°F EBNA IgG EERBR)E— B R MLFTIAE S
BH, SR FE A% G5 1 G 5 D12 A e 48 ) Btk IR R e A IR
T S P g Bk S R W PR VA R B L PSSR A1 p18 VCA IgG A VCA
IgM, MXZHEMRREBRRRE (KEMHE pl8 VCA Ig6 K
97.8%, VCA IgM A 67.4%) W] 2FA¥:. BN, RAIESEC SRR ML
B R SRR M R A R

5.3  BHMELRHHABAMRIMELIE (Infectious mononucleosis)
At BB MM AIE (Infectious mononucleosis syndrome)
5. 3. 1FRAEAR - A 4 BT/ (12000-18000) \ 41 & vk ;i WA # &Y CD4
THE4M ., FERFILHMGIAE (heteophil anti-sheep
red blood cell antibodies). ¥&J7 EBERs JRAZFAZESb.
5. 3. 2 SE H IR et i A0 U B IE RV S R TE, Bl p18 VCA IgM
A RSEFME VCA 1gG, RER VCA Ig6, 8 MHAKBAHI
EBNA1 IgG. BHt:
F YL EB % #: VCA BAYE. EBNAL MR
gt B AN Mt AE . VCA PR, EBNAL Bt
e A . VCA PFHYE:. EBNAL FHYE.
VCA FH1tE. EBNA1 AMTE, MKBEE: EB R,
BHt, KA ELISA vE##l EBNAL IgG PHMEAN pl18 VCA IgMFHHE
WAy etk SR AL AE MO B AE, ARt R A RS AE U

24
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5.4 MBS SN MERE

5.4.1 SRR BE M EB & FHUIARAKTAFUE K ML = 100 i R A
(e

R 6 AWERE N B REFNAKHHFIERLFEERUNNAER

B0 % B % RS EB M B HUAK TRIE L 375 2 4G 0 B PR VS

IR MR EB R EIR, BRR A NAE 1 MiEEiSk aREE
2. ANBFY 2 ULR H R I A 00
e LB I i / ML 3% b EB 5% 2 DNA 1. TRNIEIT 897 %

5.4.2 SR TCVERBEER S 5 TR AR B A AE

EEWBIWER 218 BLELRRNMMEFEAS (51 FlAMEE. 4
5] B DA WK b B . 23 BlECAbRERD 140 B HARAR) 1E
TITF5#r.

KT BBETICHEEER SRR 5 R B R

L0 pIR7S F il pagictal IBYETCR  PAMETRE  SSHItE
HE®E/BAE BE%/ K%

RIBERN: '
VCAIgA 51/4 65/98 44% 96% FERRANCTRH)
EAIgA 40/15 5/158 89% 91% T

B BX G R B
EBNAlIgA  46/9 22/141 68% 94% (HERR)FITRMY
Zta IgG 41/14 28/135 59% 91%
EBV DNA 31724 3/160 91% 87% T

PAMETRI = EFHdE/EFHYE + BRMHEY x 100% = A/(A + C) x100%
AR =EBAME/BBA: + EAYE x 100% = D/(B + D) x 100%

5.4.3 SRETObIETBER SRR AR A A RO H R

25



03154287. 5 oM P E22/29m

ERBIEMER 218 FlELR MM MEFEAT (61 FIERE. 4
5] B 0E DA R . 23 B A AD 140 B HALER) [
FELE T I F 4397,

R 8  GRRICIERRE M FITE MR S5 W SR 75 T B L8

RS  REARAXNEA AT B
Rt B BEYE ZAY

VCAIgA FHE +EAIgA FHME 40 15 5 158 88.9%

VCAIgA Yk +EATRABAME 11 44 64 99 14.7%

VCAIgA FAtE +EAIgA FHtE O 55 0 163
VCAIgA it +EAIgABAYE 51 4 89 94 95.9%

FHEETRM = HPHME/ (M + RPEME) x 100% = TP/ (TP + FP)
40/(40 + 5) = 88.9%
11/(11 +64) = 14. 7%
BAMETR =X/ (BB + EBfE) x100% = TN/ (TN + FN)
94/(94 + 4) = 95.9%

