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1. —# TR SARS HURM GZMER, HAUREZHHRAAEZ, AR
H R EET 2 RBEREE TFFIR PR FEEH SARS /@ RFE S, N, M Bk
E BEAREMA LML ETUA, FIRMRELBMIRNREESN 200~900
gk, HREHBREBM.

2. —FMAFIER 1 Frd B TR SARS FLE S EMIRNEI& T, BR
BB FFIR DS H ERES SARS ERFBHE S, N, M5 E BEARES)
YIFTFEN 2 RERARBRAMIR, BRUNTRIR:

1) BB E ZBBIK 15~20mg/ml, F 0. 1~0. 5M fJ pH8. 8~9. 8 H B R £h 28 i
WYk E, ER&T 0.01~0. 05M i) pH4~5 KIBEBRZE 3, SRS WA 2~4mg/ml )
BN, TERRNEERE, B, B 0.1~0.5M i pHS. 8~9. 8 HIBRKMEh B il
ek, EET 0.01~0.05M K pH 7. 5~8. 5 KIBREE A B; FTRMEE Z B MRE
4 200~900 4k, HEREHERESM:

2) MPE D BRNESHFIA 0.2~2. 4ng/ml B BHER, TERRN
5e4; A 0.1~0.5M ) pH8. 8~9. 8 HIBKER AL R LERR /G, E&T 0.01~0. 05M i
pH4~5 HIBERE B, ARG 2~4mg/ml BIBK — Wik, TERENES; B 0.1~
0. 5M iy pHB. 8~9. 8 IR EL B MR, E &/ T 0.01~0. 05M f pH 7. 5~8. 5 HIB
MEZ M,

3) ARFIRFHFHEEREA SARS /K F S, N, M & E BAREsWE4
ZRENE, FiiTaN,

4) MPE2) BERKNBEEPMALE 3) KIHi SARS @RFEES,N,MEKE
BB wEHE 0.2~2. 4ng/ml, TEBRKMNES; B 0.1~0.5M # pH8.8~9.8
HIBR IR L B Ve 5, BB T 0. 1~0. 5M i) pH8. 8~9. 8 HIBR AR EL 22 PPk ; IO 50~
200 THF 0. 25M Z MRk, FERRNTEER, B4 H E A,

5) E&T lmg/ml 4 Mi& (BSA) F1FH 0. 01~0. 05M ) pH 7. 5~8. 5 HIBREREE L2 MW,
TRERERNTERE, BOsrHEE, B30 TR SARS HUIR M Rk,
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FA-T R SARS PLIR i S BEMER B T4 ik

BASS,
AR K — AT KM SARS HiIR I S REMER KR8l & .

BARWR

SARS (EBMEMRESE) BRABR —FHFHEAHERARE, HEIEN
ERHRLEMARR, ABEER, EARNESHRTT, BCEIERE.

HRERBRIEEK L BORM SARS HLERMRM RN A&

(ELISA). {FMRE%y: (ELISA) RMHER, RIEHaasmiz®i L, m/h4+

EWRREREA, BNSNLEERY 1 /M, SREPKEHRMER, BF 1
DN EEYE, EmlEnGs, BF, BRSRENEGNEY. hERRE
BUHEARRERE, BRESHLHARTEE 2 MfLlL.

DA SRR R IMBURR TR R — M IE. 1RE (L1 HRATRBIER)
BURF R . (BRRANREIBANNHIE T, TRoRWHERRIEN
[INRERRG A RB TN RE S, BhEATRE, REERDREERE
BB RmY.

. LIk
AR E #9R ERIA KRS SARS FLR MBS RET G HE. R W
SEMREN RBEWRE S RARE, BRHERERETRRENRE, AR
B—FRERT LA . MERRR, URBRENA TR SARS FIAK S RRER.
AR BK5— HRR R —F A TR SARS HiR K S BERIR B % 5 .
ARANIE— B AR RO —F A TR SARS HURK SBRERKI IR .

ARBE B MRE LT HEART LR

FERROGRA TR SARS (TEANPRESE) RN, XN
CIREZMMIR Y PE, ABREORERTERBKRMB T 51 SARS R %
SNMLEERENIG, FRNEXZSWROREERY 200—900 g1k, HE
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EE RGN
FRARK—FFRIA TR SARS FURK LRI HE& Bk, BREA

WEBBIERI SARS ERHE SNM X E FAMRARBRIIME, SFE0TH
iﬁa:

1) BREZBWIR 15~20mg/ml, F 0.1~0.5M K pHS.8~9.8 I LB
WckE, ERAT 0.01~0.05M i) pH4~S5 KIBSMB W, RIEMA 2~4mg/ml B
B, FTERRNTL2E, B, 0.1~0.5M i pHS.8~9.8 MIBKER £ 28 ik
ek, ERT 0.01~0.05M [ pH 7.5~8.5 KIBRMEBH: TARNEEZB MY
£ 200~900 44K, HREEREBW

2) AR R/EANBARFMA 02~24mg/ml HERBREE, TSERN
5e4: A 0.1~0.5M B pH8.8~9.8 IR B IhlivEdk)E, ERT 0.01~0.05M 1y
pHA~5 HRRE M, RE M 2~4mg/m] B — R, TERRNzS; H 0.1~
0.5M #) pH8.8~9.8 KIBRMR L B IPMiYEHE, ERT 0.01~0.05M i pH 7.5~8.5 Bk
S 8 |

3) HEREHNK SARS HRFE SNM B E RO BNk, H#iT
aifk;

FEREEE SARS ERFHF SNM 5 E ZESREHY (AEXKBR, BWE
IERRRzF0) MRASEE: KHRERN 0.5mg/ AT HE, GEFWHAELX
BR, B-REegA LRRENSERNRSBREN, —AR#ITE R,
BB LRARMEARNATSBELER: LUSSAMB—KeE, 8=
KEBEITFHR SR NT SRR MG ARE, SRAREES 1. 32 HiREnRE,
KAEE A FREFREMSLTE, B35 TG4 A% MY ELISA 7 Festern
Blot ¥EBFNE REDLE;

4) WM 2) BIMRERPMASR ) Y Z HRFEN SARS R
B SNM R E EH 02~24mg/ml, THRRNZS: H 0.1~0.5M ) pH8.8~9.8
FBKMR 2k 2B PP MBE R S, LR T 0.1~0.5M A pH8.8~9.8 B MR EL B MM ; TN 50~
200 Bt 0.25M ZBilk, TERRNRESRE, B0 EE;

SYRBET 1 mg/ml 4 fFH(BSA)H 0.01~0.05M i) pH 7.5~8.5 HIBE M EL B rhok,
TERRNTEE, WO HERK, BBEELT i SARS BRHES. M. EANE
BHENATRM SARS RN G ERER.
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Bk i) SARS EARWE S EAKREBFIIA:

MetPhellePheleu
ThrPheAspAspVal
TyrTyrProAspGlu
ProPheTyrSerAsn
[1eProPhelysAsp
TrpValPheGlySer
ThrAsnValVallle
SerLysProMetGly
PheGluTyrlleSer
HisLeuArgGluPhe
GlnProlleAspVal
LysLeuProLeuGly
AlaGInAspThrTrp
ThrPheMetLeuLys
AsnProLeuAlaGlu
GInThrSerAsnPhe
AsnLeuCysProPhe
GluArgLysLyslle
PheSerThrPheLys
AsnValTyrAlaAsp
GInThrGlyVallle
LeuAlaTrpAsnThr
ArgTyrLeuArgHis
SerProAspGlyLys
TyrGlyPheTyrThr
PheGluLeuLeuAsn
LysAsnGlnCysVal
SerSerLysArgPhe
SerValArgAspPro
ValSerVallleThr