EEREME, TRREBMEBEBMERA, EA AR
R —5I 2 VCA TgA B, XRE AT KA K B95-8 40 MU =4 H)
“VCA” PEEFEBERBRBRBINIUR, XEE& THE#EENRIUR. U,
FERIERICIEPFT R VCA 1gA MHURFF ML EA TeA MPURSE
FHMAEEST. R, BRREMEHTHRLEREE, 4
RRIRE] “1+1=2" W{EH, BIEAMERAGR. TH, VCA IgA# EA
IgA XUBAME 98 o, 4 BUIAMREAYE, MREAMERIX 4. 1% (4/4+94),
AEETEIG R R BH BN HBR 2 W BRI VE R « DUT Frid Bk Sk
R B B B A AT LA S R — R

5.4.4 SefRESERE SR Mk EBNAL IgA , BB VCA IgA
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* 9
B EX S S TR P REEFH VCA IgA B BX G 7% W B ¥ 69 EBNAL 1gA
EBNA1 IgA MR VCA 1gA kA&
RBHE 89% 86% 88%
NRE 78% 91% 95%

R 10 BEERS R TR MRS E R B LB

AR REBANEE IEERE AR
Hf#: B BEE RBA%

EBNAI IgA FA#: + ZtalIgG FtE 33 22 5 158 86.8%
EBNAlIgA BFitE +ZtalgG A 13 42 17 146 43.3%
EBNA1IgA Wit +ZtalgG PHYE 8 47 25 138 24.2%
EBNAl IgA fAtE +ZtaIgG BAE 54 1 47 116 99.1%

FREETIH = EPRYE/ (R + BFHM) x 100% = TP/ (TP + FP)
33/(33 + 5) = 88.8%

13/(13 + 17) = 43.3%

8/(8 + 25) =

FH¥ETIR =ECRAYE/ (BRERYE + EBItE) x100% = TN/(TN + FN)
116/(1 +116) =

LWRUE T 40, BRERGUERBERR G (EBNAL IgA+ Zta IgG)
MBI TRIIME (99. 1%) KRR THRBEFMERREMA (VCA Igh + EA
IgA), BMGEK LBXE{ER EBNA IgA #0 Zta IgGRY, REXAMN,
T HERR S MR S TR BT S MK 99, 1%, PAFMEREX S iR A B A R
TE M7 2 W7 B R T R 1R SR K EAMER

5.4.5 KA GRETRITIR BRI I I <712 W7 S R 2 (81 )
REK
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o 24/290

11 RGBT 6RO BRER S 50 W Y I3 12 b7 8 O 38 22 () By S BK

GERMFEZLY MRAERMOFELE BIR

HEYE 100 15 64.5%
EEHES 51 %) 32.9%
HEARY& 4 5 2.6%
5878 155 %
5.4.6  EEEE S IR B BR-A N FH 1) M7 2 12 BT 5 R ) T RN HE By
x12
%1% EBNA1 Zta lgG o Vit
IgA
33 -1 =1 FH{E, 87% B e MR & B R
30 = K BHTE, 43% hEMTT A 2WE
33 (i =] FHE, 24% Il T MR & B R
117 113 % FAtE, 99% {8 52 B AT & B8
5.5 ELIA R BLAN VR 8 8 16 X B X
B4 A EBNA1L IgA. EBNAI IgG 1 Zta IgG B/REH K
R
# 13 B4 NF EBNA1IgA. EBNA1IgG M ZtaIgG B~ H LR KEH
EB R #EHi i MR EHI% R H%)
EBNA1IgA EBNAIIgG ZtalgG AWEm@=121) RERA 0=332) RFt
& & 11i3 0.83 (0.54) 59.3 (59.17) 0.009
& & " 5.79 (2.01) 14.8 (14.79) 0.13
& " 18 1.65 (2.61) 8.73 (9.63) 0.28
= % & 3.31(3.03) 10.2 (9.63) 0.31
113 " b= 6.61 (9.84) 3.01 (2.41) 3.98
# 1% [ 6.61 (11.42) 1.51 (2.41) 4.50
# H 1is 15.7 (14.82) 1.51 (1.57) 9.54
= = - 59.5 (55.73) 0.9 (0.39) 137.9
FS¥ - 100 100 1.0
r=0.990 r=0.999
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ANERRIRE:
%—BIK: EBNAIRgA
F_BEWX: ZtalgG + EBNAIgG

#£ 14 RIRIMFVEE BAEE RN XK E NP BRI E

/1 000 EBNA1l IgA EBNAL IgG Zta IgG KESREAKF xR B Lh

4 & - = # 138 - Xl

16 -1 B & Gy 9 =0 Xial )N
24 =) & - H 4 H P H RS
96 ) & {[iv i3 0.3 PWORRS BE

860 1® A KA & 0.2 LR

£ 1000 A 140 A (14.0%, 140/1 000) ANy B A & E0RE K X
B, X 140 AF: 4 N (2.86%, 4/140) WA RFREAMKE; 40
A (28.57%, 40/140) WA REPERRE: 96 A (68.57%, 96/140)
AN EEMRNKE. 860 A EBNAI IgA &, Ri#—FHM Zta-IgG A
EBNAI IgG, WATRRE.