LeuPheLeuThrLeu
GlnAlaProAsnTyr
I1lePheArgSerAsp
ValThrGlyPheHis
GlylleTyrPheAla
ThrMetAsnAsnlys
ArgAlaCysAsnPhe
ThrGlnThrHisThr
AspAlaPheSerlLeu
ValPhelLysAsnLys
ValArgAspLeuPro
IleAsnIleThrAsn
GlyThrSerAlaAla
TyrAspGluAsnGly
LeuLysCysSerVal
ArgValValProSer
GlyGluValPheAsn
SerAsnCysValAla
CysTyrGlyValSer
SerPheValVallys
AlaAspTyrAsnTyr
ArgAsnlleAspAla
GlyLysLeuArgPro
ProCysThrProPro
ThrThrGlyIleGly
AlaProAlaThrVal
AsnPheAsnPheAsn
GInProPheGlnGln
LysThrSerGlulle
ProGlyThrAsnAla

ThrSerGlySerAsp
ThrGlnHisThrSer
ThrLeuTyrLeuThr
ThrileAsnHisThr
AlaThrGluLysSer
SerGlnSerVallle
GluLeuCysAspAsn
MetIlePheAspAsn
AspValSerGluLys
AspGlyPheLeuTyr
SerGlyPheAsnThr
PheArgAlalleLeu
AlaTyrPheValGly
ThrIleThrAspAla
LysSerPheGlulle
GlyAspValValArg
AlaThrLysPhePro
AspTyrSerVallLeu
AlaThrLysLeuAsn
GlyAspAspValArg
LysLeuProAspAsp
ThrSerThrGlyAsn
PheGluArgAsplle
AlaleuAsnCysTyr
TyrGinProTyrArg
CysGlyProlLysLeu
GlyLeuThrGlyThr
PheGlyArgAspVal
LeuAsplleSerPro
SerSerGluValAla

LeuAspArgCysThr
SerMetArgGlyVal
GlnAspLeuPhel.eu
PheAspAsnProVal
AsnValValArgGly
IleIleAsnAsnSer
ProPhePheAlaVal
AlaPheAsnCysThr
SerGlyAsnPhelys
ValTyrLysGlyTyr
LeuLysProllePhe
ThrAlaPheSerPro
TyrLeuLysProThr
ValAspCysSerGln
AspLysGlyIleTyr
PheProAsnIleThr
SerValTyrAlaTrp
TyrAsnSerThrPhe

-~ AspLeuCysPheSer

GinIleAlaProGly
PheMetGlyCysVal
TyrAsnTyrLysTyr
SerAsnValProPhe
TrpProLeuAsnAsp
ValValValleuSer
SerThrAspleulle
GlyValLeuThrPro
SerAspPheThrAsp

" CysSerPheGlyGly

ValLeuTyrGlnAsp
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ValAsnCysThrAsp
IleTyrSerThrGly
HisValAspThrSer
HisThrValSerLeu
LeuGlyAlaAspSer
SerIleSerIleThr
AsnMetTyrIleCys
PheCysThrGlnLeu
ArgGluValPheAla
GlyPheAsnPheSer
GluAspLeuLeuPhe
GluCysLeuGlyAsp
ThrVallLeuProPro
SerGlyThrAlaThr
AlaMetGlnMetAla
AsnGlnLysGlnlle
ThrThrThrSerThr
LeuAsnThrLeuVal
AsplleLeuSerArg
GlyArgleuGlnSer
ArgAlaSerAlaAsn
ArgValAspPheCys
GlyValValPheLeu
ProAlalleCysHis
GlyThrSerTrpPhe
AsnThrPheValSer
AspProLeuGlnPro
HisThrSerProAsp
I1eGlnLysGlulle
AspLeuGlnGluLeu
GlyPhelleAlaGly

ValSerThrAlalle
AsnAsnValPheGln
TyrGluCysAsplle
LeuArgSerThrSer
SerlleAlaTyrSer
ThrGluValMetPro
GlyAspSerThrGlu
AsnArgAlaLeuSer
GlnValLysGlnMet
GlnIleLeuProAsp
AsnLysValThrLeu
IleAsnAlaArgAsp
LeuLeuThrAspAsp
AlaGlyTrpThrPhe
TyrArgPheAsnGly
AlaAsnGlnPheAsn
AlalLeuGlyLysLeu
LysGlnLeuSerSer
LeuAspLysValGlu
LeuGInThrTyrVal
LeuAlaAlaThrLys
GlyLysGlyTyrHis
HisValThrTyrVal
GluGlyLysAlaTyr
11eThrGlnArgAsn
GlyAsnCysAspVal
GluLeuAspSerPhe
ValAspLeuGlyAsp
AspArgleuAsnGlu
GlyLysTyrGluGln
LeulleAlalleVal

HisAlaAspGlnLeu
ThrGlnAlaGlyCys
ProlleGlyAlaGly
GlnLysSerIleVal
AsnAsnThrlleAla
ValSerMetAlalys
CysAlaAsnLeuleu
GlyIleAlaAlaGlu
TyrLysThrProThr
ProLeuLysProThr
AlaAspAlaGlyPhe
LeulleCysAlaGln
MetIleAlaAlaTyr
GlyAlaGlyAlaAla
11eGlyValThrGln
LysAlalleSerGln
GlnAspValValAsn
AsnPheGlyAlalle
AlaGluValGlnIle
ThrGinGlnLeulle
MetSerGluCysVal
LeuMetSerPhePro
ProSerGinGluArg
PheProArgGluGly
PhePheSerProGln
VallleGlyllelle
LysGluGluLeuAsp
IleSerGlylleAsn
ValAlal.ysAsnLeu
TyrIleLysTrpPro
MetValThrlleLeu

ThrProAlaTrpArg
LeulleGlyAlaGlu
I1eCysAlaSerTyr
AlaTyrThrMetSer

IleProThrAsnPhe

ThrSerValAspCys
LeuGInTyrGlySer
GlnAspArgAsnThr
LeuLysTyrPheGly
LysArgSerPhelle
MetLysGlnTyrGly
LysPheAsnGlyLeu
TﬁrAlaAlaLeuVal
LeuGlnIleProPhe
AsnValLeuTyrGlu
I1eGlnGluSerLeu
GlnAsnAlaGlnAla
SerSerVallLeuAsn
AspArglLeulleThr
ArgAlaAlaGlulle
LeuGlyGInSerLys
GlnAlaAlaProHis
AsnPheThrThrAla
ValPheValPheAsn
IlelleThrThrAsp
AsnAsnThrValTyr
LysTyrPheLysAsn
AlaSerValValAsn
AsnGluSerLeulle
TrpTyrValTrpLeu
LeuCysCysMetThr
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SerCysCysSerCys

LeuLysGlyAlaCys

SerCysGlySerCys

AspAspSerGluPro VallLeuLysGly ValLysLeuHisTyr Thr

Pk SARS 7R N BRRIEERFIIA:

MetSerAspAsnGly
ProThrAspSerThr
ArgArgProGlnGly
GlyLysGluGluLeu
ProAspAspGinile
LysMetLysGluLeu
SerLeuProTyrGly
AsnThrProLysAsp
LeuProGlnGlyThr
GlnAlaSerSerArg
SerSerArgGlyAsn
LeuLeuLeuLeuAsp
GInGlnGlyGlnThr
LysArgThrAlaThr
GInThrGlnGlyAsn
TrpProGlnlleAla
GlyMetGluvalThr
AspLysAspProGln
LysThrPheProPro
ProLeuProGlnArg

ProGlnSerAsnGln
AspAsnAsnGlnAsn
LeuProAsnAsnThr

ArgPheProArgGly -

GlyTyrTyrArgArg
SerProArgTrpTyr
AlaAsnLysGluGly

HisIleGlyThrArgAsn

ThrLeuProLysGly
SerSerSerArgSer
SerProAlaArgMet
ArgleuAsnGlnLeu
ValThrLysLysSer
LysGlnTyrAsnVal
PheGlyAspGlnAsp
GlnPheAlaProSer
ProSerGlyThrTrp
PheLysAspAsnVal
ThrGluProLysLys
GlnLysLysGlnPro

ArgSerAlaProArg
GlyGlyArgAsnGly
AlaSerTrpPheThr
GlnGlyValProlle
AlaThrArgArgVal
PheTyrTyrLeuGly
IleValTrpValAla
ProAsnAsnAsnAla
PheTyrAlaGluGly
ArgGlyAsnSerArg
AlaSerGlyGlyGly
GluSerLysValSer
AlaAlaGluAlaSer
ThrGlnAlaPheGly
LeulleArgGlnGly
AlaSerAlaPhePhe
LeuThrTyrHisGly
IleLeuLeuAsnLys
AspLysLysLysLys
ThrValThrLeuLeu

" CysLysPheAspGlu

I1eThrPheGlyGly
AlaArgProLysGln
AlaleuThrGlnHis
AsnThrAsnSerGly
ArgGlyGlyAspGly
ThrGlyProGluAla

" ThrGluGlyAlaLeu

AlaThrVallLeuGln
SerArgGlyGlySer
AsnSerThrProGly
GluThrAlalLeuAla
GlyLysGlyGlnGln
LysLysProArgGln
ArgArgGlyProGlu
ThrAspTyrLysHis

GlyMetSerArglle

AlalleLysLeuAsp
HisIleAspAlaTyr
ThrAspGluAlaGln
ProAlaAlaAspMet

AspAspPheSerArg GlnLeuGlnAsnSer MetSerGlyAlaSer AlaAspSerThrGln Ala

BriR B SARS ERRE M BEEHNEERFFN:

MetAlaAspAsnGly
LeuVallleGlyPhe
ArgAsnArgPheleu
LeuAlaCysPheVal

ThrlleThrvalGlu
LeuPhel.euAlaTrp
TyrilellelLysLeu
LeuAlaAlaValTyr

GluLeuLysGlnLeu

IleMetLeuLeuGln
ValPheLeuTrplLeu

ArglleAsnTrpVal

LeuG1uG1nTrpAsn
PheAlaTyrSerAsn

~ LeuTrpProValThr

ThrGlyGlyIleAla
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IleAlaMetAlaCys
LeuPheAlaArgThr
ValProlLeuArgGly
AlaValllelleArg
LysAspLeuProlLys
GlyAlaSerGlnArg

IleValGlylLeuMet
ArgSerMetTrpSer
ThrIleValThrArg
GlyHisLeuArgMet
GlulleThrValAla
ValGlyThrAspSer

TrpLeuSerTyrPhe
PheAsnProGluThr
ProLeuMetGluSer
AlaGlyHisSerLeu
ThrSerArgThrLeu
GlyPheAlaAlaTyr

ValAlaSerPheArg
AsnllelLeuLeuAsn
GluLeuValIleGly
GlyArgCysAsplle
SerTyrTyrLysLeu
AsnArgTyrArglle

GlyAsnTyrLysLeu AsnThrAspHisAla GlySerAsnAspAsn IleAlaLeuLeuVal Gln

Frid 0 SARS MR E E BOMEERTTA:

MetTyrSerPheVal
LeuAlaPheValVal
AlaTyrCysCysAsn

SerGluGluThrGly
PhelLeuLeuValThr
IlgValAanalSer

ThrLeulleValAsn
LeuAlalleLeuThr
LeuValLysProThr

ArgVallLysAsnLeu AsnSerSerGluGly ValProAspLeuleu Val

SerVallLeuLeuPhe
AlalLeuArgleuCys
ValTyrValTyrSer

FRARMNF TRA SARS RN EEREROAR, HABMBERIE DDA

KM SARS HLIR .

FRARGEIA T M SARS FURMISAMER, o LME R BRI R SARS
R, RRMTENT:

Y P RS PR BT BB R A b, AR K BR G TR

SARS FURMSREMER, Hob, MITE. FE. BHRRLADEIS, BHMRER
MRBRORES I 2 HBER.

ERAERT, AARNEESHSRTEENRRLRN, FATIFSERE

R

(—) JCPBR T SRR

(+) ARTRARNEERE, &RIBMH;
(+) PIBRTT L CROBESIRL, & SO /R;
(+++) WERT] AT, FREE,
(++++) WIRAT R ATIRMAEER, BREH.
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WATBAT R RBENERE, BEMLFFLRRE, HEEdE, URRE
HPERE .

SARS R — I ErHE RN, WERE. TSN
ARHARURATRM SARS (CHEINMREZSE) RENAENRRBERE
4109 SARS WRHE S,N M E BERERTHENNGLETRLE, EHdkRTL
FHERAKIREZMME L, ZEEBRSAFTHARME, KEFSHRN:

£, EHRER. BYERANERTREAGE, KAEED 9%, A, &
%7 PCR W N &R B PR BB A5

£, Bll. BTOMIENBEENSH, B8R THRARLSHANETER
/N BB B TR A

F=, %A, RBFAWBEEMUBRE, EET KEEDERRMEA.

B2, ZRBEHEKESTER WM EH SARS HiR, HEUBHIERIEYT.

s B8] 152 B
B HRSeRE SARS Hidk: AB), AR
B2 A%, FRmES SARS Cov MERERRH R MR KR N (40X);
Kov: A SBaIRIE; B. 5 RILE;
B 3 AEBAFBALES SARS Cov RREAROAREMRRN; K.
A. IEHAM#%(10X); B. SARS i A fLi# (38 X 2(10X); C. SARS &AM #HGRR N
40X); D. SARS # A L% (1:200 #¥E 40X).

B AR =
KR 1 :

HIEBBXT SARS TERAE S BERBRTHEMHANEA THM SARS
PUR B S SR

1. SARS WR#WHE S EARNHE
FH RT-PCR JiE4 1 SARS 5s@R7m 5 S I3 A B, %&E#&%Wﬁiﬁ'{é%

RFFIEHRERE, BRIRBIREEAMELREEA pQE0, BERIER K
pPICZaA, MEHATRIEMEBE HHL.