HEBEBAIMFETFEBER 2 000 A, KI6FIAER
REERAN, B 1 NEEAEREBERE, RIBITE 5 FELEK;
BT HAR AR B 2R

5.6 thBhiZ I Burkitt kN

R Zta IgGl.
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EBV-1,ST25
EBY 8 5 O RE Bk G AR M o A & R Bl & i
FEFIFE (SEQUENCE LISTING)
110> FHEMREFMAF ( Sinoclone Limited)
<120> EBRREFEZRAOABBARARMLHARNEREHME =
<130> EBV Serological Diagnositic Kits
<160> 6
<170> Patentln version 3.1
210> 1t
211> 705
<212> DNA
<213> Epstein-Barr Virus
400> 1

cctgtaggge aagccgatta

gacgtgecee cgggagegat

actggacccc ggggtcagegs

catcgtggtc aaggaggttc

ctcctggeta ggagtcacgt

ttcgtatatg gaggtagtaa

attccacaat gtcgtcttac

ggcecacaac ctggeccget

actcatatat ttgectgaggt

gctcctacct gcaatatcag

ccctggttte cacctatggt

gatgaaggag gtgatggaga

<210>
21
212>
<213

<400>

2
234
PRT

ttitgaatac caccaagaag
agagcaggge cccgeagatg
tgatggaggc aggcgcaaaa
caacccgaaa tttgagaaca
agaaaggact accgacgaag
gacctccctt tacaacctaa
accattgagt cgtcteccct
aagggagtcc attgtctgtt
tttgaaggat gcgattaagg
ggtgactgtg tgcagctitg
ggaaggggct RCCLCERARE

tgagggigag gaagggeagy

Epstein-Barr Virus

2

Pro Val Gly Glu Ala Asp Tyr Phe Glu Tyr His
1 5 10

Asp Gly Glu Pro Asp Val Pro Pro Gly Ala Ile

20

25

Asp Asp Pro Gly Glu Gly Pro Ser Thr Gly Pro
35

Gly Gly Arg Arg Lys Lys
50

Gly Gly Ser Asn Pro Lys

65

Leu Leu Ala Arg Ser His
85

40

grsgeccaga
acccaggaga
azggagzglg
ttgcagaagg
gaactigggt
ggcgaggaac
t13gaatggc
atttcatggt
accttgttat
acgatggagt
gtzatgacgg

agtga

tggtgagect
aggcccaage
gtttggaaag
t1taagagct
cgecggtgtg
tgeccttget
ccctggacec
ctttttacaa
gacaaagccc
agatttgect

agatgacgga

Gln Glu Gly Gly Pro

13

Giu Gln Gly Pro Ala

30

Arz Glv Gln Gly Asp

45

30

Gly Gly Trp Phe Gly Lys His Arg Gly Gln

55 60

Phe Glu Asn Ile Ala Glu Gly Leu Arg Ala
75 80

Val Glu Arg Thr Thr Asp Glu Gly Thr Trp
90 95

60
120
180
240
300
360
420
480
540
600
660
705
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Val Ala Gly