2. SARS WRWES BEHNEMEE
HRsELE, DAETUTERERE:
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3

(DRBEASRNE: RIR | BAASAEH ML ES AR, £ 260nn
0 280nm 4b4 W 0D {H)5, AL 280nm Odx1. 45— 260nmODx0. 74 BAW] i+ EHi R
MEESE lng/ml £4

(2)BEAMBENE: MPUE 20 A (FEOR 5 M) ER S BIKED SDS-PAGE
Bk, GRBRI %W,

(3) MBKRPR (ELISA) @ LA 2.5 B/ RFHR 200 HFH RN
B, B4 20 pBYJG, FEFURBEE WA 5%/NF il L ARG R BEN
4, B 37HE 1/, £ PBS-MEA PBS ek )E, MBAYER AL, F 37
& 2 /pEY, £ PBS-REIRFN PBS S hiiBedR)S I\ BeiE THEWREE HRP SR CRIEHIA
I1gG 200 7, MEH 2 HBt/E, 4 7A PBS-H-i@ 1 PBS Babi k& 3 kK, WA
R REY 200 BF, B 495 nm BEBAE.

(DX RAR: FARBMBR 10 HFAMA 10 HATIERELRRBELE, B
S0, FRPEMMARENCBUR, P TR

3. SREHANEE. BN S BEAEIRBRSHAEXER. HIRRY
0.5mg/ ATHE, B—REEARENSERNELBEEN, —RE#TE-K
%%, HEMSARBRHATLBRER. LESARB—Re%. B-REREFT
MR RANY BIERBMHAARE, HHENEES 1. 32 HidRnE. KAEA A
ERBWEEEALTE.

4, EREHPENETE: XHEMELISA Fl Western Blot ¥ £ HEH A,

5. WERMIBIE.

1 HEER 200 GKAIREE ZHMER 15mg/ml, A 0.1M I pHB.8 MK 2
MWYEER 3 KfE, ERT 0.01M i pH4 BB E ML RBMA 0.2mg/ml KK —
Wiy, B=ER ET®3)4 /et L 12000 $5/9 8.0 10 %8k, F 0.1M i pHS.8 K
BREREE P RYER 3 3k, ERT 0.01M 9 pH 7.5 BFIBRBREL 2 Mo ;

2) mER 1D BEAKNBEHPHA 0.lmgml KERBER, E=ER LTy
12 /hBt, 3 0.5M £ pH8.8 AIBRRR EE ik e dk 3 1K, TAT 0.01M ) pH4 HIBERE
Zred, RIS 0.2mg/ml B — TR, BER L T#3h 4 et A 0.5M ) pHS.8
RIKMREE R PSR 3 K, ERT 0.01M 9 pH 7.5 KRR LR B bk ;

HFSE2) BB SBTMASE 3 BB SARS HRBE S BAMH
& 0.2mg/ml, BEIR T30 12 /M6, FH 0.1M i pHS.8 ABRMEL B /P TEIk 3 X

10



200410070146. X oM P /22|

J5, AT 0.1M i) pH8.8 FUBKMR £ 28 M IO 50 BFt 0.25M ZBekkdt P& R
M ERBHALSSHRERS, MAZREKS, BEE ET#%3) 304, BL13000
¥/ WA 10 7380, 4B,

4) ERT 1g/ml 4 MiE@BSA) 0.015M i pH 7.5 MIRRE AW, BEZH L
T3 30 43, W4 1 E A, BB TH 8 SARS HURE BB T 1E AR SARS
RERWE S A SRR,

BERATHRM SARS A AEMERKKSTMA 1%BSA. S%H M.
0.01%NaN; . 0.01M [ pH8.0 ) PBS S E R, A 400w HFE B4 20 7,
#H.

SRR 2: PREKT SARS R BN BO B LRGSR SRR BE

1. SARS WRME N FOHREOBIE:
FA RT-PCR 33 SARS BRARENHERF B, BiEXRRBMFTLE

FAFFIERERE, BRAREIREREDEERAE M pQE30, BB RAH &
pPICZoA, MEHATREME R,
2. LRI E :
piRaifE, LABITUTRREE:
(OHRREESRME: RHUR 1 AL E R EA SR, £3 260nn
#0 280nm 44> B OD {5, A 280nm Odx1. 45~ 260nmODx0. 74 B[+ M HiE
MEEEHR.
Q)EBEMENE: IR 20 BA (FES R 5 %) EZE A B IKE SDS-PAGE
ik, GRERH—FH.
(3) MBERRERI (ELISAD : UL 2.5 B/ ZEFHAR 200 BHR BB E B
®, B4 200G, FEHAEGSEM MA 5%/ il s Ak H R e
#sr, W37 1B, £ PBS-HIBM PBS ZrhMidciR)S, MR AMLE, B 37
& 2 /B, % PBS-REEA PBS 28 MylBLEk/E A BIE LW HRP $7 2 BEHIA
IgG 200 B, =R 2 Med/E, 450/ PBS-HE M PBS B IdERE 3 K, A
RS 200 WF, 495 nm BB .
(4) MREKE: FBREMER 10 MFHMA 10 HFAHERE DR RBEE DR,
BNE, MELBEREER, BELBUTEE. SRREHANHE.
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3. BEMEIN BEEENFRR S MRz (Gl KEa%. LWFERB),
PURER 0. 5mg/ AFTHE, B—XEERAHBRNEERMNTLBRER, —BEH
FTEKGE, HEMSEARNATESER. UESAMBR—KEE. BE-KRE%
B RASENYT SERNGTERE, [SHENERE 1. 32 NkEnE. XAK
B A FREF T,

4, ZRRAENEE: RAEMELISA F Western Blot XL HEHIAE.

5. WIRHIBIE:

1) HBHEH N 200 SKEIREE ZIFBRER 15mg/ml, A 0.1M [ pHB.8 KM L
MYk 3 W5, E&T 0.01M i pH4 KIBMREFHB, REMA 0.2mg/ml KK
Uik, BZE ET®R304 8, LL 12000 /980 10 440, B 0.1M #Y pHS.8
BRIRER P YERR 3 X, ERT 0.01M i1 pH 7.5 IIBREREL 48 1K ;

2) FSR 1D BRSSP NA 0.1mg/ml HERMER, ESR -TE3)
12 /B, A 0.1M £ pHS.8 AR EE 2 rh vk 3 1R, AT 0.01M ) pH4 KIBEER
ZW, REMA 0.2mg/ml KK Wk, EEHR ET#3h 4 /8 B 0.1M ) pHS 8
RIBRMR IR P HEYERR 3 Ik, ERT 0.01M B pH 7.5 RIBRERER B s il ;

3) BER2) BINREWP AN SARS HR%EE N S H$H4E 0.2mg/ml,
B8 T3 12 /78, A1 0.1M [ pHS.8 IR EL B Ml vk sk 3 G, R T 0.1M
) pH8.8 HIBRMREBR PR A 50 BF 0.25M Z.BEREH 1S RMEA b Bk
SEMRERS, MAZBERS, BZ8LETE3) 30 4, Ll 13000 #/48.L0 10
a8, B

4) EBT lg/ml 4 mi#BSAF 0.015M [ pH 7.5 FIBRMRE: BBrew, BE=H L
T#3h 30 &, WLs HEE, BB R TR SARS HURE) . BB T 45 A HU4ERY SARS
RARAE N BEERBEMER.

WEA TR SARS HiAKRBEMRKKRS M 1%BSA. 5%H M.

0.01%NaN; . 0.01M f pH8.0 (] PBS ZiE R, 3/ 400w A S 20 5,
£H.

S 3. MR T SARS ERFE M BASRRAGKAEMRIOEE

1. SARS R/ M EEHERMEE:
A RT-PCR 55478 SARS ;R EE M BRRF B, BiZEER ) RESNFIETE

ERFFIERERE, BRAREIREARENELEARE pQE0, BBXERHA

12
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pPICZaA, RiGHITRIEME L.

2. FUEMEE:

PRAE, BAEEU TRRERE:

(DHERESRNE: BHE | BAHMAETRIES AR, £ 260nn
1 280nm 4b4> B OD 18/, H/A 280nm Odx1. 45- 260nmODx0. 74 B AT+ HHE
MEOSE.

() FOSRRE: WHIR 20 HFH (FEEE 5 W) EFE B IKED SDS-PAGE
Bk, GRERY K.

(3) MR RE (ELISA) : LA 2.5 MFL/RATR 200 A Sy WML
®, B4 20/0BE, FEHRBESEM, WA 5% M4 Ml AA B RN
#B4y, W37 1 /N, 2 PBS-HL{EA PBS BrhWite kG, MMALRALLE, B 37
& 2 /pEf, £ PBS-REERFD PBS 2B rhiiBEik/a A BOE TAEWREE HRP #RiCRIEHA
IgG 200 47, M=ER 2 /MG, 251 PBS-nbifFi PBS Brbiideik & 3 1k, A
R RLRE® 200 WF, B 495 nm PEWAE .

(4) HMEE: FRERER 10 MFHIMA 10 WA HERED R DE, 8
NG, RERNAREBR, MO ENTRE. £RREAENHE:

3. AL M BOEINR S Ny GHrTURKA%R. WLERM).
HLREKN 0. 5mg/ AT E, B—REEBHENSEENELBEREN, —RAEi#
TRE_RRE, RERNEERNATLEN. UWESAMB—RER. E_RE&E
BRI BRARAERY BRI, FPARES 1. 32 Mg mng. RAE
H A EREF LA,

4. EREHEMNEE: RAEMELISA # Western Blot ¥ L WREH 4.

5. BIRHIBIE-

1 BEREN 200 AKRMEE ZHHBR 15mg/ml, FH 0.1M ) pHS.8 HIBREEILE
MBYEEk 3 WE, EBT 0.0IM [ pH4 KIBRE ML REIA 0.2mg/ml BI5K =
Wik, R=EE ETHE3)4 /et LL 12000 #5753 85.0 10 2040, B 0.1M #9 pHS.8 I
KRERPP MR 3 X, EBT 0.01M B pH 7.5 KIBKER EL 3 w3k ;

2) AR 1) BIENRESETIA 0.lmgml KERBER, TIE TR
12 /h6f, 3 O.1M i) pHB.8 MIBKEREL G P Hib s 3 K, ERT 0.01M f) pH4 HIHR
R rPHL MBMA 0.2mg/ml Bk i, BEHE ET#830 4 /8 A 0.1M ) pHS.8

13
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IR L B PP AYEH 3 X, EET 0.01M i pH 7.5 FIBREE L MPH;

D EGR 2 BBHBREBF AN SARS BRFHE M BAMHLE 0.2mg/ml,
EXE CT#®3h 12 /06, F 0.1M £ pHB.8 MBI rbiIMERR 3 K5, BERT
0.1M i pH8.8 MIBKMREE B JOA 50 Tt 0.25M ZBeRH HiE BRER Lk
BHASEANREES, MAZBEE, EZRET®ES) 30 4, Ll 13000 /5
B0 10 408, 7,

4) ERT 1g/ml 4 mEBSA)H 0.015M A pH 7.5 FIRBREZ i, E=E L
T#3h 30 4, BWLaHEE, BIAETRE SARS HURK. BB T fEATAR
SARS FERFH M EE R RRERK.

WL FHR® SARS HIRM R RMRIK KRS A 1%BSA. 5%H .

0.01%NaN; . 0.01M f pH8.0 i) PBS ZiiE R, FH 400w HEEFLE 20 B,
%H.

A 4: MEET SARS SRS E BE S LRIAN RBENRNEE

1. SARS WIRHEE BANENBIE.
B RT-PCR A ¥:3 1M SARS R E MBER B, BixEEHBSWFFELE

BFNERERE, FHLREIRARENRERERE pQE30, MERER G
PPICZaA, 4R JE AT ZIA IR £ 4L,

2. BURIKHERE:

REALE, PRETUTRRYR.

(OHAREATRNE: RHE | FFASOEETMABRE SR, 1 260

1 280nm b4 %M OD 15, HA 280nm 0dxl. 45~ 260nmODx0. 74 BR ]+ E B
HEESE.

Q) EBREREWE: BHUR 20 WA (FEAR 5 %% EJE G HBIKEP SDS-PAGE
Bk, SRERA—£F.

(3) MBSBRIRE (ELISA) @ W 2.5 fiGE/RATR 200 WAL ¥BEHRRHAL
R, BE4AE 20 PG, FERERER, WA %4 i A RBHIRABN
¥4, K37 K 1/pE, £ PBS-RLAM PBS Erpiittik/a, MBHEMANLE, E 37
B2 2 /b, 2 PBS-rEEA PBS S BERR S IMABGE TIEWE HRP FRIEMERA
IgG 200 7, W=E 2 het/E, 475 PBS-HE A1 PBS ZMpPiLkiR® 3 K, MA

14
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R BEREY) 200 W, 5495 nm MEBRME.
(4) MERELR: A%REMIK 10 MIFMA 10 BAF-HUAPH i f5 4 m i,
WAE, BYEnERRER, At nEUTRE. THRAANEIZ.

3. RALK E RBEARES HEEY GHYTURKA%. WEMS),
FLREN 0. Smg/ A FTHE, F—XEEANENFARKTLSRKEN, —ARi#
TR -REK, REMESENAT2EN. UESAMBE—KEE. FRKER
R BT R ML, FHARELE 1. 32 MikkniE. RAX
F A EREHTEEAb i,

4, ZHENEHEE: KAKMELISA fitWestern Blot X BB REH A,

5. BERAYEIE:

D) BHRBN 200 KK REE ZBRR 15mg/ml, F 0.1M i pHS.8 HIBREE L2
WYL 3 e, KRBT 0.01M i pH4 IR, AREMA 0.2mg/ml FI5K —
Wik, RZERETES) 4 /rE, DL 12000 /480 10 486, F 0.1M i pHS.8 i
RIRE S PR 3 K, EET 0.01M K pH 7.5 UMM LB PPk ;

2) R D BEANBARTIA 0.Img/ml MERBER, ESELTED
12 /pEF, F0.1M K pHS.8 FIBRAR &L B WP HYERR 3 K, EAB T 0.01M i pH4 KB
ZHW, REMA 0.2mg/ml BIBE —TERE, B=R ET#3h 4 /et A 0.1M i pHS .8
KRR ZPRIYER 3 %K, ERT 0.01M #9 pH 7.5 RIBRER LR B b3k ;

3) [ 2) BBMRESHFMAL SARS FR%HE E FE K414 0.2mg/ml,
BE=E FTES) 12 /08, F0.1M K pHS.8 AIBRES £ B b ik 3 G, BB T 0.1M
i) pHS.8 FIBKIREEIPH: DO 50 HF 0.25M ZBiikdd AL BB R - kgl
ZERRERS, MAZBKE, B=RETES 30 4, Ll 13000 #/43.L0 10
reh, 4B

4) ERT 1g/ml 4 i (BSA)H 0.015M K pH 7.5 FIRME Bk, BEH L
T#E3H 30 4, W4y EE, B3 TRM SARS LR BB T A HUER SARS
TR E E BN RRRER.