Leu Arg Arg
115

Val Phe Val Tyr Gly
100

Gly Thr Ala Leu Ala
120

Leu Ser Arg Leu Pro Phe Glg Met

130

Gly Pro Leu
145

Thr His Ile
Met Thr Lys

Phe Asp Asp
195

Gly Ala Ala
210

Asp Gly Asp
225

210> 3
211> 531
<212> DNA
<213> Epst

<400> 3
atggcacgec

agtcecctge
cgggaggctc
gtgcagagga
agigtggetg
caggctcagg
geegtageec
acticgggrg

gggggacaac

210> 4
<211> 176
<212> PRT
<213> Epst
<400> 4

Met Ala Arg
1

Asp Phe Pro

135

Arg Glu Ser Ile Val
150

Phe Ala Giu Val Leu
163

Pro Ala Pro Thr Cys
180

Gly Val Asp Leu Pro
200

Gly Ser Lys
105

EBV~-1. ST25
Thr Ser Leu Tyr Asn

110

Ile Pro Gin Cys Arg Leu Thr Pro

Ala Pro Gly

Cys Tyr Phe
155

Lvs Asp Ala
170

Asn Ile Arg
183

Pro Trp Phe

Ala Glu Gly Asg Asp Giv Asp Asp

215

Glu Gly Giu Glu Gly Gin Glu

ein-Barr Virus

ggetgeecaa gcccaccete
ttcctaaat: tcaagagetlg
aaagaagtta cctggtattt
CLTLUgRERY ZCCLCEECRC
gggctggtge tcatgcacac
ccgeecgeatc cgctgggace
agtccgegac ccectetgtt
cgactgccge cgectecgee

cccacgacac cgccccacge
ein-Barr Virus

Arg Eeu Pro Lys Pro
J

Asp Ser Pro Leu Leu
20

caggggaggce
aaccagaata
ctgacatcce
caacgcgcea
citggeggst
gggegeetigg
tcttcatcta
gccgeageeg

ggggcacgta

Thr Leu Gln
10

Pro Lys Phe
235

125

Pro Gly Pro Gln Pro

140

Met Val Phe Leu Gln

160

Ile Lys Asp Leu Val

175

Val Thr val Cys Ser

150

Pro Pro Met Val Glu

205

Gly Asp Glu Gly Gly

220

tggaggcgga
atctccccaa
agtictgcta
tagacaagag
catccgecac
catcatcage
ttagcagect
tcgatacegg

agaaacagta

ttttccagac
tgatgttttt
cgaagagtac
gcagagagcc
cceegtecag
gcegtecacg
ccgggecgeg
gtcaggtggc

g

Gly Arg Leu Glu Ala
15

Gln Glu Leu Asn Gln

30

31

60
120
180
240
300
360
420
480
531
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Asn Asn Leu Pro Asn Asp Val Phe
35 40

Val Phe Leu Thr Ser Gln Phe Cys
50 85

Phe Gly Val Pro Arg Arg Gln Arg
65 70

Ser Val Ala Gly Ala Gly Ala His
85

Thr Pro Val Gln Gln Ala Gln Ala
100

Leu Ala Ser Ser Ala Pro Ser Thr
115 120

Ser Val Ser Ser Ser Ile Ser Ser
130 135

Thr Ala Ala Ala Ser Ala Ala Ala
145 150

Gly Gly Gln Pro His Asp Thr Ala
165

210> 5

211> 1738

<212> DNA

<213> Epstein-Barr Virus

<400> 5
atgatggacc caaactcgac ttctgaagat

ccttttgtac aagecttttga ccaagctacc
caagctcctt tgecttgtgt getgtggeeg
ctaactgect atcatgtttc aaccgetceg
gctectgaga atgettatca agettatgeca
acccagaatc aacagactaa cCaagccCggg
actgttcaaa cagcagcagc agtggtgttt
ctagcagaca ttggtgttcc acagecctgea
aaaccacaac agccagaatc gttggaggaa
aagaatcggg tggcttccag aaaatgccgg
cgtgaggtgg ctgetgecaa atcatctgaa
atgtgcccaa gectggatgt tgactccatt
gatctcttaa atttctaa

210> 6

211> 245

<212> PRT
<213> Epstein-Barr Virus

EBV-1. ST25

Arg Glu Ala Gln Arg Ser Tyr Leu
45

Tyr Glu Glu

Ala Ile Asp
75

Ala His Leu
90

Ala Ala Ser
105

Ala Val Ala

Tyr Val Gln Arg Thr

60

Lys Arg Gln Arg Ala

80

Gly Gly Ser Ser Ala

95

Ala Gly Thr Gly Ala

110

Gln Ser Ala Thr Pro

125

Leu Arg Ala Alg Thr Ser Gly Ala
14

Ala Val Asp
155

Pro Arg Gly
170

gtaaaattta
agagtctatc
gtgctigeccag
actgggtegt
gcacctcage
ggagaagcac
gcttgeceeg
ccagtggetg
tgcgattetg
gccaagttta
aatgacaggc

atcccccgga

Thr Gly Ser Gly Gly

160

Ala Arg Lys Lys Gln

cacctgaccc
aggacctggg
agcctctgee
ggttttetge
tgttececagt
ctcaacctgg
gggctaacca
cceecggeacg
aactagaaat
agcaactgct
tgegecteet

caccagatgt

32

1753

ataccaggtg
agggccatcg
acaaggccag
cccteagect
ctccgacata
agacaattct
aggacaacag
acgcacacgg
aaagcgatac
gcagcactac
gttgaagcag

titacacgag

60
120
180
240
300
360
420
480
540
600
660
720
738
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EBV-1.8T25
<400> 6