WA TR SARS RN S RBRE K2 MA 1%BSA. 5%H .
0.01%NaN; ~ 0.01M i) pH8.0 ] PBS M E R, FF 400w WA 43 20 #5,
%M.

WA 5. AR BREK SR UBRMAFRR (SARS) HLE

15
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RS ARaRR MK # (SARS) HUBFE

1. WIETE:
(1) 53 A i 10 WA WA PR3 BUEBATRL A b, B0 5 BT B noke

WM, BTERSEER 1 EXMEHR.
()RR T BB .
Q) EMME, BRI ELLRR, % EEBE, URBRROTRME.

2. ERHE:

(1) PEERM5E :
(=) FCARMR AT R RENE .

(+) PRARTT R RIREIIBORL, H RiRH.
(++) PIRE R KHISERBR, B RARA.
(+++) RIRA] R ATTWHTRERRL, R,

(++++) RERAT KT BB ER, RS,

B ERERRTIRNE .

B RLAE 1;

(2) BEBER T HE:

40 T AR, FAPETT IS5 WERIUR, FOYETT ACRBUR AR 25k, T 2.
il 3.

16
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FPI104185-sequence list
SEQUENCE LISTING

110> T RBERHWF A
<120> B FRMSARSTH AR REMER R K #& F i nHg
<130> FPI04185

<150> CN 200410003420, 1
<151> 2004-02-25

<160> 4

<170> PatentlIn version 3.1
210> 1

<211> 1255

<212> PRT

<213> corona virus

400> 1

Met Phe Ile Phe Leu Leu Phe Leu Thr Lgu Thr Ser Gly Ser Agp Leu
1 5 1 1

Asp Arg Cys Thr Thr Phe Asp Asp Val Gln Ala Pro Asn Tyr Thr Gln
20 25 30
His Thr Ser Ser Met Arg Gly Val Tyr Tyr Pro Asp Glu Ile Phe Arg
35 40 45
Ser Agp Thr Leu Tyr Leu Thr Gln Asp Leu Phe Leu Pro Phe Tyr Ser
5 55 60

Asn Val Thr Gly Phe His Thr Ile Asn His Thr Phe Asp Asn Pro
65 75

Val
70 0

8

Ile Pro Phe Lys Asp Gly Ile Tyr Phe Ala Ala Thr Glu Lys Ser Asn
85 90 95

Val Val Arg Gly Trp Val Phe Gly Ser Thr Met Asn Asn Lys Ser Gln
100 1056 110

Ser Val Ile Ile Ile Asn Asn Ser Thr Asn Val Val Ile Arg Ala Cys
115 120 125

Asn Phe Glu Leu Cys Asp Asn Pro Phe Phe Ala Val Ser Lys Pro Met
130 135 140

Gly Thr Gln Thr His Thr Met Ile Phe Asp Asn Ala Phe Asn Cys Thr
145 150 155 160

Phe Glu Tyr Ile Ser Asp Ala Phe Ser Leu Asp Val Ser Glu Lys Ser
165 170 175

Gly Asn Phe Lys His Leu Arg Glu Phe Val Phe Lys Asn Lys Asp Gly
180 185 190

Phe Leu Tyr Val Tyr Lys Gly Tyr Gln Pro Ile Asp Val Val Arg Asp
195 200 205

Leu Pro Ser Gly Phe Asn Thr Leu Lys Pro Ile Phe Lys Leu Pro Leu

17
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FPI104185-sequence list
210 215 220

Gly Ile Asn Ile Thr Asn Phe Arg Ala Ile Leu Thr Ala Phe Ser Pro
225 230 235 240

Ala Gln Asp Thr Trp Gly Thr Ser Ala Ala Ala Tyr Phe Val Gly Tyr
245 250 255

Leu Lys Pro Thr Thr Phe Met Leu Lys Tyr Asp Glu Asn Gly Thr Ile
260 265 270

Thr Asp Ala Val Asp Cys Ser Gin Asn Pro Leu Ala Glu Leu Lys Cys
275 280 285

Ser Val Lys Ser Phe Glu lle Asp Lys Gly Ile Tyr Gln Thr Ser Asn
290 295 300

Phe Arg Val Val Pro Ser Gly Asp Val Val Arg Phe Pro Asn Ile Thr
305 310 315 320

Asn Leu Cys Pro Phe Gly Glu Val Phe Asn Ala Thr Lys Phe Pro Ser
325 330 335

Val Tyr Ala Trp Glu Arg Lys Lys Ile Ser Asn Cys Val Ala Asp Tyr
340 345 350

Ser Val Leu Tyr Asn Ser Thr Phe Phe Ser Thr Phe Lys Cys Tyr Gly
355 360 365

Val Ser Ala Thr Lys Leu Asn Asp Leu Cys Phe Ser Asn Val Tyr Ala
370 375 380

Asp Ser Phe Val Val Lys Gly Asp Asp Val Arg Gln Ile Ala Pro Gly
385 390 395 400

Gln Thr Gly Val Ile Ala Asp Tyr Asn Tyr Lys Leu Pro Asp Asp Phe
405 410 415

Met Gly Cys Val Leu Ala Trp Asn Thr Arg Asn Ile Asp Ala Thr Ser
420 425 430

Thr Gly Asn Tyr Asn Tyr Lys Tyr Arg Tyr Leu Arg His Gly Lys Leu
435 440 445

Arg Pro Phe Glu Arg Asp Ile Ser Asn Val Pro Phe Ser Pro Asp Gly
450 455 460

Lys Pro Cys Thr Pro Pro Ala Leu Asn Cys Tyr Trp Pro Leu Asn Asp
465 470 475 480

Tyr Gly Phe Tyr Thr Thr Thr Gly Ile Gly Tyr Gln Pro Tyr Arg Val
485 490 495

Val Val Leu Ser Phe Glu Leu Leu Asn Ala Pro Ala Thr Val Cys Gly
500 505 510

18
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Pro Lys Leu Ser Thr Asp Leu Ile
515 520