Met Met Asp Pro Asn Ser Thr Ser Glu Asp Val Lys Phe Thr Pro Asp
1 5 10 15

Pro Tyr Gln Val Pro Phe Val Gln Ala Phe Asp Gln Ala Thr Arg Val
20 25 30

Tyr Gln Asp Leu Gly Gly Pro Ser Gln Ala Pro Leu Pro Cys Val Leu
35 40 45

Trp Pro Val Leu Pro Glu Pro Leu Pro Gln Gly Gln Leu Thr Ala Tyr
50 55 60

His Val Ser Thr Ala Pro Thr Gly Ser Trp Phe Ser Ala Pro Gln Pro
65 70 75 80

Ala Pro Glu Asn Ala Tyr Gln Ala Tyr Ala Ala Pro Gln Leu Phe Pro
85 90 95

Val Ser Asp Ile Thr Gln Asn Gln Gln Thr Asn Gln Ala Glv Gly Glu
100 105 110

Ala Pro Gln Pro Gly Asp Asn Ser Thr Val Gln Thr Ala Ala Ala Val
115 120 125

Val Phe Ala Cys Pro Gly Ala Asn Gln Gly Gln Gln Leu Ala Asp Ile
130 135 140

Gly Val Pro Gln Pro Ala Pro Val Ala Ala Pro Ala Arg Arg Thr Arg
145 150 155 160

Lys Pro Gln Gln Pro Glu Ser Leu Glu Glu Cys Asp Ser Glu Leu Glu
165 170 175

Ile Lys Arg Tyr Lys Asn Arg Val Ala Ser Arg Lys Cys Arg Ala Lys
180 185 190

Phe Lys Gln Leu Leu Gln His Tyr Arg Glu Val Ala Ala Ala Lys Ser
195 200 205

Ser Glu Asn Asp Arg Leu Arg Leu Leu Leu Lys Gln Met Cys Pro Ser
210 215 220

Leu Asp Val Asp Ser Ile Ile Pro Arg Thr Pro Asp Val Leu His Glu
225 230 235 240

Asp Leu Leu Asn Phe
245

33



03154287, 5 i BB B B #1/50

EBNA1-IgA HIAF#E HiZ%(011206) b4

2.0
i
B,
&
%i 1.0
0.5
0.0
1:50 1:100 1:200 1:800 1:1600 1:32C0
T
_ 4 MFEHBE 1 6400 FHBERERE
ERREE 1: 600 B AR R P T
Fe#EEE N 1.0 B EPLEKFE

34



03154287.5 O ) $2/5m1
EBNA-IgA KX FEHEES
35 4
30 4
25 4
20 4
15 4
AR B E S
10 4

T

+0.8- -(0.7- -(0.8- -(0.5- -(0.4- -(0.3- -(0.2- «(0.1- 0-0.17 0.1- 2.2- 33- I.&

0.7) 2.3) 0.5 04) 93) 02 0.1 9 02 53 34 95 23 o9+ 33 :3
REEENTEER

HEEME

35



03154287. 5 L L H3/60

»