Phe Asn Gly Leu Thr Gly Thr Gly
530 535

Phe Gln Pro Phe Gln Gln Phe Gly
545 550

Ser Val Arg Asp Pro Lys Thr Ser
565
Ser Phe Gly Gly Val Ser Val Ile
580

Glu Val Ala Val Leu Tyr Gln Asp
595 600

Ala Ile His Ala Asp Gln Leu Thr
610 615

Gly Asn Asn Val Phe Gln Thr Gln
625 630

His Val Asp Thr Ser Tyr Glu Cys
645
Cys Ala Ser Tyr His Thr Val Ser
660

Ser Ile Val Ala Tyr Thr Met Ser
675 680

Tyr Ser Asn Asn Thr Ile Ala Ile
690 695

Thr Thr Glu Val Met Pro Val Ser
705 710

Asn Met Tyr Ile Cys Gly Asp Ser
725
Gln Tyr Gly Ser Phe Cys Thr Gin
740

Thr

Ala Ala Glu Gln Asp Arg Asn
755 760

Thr Leu

Gln Met Tyr Lys Thr Pro
770 775

Ser Gln Ile Leu Pro Asp Pro Leu
785 790

FP104185-sequence
Lys Asn Gln Cys Val Asn Phe
525

Val Leu Thr Pro Ser Ser Lys

540

Arg Asp Val Ser Asp Phe Thr

555

Glu Ile Leu
570

Asp Ile Ser

Pro
575

Thr Pro Gly Thr Asn Ala Ser

585

590

Val Asn Cys Thr Asp Val Ser

605

Pro Ala Trp Arg Ile Tyr Ser
620

Ala Gly Cys
635

Asp Ile Pro
650

Leu Leu Arg
665

Leu Gly Ala

Pro Thr Asn

Met Ala Lys
715

Thr Glu Cys
730

Leu Asn Arg
745

Arg Glu Val

Lys Tyr Phe

Lys Pro Thr
795

Leu Ile Gly

Ile Gly Ala

Ser Thr Ser
670

Asp Ser Ser
685

Phe Ser Ile
700

Thr Ser Val

Ala Asn Leu

Ala Leu Ser
750

Phe Ala Gln
765

Gly Gly Phe
780

Lys Arg Ser

Ala

Gly

655

Gln

Ile

Ser

Asp

Leu

735

Gly

Val

Asn

Phe

list
Asn

Arg

Asp

560

Cys

Ser

Thr

Thr

Glu

640

Ile

Lys

Ala

Ile

Cys

720

Leu

Ile

Lys

Phe

Ile
800

Glu Asp Leu Leu Phe Asn Lys Val Thr Leu Ala Asp Ala Gly Phe Met
805

810

19
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FP104185-sequence list
Lys Gln Tyr Gly Glu Cys Leu Gly Asp Ile Asn Ala Arg Asp Leu Ile
820 825 830

Cys Ala Gln Lys Phe Asn Gly Leu Thr Val Leu Pro Pro Leu Leu Thr
835 840 845

Asp Asp Met Ile Ala Ala Tyr Thr Ala Ala Leu Val Ser Gly Thr Ala
850 855 860

Thr Ala Gly Trp Thr Phe Gly Ala Gly Ala Ala Leu Gln Ile Pro Phe
865 870 875 880

Ala Met Gln Met Ala Tyr Arg Phe Asn Gly Ile Gly Val Thr Gln Asn
885 890 895

Val Leu Tyr Glu Asn Gln Lys Gin Ile Ala Asn Gln Phe Asn Lys Ala
900 905 910

Ile Ser Gin Ile Gln Glu Ser Leu Thr Thr Thr Ser Thr Ala Leu Gly
915 920 925

Lys Leu Gln Asp Val Val Asn Gln Asn Ala Gln Ala Leu Asn Thr Leu
930 935 940

Val Lys Gln Leu Ser Ser Asn Phe Gly Ala Ile Ser Ser Val Leu Asn
945 950 955 960

Asp Ile Leu Ser Arg Leu Asp Lys Val Glu Ala Glu Val Gln Ile Asp
965 970 975

Arg Leu Ile Thr Gly Arg Leu Gln Ser Leu Gln Thr Tyr Yal Thr Gln
980 985 990
- Gln Leu Ile Arg Ala Ala Glu Ile Arg Ala Ser Ala Asn Leu Ala Ala
995 1000 1005

Thr Lys Met Ser Glu Cys Val Leu Gly Gln Ser Lys Arg Val Asp
1010 1015 1020

Phe Cys Gly Lys Gly Tyr His Leu Met Ser Phe Pro Gin Ala Ala
1025 1030 1035

Pro His Gly Val Val Phe Leu His Val Thr Tyr Val Pro Ser Gln
1040 1045 1050

Glu Arg Asn Phe Thr Thr Ala Pro Ala Ile Cys His Glu Gly Lys
1055 1060 1065

Ala Tyr Phe Pro Arg Glu Gly Val Phe Val Phe Asn Gly Thr Ser
1070 1075 1080

Trp Phe Ile Thr Gln Arg Asn Phe Phe Ser Pro Gln Ile Ile Thr
1085 1090 1095

Thr Asp Asn Thr Phe Val Ser Gly Asn Cys Asp Val Val Ile Gly
1100 1105 1110

20
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FP104185-sequence list

Ile Ile Asn Asn Thr Val Tyr Asp Pro Leu Gln Pro Glu Leu Asp
1115 1120 1125

Ser Phe Lys Glu Glu Leu Asp Lys Tyr Phe Lys Asn His Thr Ser
1130 1135 1140

Pro Asp Val Asp Leu Gly Asp Ile Ser Gly Ile Asn Ala Ser Val
1145 1150 1155

Val Asn Ile Gln Lys Glu Ile Asp Arg Leu Asn Glu Val Ala Lys
1160 1165 1170

Asn Leu Asn Glu Ser Leu Ile Asp Leu Gln Glu Leu Gly Lys Tyr
1175 1180 1185

Glu Gln Tyr Ile Lys Trp Pro Trp Tyr Val Trp Leu Gly Phe Ile
1190 1195 1200

Ala Gly Leu Ile Ale Ile Val Met Val Thr Ile Leu Leu Cys Cys
1205 1210 1215

Met Thr Ser Cys Cys Ser Cys Leu Lys Gly Ala Cys Ser Cys Gly
1220 1225 1230

Ser Cﬁs Cys Lys Phe Asp Glu Asp Asp Ser Glu Pro Val Leu Lys
35 1245

Gly Val Lys Leu His Tyr Thg5

Q21> 2

{211> 422

212> PRT

<213> corona virus

<400> 2

Met Ser Asp Asn gly Pro Gln Ser Asn Gln Arg Ser Ala Pro Arg lle
10 15

Thr Phe Gly Gly Pro Thr Asp Ser Thr Asp Asn Asn Gln Asn Gly Gly
20 25 30
Arg Asn Gly Ala Arg Pro Lys Gln Arg Arg Pro Gln Gly Leu Pro Asn
35 40 45