8-, SRR
3 ¥4

by BERENRE

~-r,.}‘ BT ety i

I 30

ey HL G Gl S0 2 e
g

36



03154287. 5 L L H4/55

[EETETYT) L R R Y Y R Y P A TP PR YRR TR

reseny CANOEIINNNFENNNIIRAREITENEITI RNy

Lad

BEAGOB)  vovmmn t
5

T

ALIENE DROON ADREEUTENOVIIETNNIN RN TEEeg FeadTNEuiee
2

EBNAI *Eﬁﬁ PUO 000 TARROSROAUIE BB TIRNY NA0E4 WD LRRSILNEN AN ROTELY ¢ wew

TR R Ny R R R R N R N R N N N PR Y R

" [REONE RN TN Y B I I O I ) L R B LI Y A LN I

t [ETTTIRPIIRY e A 0E0Tr00aINsaNIEeaEreenneeaetriattiee sad0erttantitencey
gﬁ%#uﬂﬁ‘§% ;tn %B:ILE;_ % E U0 EI000EE0a0E0TN00E 10T0ICTIRICINEIIINTIITEIEEININT CeasEaloenertdaesn
52 @J VC.—\ m“’a} I::::::::::::l:.:'l'.'::'::::1::::ll.l::00:' 98l ¢ Thetee et l:u
( ) EBNALl Eﬂm"af !% etasccan o 44440004 10900000 TELIAIAITNL AINE CGad SuttsTIeran :
:. I,nnuuﬂ € 409U EE0N GANEEIT 44 ¥ € Ga0P 4eald Cevelend caEteEs 10 14
1
} ')- VOQIAAUANE 100 | EVICNCEEL N FHHIVNNIEIIN C404S FTAT TISANMINA0e reve
BFAEERE Zu¥iR l R vessassrestasers dasaensennsian ssssssisonses
vu AN a NN P Oe eI PP IR i et It eredal 40aaqiREITedattetidusttrss qonn

= : VCARHME
:2 g’J 14veesnany CUGICA IS IV EN T €& & (40O ad] o3CEnvdosss J Sb1a 3 a3
( ) EBNA] %ﬁ“g ‘g Q4R VNG00 (RO IAQEEIRINED 10U PIAT RGO sS BT eIV NERa000000TT Iy

4 4844 (34000 1 UENEETANAITEITEUIY T AAE €U THEITCOO 1O 4 HASe 0

R ELISA Kt RETTR T LI AR AT

&4

37



03154287.5

i

i

L) 5/

o EB AE{ER &iE

FRRIKHARBL)
BUNBHESR ey

No. ENA ENG

ZG  NPC(r=L21) '3(5(u=33:\.-
/

A 1 L

2 L

H
e
|

~1
e

Totai

L

L

ot

0330580 955900

579000 143,147

L6250 373965

331305 02.9.83

6.619.8H EX0)

6.61111.42) 1.31:241

wn

STi48D L3 LET

9.

thn

ta
th

pE)] 0.8:03%

Q0 0

=90?  m)ge0 ¢

*RRE=28

38

X
L3
Wit
?l‘h

+
i
X
H

Nt

=g A ==
EAEE



patsnap

T REBFOF) EBREEHHRARRM 2R SR EHEHE
DFH(RE)S CN1300582C NIF(AEH)A 2007-02-14
HiES CNO03154287.5 RiFH 2003-08-20
[FRIKHBA A RXE
R BLR
MR B 1
RFH
KA RXE
R LR
R | 1
RFH
IPCHEE GO01N33/53 GO1N33/535 GO1N33/569
H AN FF 3Tk CN1584593A
SNEBEE Espacenet  SIPO
BEF) EBNA1-IgA HIFF¥E H1£(011206)

AEREY R R AR ENEBREE A ENLHUFRN MmE P HEkFr

FEUREBREEAZRHEMKERRMIAFNZN G E, ERMBEF

——196 Gl BE
——495 MEBE

W B IRSE (S R R R S ) R E G R Y M EMEBREER S
EBNA1(BKRF1)EH. Zta(BZLF1)EHFMVCA-p18BEENEHRER , B «

BN ME PR HAKT  HESEAKEREEBERRS RET 8"

~

EBmEER#TRME, REMAL , eIRH LIRS , NTEEALEB R

b

RENREEBRENFRRMRAR, BIUEBRERRNAEEMEZNTH -

BMEBRERR, LERMERARESENEREERARES o0
iE. MEIZHSENRBE. FHAANTEERRWENRKRESSHA
ES AR

1:50 1:100

ERBE 1. 600 B
SRR 1.0 W EHHAAT

1:800

— RV

1:1800

1:3200

MRS 1: 6400 R BERESRE
4+ BB B MTUA KT


https://share-analytics.zhihuiya.com/view/c73f6cac-d49c-4e90-b0e3-df75c8ac208f
https://worldwide.espacenet.com/patent/search/family/034597961/publication/CN1300582C?q=CN1300582C
http://epub.sipo.gov.cn/tdcdesc.action?strWhere=CN1300582C