Asn Thr Ala Ser Trp Phe Thr Ala Leu Thr Gln His Gly Lys Glu Glu
50 55 60

Leu Arg Phe Pro Arg Gly Gln Gly Val Pro Ile Asn Thr Asn Ser Gly
65 70 75 80

Pro Asp Asp Gin Ile Gly Tyr Tyr Arg Arg Ala Thr Arg Arg Val Arg
85 90 95

Gly Gly Asp Gly Lys Met Lys Glu Leu Ser Pro Arg Trp Tyr Phe Tyr
100 105 110

21
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FP104185-sequence list

Tyr Leu Gly Thr Gly Pro Glu Ala Ser Leu Pro Tyr Gly Ala Asn Lys
115 120 125

Glu Gly Ile Val Trp Val Ala Thr Glu Gly Ala Leu Asn Thr Pro Lys
130 135 140

Asp His Ile Gly Thr Arg Asn Pro Asn Asn Asn Ala Ala Thr Val Leu
145 150 155 160

Gln Leu Pro Gln Gly Thr Thr Leu Pro Lys Gly Phe Tyr Ala Glu Gly
165 170 175

Ser Arg Gly Gly Ser Gln Ala Ser Ser Arg Ser Ser Ser Arg Ser Arg
180 185 190

Gly Asn Ser Arg Asn Ser Thr Pro Gly Ser Ser Arg Gly Asn Ser Pro
195 200 205

Ala Arg Met Ala Ser Gly Gly Gly Glu Thr Ala Leu Ala Leu Leu Leu
210 215 220

Leu Asp Arg Leu Asn Gln Leu Glu Ser Lys Val Ser Gly Lys Gly Gln
225 230 235 240

Gln Gln Gln Gly Gln Thr Val Thr Lys Lys Ser Ala Ala Glu Ala Ser
245 250 255

Lys Lys Pro Arg Gln Lys Arg Thr Ala Thr Lys Gla Tyr Asn Val Thr
260 265 270

Gln Ala Phe Gly Arg Arg Gly Pro Glu Gln Thr Gln Gly Asn Phe Gly
275 280 285

Asp Gln Asp Leu Ile Arg Gln Gly Thr Asp Tyr Lys His Trp Pro Gln
290 295 300

Ile Ala GIn Phe Ala Pro Ser Ala Ser Ala Phe Phe Gly Met Ser Arg
305 310 315 320

Ile Gly Met Glu Val Thr Pro Ser Gly Thr Trp Leu Thr Tyr His Gly
325 330 335

Ala Ile Lys Leu Asp Asp Lys Asp Pro Gin Phe Lys Asp Asn Val Ile
340 345 350

Leu Leu Asn Lys His Ile Asp Ala Tyr Lys Thr Phe Pro Pro Thr Glu
355 360 365

Pro Lys Lys Asp Lys Lys Lys Lys Thr Asp Glu Ala Gln Pro Leu Pro
370 375 380

Gln Arg Gln Lys Lys Gln Pro Thr Val Thr Leu Leu Pro Ala Ala Asp
385 390 395 400

Met Asp Asp Phe Ser Arg Gln Leu Gln Asn Ser Met Ser Gly Ala Ser
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406

Ala Asp Ser Thr Gln Ala
420

<210> 3

211> 221

<212> PRT

<213> corona virus

<400> 3
Met Ala Asp Asn Gly Thr Ile Thr Val
1 5

Glu Gln Trp Asn Leu Val Ile Gly Phe
20 25

Leu Leu Gln Phe Ala Tyr Ser zsn Arg

Lys Leu Val Phe Leu Trp Leu Leu Trp

50 55

Val Leu Ala Ala Val Tyr Arg Ile Asn

65 70

Ile Ala Met Ala gys Ile Val Gly Leu

5

Ala Ser Phe Arg Leu Phe Ala Arg Thr

100 105

Pro Glu Thr Asn Ile Leu Leu Asn Val
115 120

Thr Arg Pro Leu Met Giu Ser Glu Leu
130 135

Arg Gly His Leu Arg Met Ala Gly His
145 150

Lys Asp Leu Pro Lys Glu Ile Thr Val
165

Tyr Tyr Lys Leu Gly Ala Ser Gin Arg
180 185

Ala Ala Tyr Asn Arg Tyr Arg Ile Gly
195 200

His Ala Gly Ser Asn Asp Asn Ile Ala
210 215

Q210> 4

211> 76

<212> PRT

<213> corona virus

FP104185-sequence list
410 415

Glu Glu Leu Lys Gln Leu Leu
10 15

Leu Phe Leu Ala Trp Ile Met
30
Asn Arg Phe Leu Tyr Ile Ile
45

Pro Val Thr Leu Ala Cys Phe
60

Trp Val Thr Gly Gly Ile Ala

75 80
Met Trp Leu Ser Tyr Phe Val
90 95

Arg Ser Met Trp Ser Phe Asn
110

Pro Leu Arg Gly Thr Ile Val
125

Val Ile Gly Ala Val Ile Ile
140

Ser Leu Gly Arg Cys Asp Ile
155 160

Ala Thr Ser Arg Thr Leu Ser

170 175

Val Gly Thr Asp Ser Gly Phe
190

Asn Tyr Lys Leu Asn Thr Asp
205

Leu Leu Val Gln
220

23
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FP104185-sequence list
<400> 4

Met Tyr Ser Phe Val Ser Glu Glu Thr Gly Thr Leu Ile Val Asn Ser
1 5 10 15

Val Leu Leu Phe Leu Ala Phe Val Val Phe Leu Leu Val Thr Leu Ala
20 25 30
Ile Leu Thr Ala Leu Arg Leu Cys Ala Tyr Cys Cys Asn Ile Val Asn
35 40 45

Val Ser Leu Val Lys Pro Thr Val Tyr Val Tyr Ser Arg Val Lys Asn
50 55 60

Leu Asn Ser Ser Glu Gly Val Pro Asp Leu Leu Val
65 70 75
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patsnap
TRBIROF) ATRNSARSHURH S RHIIR K B 6l & 75 7%
DI (BE)S CN100504391C NI (»&E)B 2009-06-24
RiES CN200410070146.X RiEH 2004-08-03
FRIRB(RFR)AGE) FENZRPF T
BiE (TR AF) R ERZ RS TR AT
HARBEEANR)AGE) PENZED TR

FRIRBAA e
HEE
KEW
S
piiy s
EBR
FRE

KEBA (e
WEE
KEWL
ES
b
iy
FHEE

IPCH%S GO01N33/546 GO1N33/531
RIEA(F) FR4E

FER(F) 2=k

£ 54X 200410003420.1 2004-02-25 CN
H A0 FF 3R CN1661371A

SAEBEEHE Espacenet  SIPO

Met Phe Ile Fhe Leu Leu Phe Leu Thr Lau Thr Ser Gly Ser Al\gp Leu
1 1

BEX)

KB R — b I F AR USARSHR M9 R B BR 0 R H 4% 75 340 A
B, ZREHUREARAAREBHOREZHEMR MK, HREW
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1o BEBEMRTSUER RN ATIRNSARSHE. &K RENATFH
MSARSHRK EEMRENERAME , RBBMARRMELS gy 7 78T I T an e b g e
B MR TPCRUMBASMBMAMNGRS ; BORIERME ; Q77 T TN T S gy T fen nen g s
TEEREANERE  2FXA  BAT RERDERBUER. STV g Yo e A e g5 o fam v V2 g A in

Asn Phe Glu Leu Cys Asp Asn Pro Phe Phe Ala Val Ser Lys Pro Met
130 135 140

Asp Arg Cys Thr Thr Phe Asp Asp Val Gln Ala Pro Asn Tyr Thr Gln
20 25 30
His Thr Ser Ser Met Arg Gly Val Tyr Tyr Pro Asp Glu Ile Phe Arg
35 40 45
Ser Asp Thr Leu Tyr Leu Thr Gln Asp Leu Phe Leu Pro Phe Tyr Ser
50 55 60

Asn Val Thr Gly Phe His Thr Ile Asn His Thr Phe Asp Asn Pro Val
65 70 75 80

Gly Thr Gln Thr His Thr Met Ile Phe Asp Asn Ala Phe Asn Cys Thr
145 150 155 160
Phe Glu Tyr Ile Ser Asp Ala Phe Ser Leu Asp Val Ser Glu Lys Ser
165 170 175
Gly Asn Phe Lys His Leu Arg Glu Phe Val Phe Lys Asn Lys Asp Gly
180 185 190
Phe Leu Tyr Val Tyr Lys Gly Tyr Gln Pro Ile Asp Val Val Arg Asp
195 200 205

Leu Pro Ser Gly Phe Asn Thr Leu Lys Pro Ile Phe Lys Leu Pro Leu
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